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Abstract
Protein tyrosine kinase 6 (PTK6), also referred to as breast tumor kinase BRK, is a member of a
distinct family of kinases that is evolutionarily related to the SRC family of tyrosine kinases. While
not expressed in the normal mammary gland, PTK6 expression is detected in a large proportion of
human mammary gland tumors. In breast tumor cells, PTK6 promotes growth factor signaling and
cell migration. PTK6 expression is also increased in a number of other epithelial tumors, including
ovarian and colon cancer. In contrast, PTK6 is expressed in diverse normal epithelia, including the
linings of the gastrointestinal tract, skin and prostate, where its expression correlates with cell cycle
exit and differentiation. Disruption of the mouse Ptk6 gene leads to increased growth and impaired
differentiation in the small intestine that is accompanied by increased AKT and Wnt signaling.
Following total body irradiation, PTK6 expression is induced in proliferating progenitor cells of the
intestine, where it plays an essential role in DNA-damage induced apoptosis. A distinguishing feature
of PTK6 is its flexibility in intracellular localization, due to a lack of amino-terminal myristoylation/
palmitoylation. Recently a number of substrates of PTK6 have been identified, including nuclear
RNA-binding proteins and transcription factors. We discuss PTK6 signaling, its apparent conflicting
roles in cancer and normal epithelia, and its potential as a therapeutic target in epithelial cancers.
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1. Introduction
The intracellular protein tyrosine kinase 6 (PTK6) has been implicated in the regulation of a
variety of signaling pathways that control the differentiation and maintenance of normal
epithelia, as well as tumor growth. A rapidly growing number of publications have identified
new PTK6 substrates and binding partners, and expanded the range of tissues and cancers in
which PTK6 is expressed. However, some questions still exist about the involvement of PTK6
in cancer. Is PTK6 a useful tumor marker that is induced by oncogenic signaling? Does its
expression promote tumorigenesis and/or metastases in vivo? Does PTK6 expression/
localization correlate with tumor cell differentiation? Recent findings suggest that functions
of PTK6 are context dependent and differ depending on cell type, as well as its intracellular
localization.

PTK6 was first identified in a survey of protein tyrosine kinase mRNAs expressed in normal
human melanocytes [1], and shortly thereafter cloned from human breast cancer cells as BRK
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(breast tumor kinase) [2], as well as from the mouse gastrointestinal tract as Sik (Src-related
intestinal kinase) [3]. Other members of the PTK6 family include FRK (Fyn-related kinase;
also referred to as RAK and in rodent BSK, GTK, IYK) (reviewed in [4]), and SRMS (SRC-
related kinase lacking C-terminal regulatory tyrosine and N-terminal myristoylation sites; also
known as SRM). Like PTK6, FRK was identified in breast cancer cells and the normal intestinal
epithelium (reviewed in [4]). SRMS was cloned from mouse embryonic neuroepithelial cells
[5] and the mouse skin [6], and its functions remain poorly characterized.

2. PTK6 structure
2.1. PTK6 gene structure

The PTK6 gene contains eight exons, with intron/exon boundaries distinct from the SRC family
of tyrosine kinases [7–9]. A common ancestral gene in metazoans is thought to have given rise
to the two related, yet distinct PTK6 and SRC families [10]. A series of gene duplication events
gave rise to the three PTK6 family members and the PTK6 and SRMS genes have remained
tightly linked.

Human PTK6 maps to chromosome 20q13.3 [11] (chromosome 2 in the mouse [12]), and the
813 base pair (bp) region upstream of the translation initiation site has 60% of the activity of
the SV40 promoter [13]. The region between −93 to −76 bp has been identified as the minimal
promoter region, and −702 to −655 bp contains two cis-acting elements with binding sites for
NFκB (−706 to −688 bp) and SP1 (−688 to −669 bp) [14]. The PTK6 transcript was shown to
start at approximately −104 bp upstream of the translation start codon [14]. It was also
demonstrated that Krüppel-Like Factor 9 has transcriptional activity at the PTK6 promoter in
the colon, and indirectly affects PTK6 expression in the jejunum [15]. Analysis of the PTK6
regulatory region is complicated due to the tight linkage with the SRMS gene, which maps to
chromosome 20q13.33, only 1.5 kbp upstream of the PTK6 gene.

The human PTK6 gene encodes at least one alternatively spliced transcript that lacks exon 2,
encoding a truncated, catalytically inactive protein that shares its amino terminus and SH3
domain with full length PTK6 and has a novel carboxy-terminus (Fig. 1). This alternative
PTK6 transcript (ALT-PTK6), originally referred to as λm5, was shown to be expressed in
breast cancer cells but its function has not been explored [8]. Recently we identified ALT-
PTK6 in a number of prostate and intestinal cancer cell lines (Brauer and Tyner, unpublished
data) suggesting that the alternative splicing is not breast cancer specific. In most published
studies, siRNA-mediated knockdown of PTK6 should target both full length PTK6 as well as
its alternative spliced isoform ALT-PTK6, although consequences of ALT-PTK6 knockdown
have not been assessed.

2.2. PTK6 protein structure
PTK6 is a 451 amino acid protein that consists of a tyrosine kinase domain, as well as SH2
and SH3 (SRC-homology) domains that are involved in protein interactions and autoregulation
(Fig. 1). PTK6 autophosphorylates itself at tyrosine residues 13, 61, 66, 114, 351, as well as
at tyrosine 342 within the kinase activation loop, which increases its catalytic activity [2,16].
In contrast to SRC, the interaction between the tryptophan 184 residue within the proline-rich
SH2-Kinase linker region and the catalytic domain appears essential for kinase activity [17].
Like SRC, the C-terminal tyrosine 447 residue binds to the SH2 domain when phosphorylated
and negatively regulates kinase activity, which can be prevented by mutating this residue to
phenylalanine [16,18]. The kinase that phosphorylates the PTK6 C-terminal tyrosine has not
been identified, although CSK (c-Src tyrosine Kinase) that phosphorylates the SRC C-terminal
tyrosine probably does not phosphorylate PTK6 [16]. Interactions between the SH3 domain
and the proline-rich linker region are also involved in autoinhibition [16,19,20] and are thought
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to stabilize the inactive state of the enzyme similar to SRC. The SH3 domain consists mainly
of β-sheets, which exhibit a unique and folded structure at neutral pH that is sensitive to pH
changes [21]. Aside from intramolecular interactions [19,20], the SH3 domain of PTK6 plays
a major role in substrate interactions [18,22–24].

The SH2 domain of PTK6 consists of an α/β fold with a phosphotyrosine binding surface and
two α-helices that are opposite to a central β-sheet made up of four anti-parallel strands [25,
26]. Although phosphotyrosine binding is weaker than that of SRC-family members [26], the
SH2 domain of PTK6 plays a role in protein–protein interactions [18,23,27,28], but is likely
more important for the regulation of catalytic activity [16]. PTK6 family members lack
myristoylation and palmitoylation signals, which set them apart from SRC-family members,
allowing them a greater flexibility in their subcellular localization, and also giving them a
different range of binding partners and substrates.

3. PTK6 substrates and binding partners
A growing number of PTK6 substrates and interacting proteins are being discovered
(summarized in Table 1). To date, substrates include AKT [29], β-catenin [30], KAP3A [31],
p190RhoGAP [32], Paxillin [23], PSF [24], Sam68 [18,22,33–35], SLM1 and SLM2 [36],
BKS/STAP2 [28,37], STAT3 [38], and STAT5b [39]. Other potential substrates that have not
been fully validated at this time include β-Tubulin [31], FLJ39441/SPTY2D1 [31], GNAS
[31], and other unidentified phosphotyrosine bands such as the 100 kDa STAP2 associated
protein [28].

In a study that focused on screening for PTK6 substrate specificity, the preferred target
sequence was X-(E/I/L/N)-Y-(D/E)-(D/E), where X can be any amino acid [40]. Within the
substrates for which the targeted tyrosine residue is known, including β-catenin (Tyr 64, Tyr
142, Tyr 333), p190RhoGAP (Tyr 1105), PTK6 (Tyr 66), Sam68 (Tyr 435), and STAP2 (Tyr
250), at least one critical residue conforms to the consensus sequence (summarized in Table
2). The sequence pY-(D/E)-(D/E)-Y was identified as a binding site for the SH2 domain of
PTK6 [18].

PTK6 has been shown to associate with a variety of proteins that are likely upstream of PTK6
in various signaling pathways, or for which PTK6 may play an adaptor-like role. These proteins
include ADAM-15A and ADAM-15B [41], ErbB1 [42], ErbB2 [35,43], GapA-p65 [27], and
IRS-4 [23]. ADAM-15 (A Disintegrin And Metalloproteinase) has been implicated in
inflammation, differentiation, cell–cell interactions, and angiogenesis ([44] and reviewed in
[45]). Association with ErbB1, ErbB2, and ErbB3 may contribute to mammary tumor
development and growth through enhancement of EGF and heregulin induced signaling [42,
43,46,47]. Interestingly, ADAM-15 targets the extracellular domain of E-cadherin resulting in
ErbB2/ErbB3 heterodimer activation, and subsequent proliferation and migration through
increased Erk signaling [48]. GapA-p65 binds to the Ras-GTPase activating protein (GAP)
[27], which can associate with p190 and the p62/DOK adaptor family [49–51]. The Insulin
Receptor Substrate (IRS) 4 localizes to the plasma membrane, and not to intracellular structures
like IRS-1 and IRS-2, which may confer functional differences in insulin and insulin-like
growth factor signaling ([52] and reviewed in [53–55]). Some data also exist that other potential
binding partners include ErbB4, MAPK, PTEN [35], and an unidentified 23 kDa
phosphotyrosine band that also associates with SRC [56].
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4. PTK6 expression
4.1. PTK6 in normal tissues

PTK6 expression is detected in a variety of epithelial linings, where it is generally localized to
differentiated cells outside of a zone of proliferating progenitor cells (summarized in Table 3).
Its expression is developmentally regulated and correlates with the differentiation of epithelial
linings [57]. In mature tissues, expression is highest in the gut, where PTK6 is expressed in
the nondividing villus epithelium of the small intestine and the surface lining of the colon
[57–59]. PTK6 is expressed in the prostate [13], where it is localized to nuclei of epithelial
cells [60], the skin [1,57,61], and oral epithelium [62]. PTK6 expression has not been detected
in the normal mammary gland of the mouse [12] or human [2]. Expression of PTK6 was also
detected in normal T-cells upon activation, cutaneous T-cell lymphomas, and transformed B-
and T-cell lymphomas [63]. Microarray studies suggest that the expression of the PTK6 gene
may be affected by neuregulin 3 [64], estradiol [65], and cell growth in Whitten's medium
[66], but these findings need to be confirmed.

A variety of in vitro and in vivo studies indicate that PTK6 may promote differentiation of
epithelial cells. PTK6 plays a role in calcium-induced differentiation of cultured mouse and
human keratinocytes and it promotes expression of the epidermal differentiation markers
Filaggrin [27] and Keratin-10 [61]. PTK6 expression increases during differentiation of the
Caco-2 colon carcinoma cell line, which spontaneously polarizes and expresses enzymes
characteristic of differentiated small intestinal absorptive cells [12]. Disruption of the Ptk6
gene in the mouse demonstrated that PTK6 positively regulates intestinal epithelial cell
differentiation in vivo. Ptk6 null mice were characterized as having increased cell turnover in
the small intestine, which was accompanied by increased villus length and crypt depth, and
delayed enterocyte differentiation [59]. A cell line was generated from the colonic mucosa of
the Ptk6 null mice [67], which will be useful to explore the role of PTK6 in differentiation.
The ability of PTK6 to inhibit both AKT signaling [29,59] and the Wnt pathway [30,59] could
contribute to its growth suppressive activities in vivo.

In addition to regulating epithelial cell differentiation, PTK6 modulates survival of normal
cells. Ectopic overexpression of PTK6 in the immortalized nontransformed Rat1A rat embryo
fibroblast cell line sensitized these cells to apoptotic stimuli [58]. Subjecting mice to total body
gamma-irradiation resulted in induction of PTK6 in progenitor cells of the small intestine,
where PTK6 promoted DNA-damage induced apoptosis [68]. PTK6-mediated inhibition of
AKT and MAPK prosurvival signaling pathways appears important, as disruption of Ptk6 led
to increased activation of AKT and ERK1/2 and impaired apoptosis in irradiated mice [68].

4.2. PTK6 in cancer
PTK6 was detected in a screen for protein tyrosine kinases expressed in human breast cancer,
and was found in greater than 60% of breast tumors and breast cancer derived cell lines, but
was absent in normal mammary tissue and benign lesions [2,69]. A recent examination of PTK6
expression in a human breast tissue microarray of 250 samples revealed PTK6 protein
expression in 86% of invasive ductal breast tumors [47], and PTK6 mRNA was overexpressed
in 85% of 44 breast carcinoma samples [70]. PTK6 expression has also been detected in human
ovarian tumor cells but not the normal ovary [71], in primary and metastasized colon tumors
[12,72], head and neck squamous cell carcinoma (SCC) [73], prostate tumors [60], B- and T-
cell lymphomas [63], and the HeLa cervical cancer cell line [32]. PTK6 gene expression has
been detected in the cancers of the lung [74–78], bladder [78], pancreas [79], and gastric cancer
[80], but protein expression or functions have not been validated.
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Comparison of the PTK6 cDNA sequence from normal and tumor tissues did not reveal the
presence of any specific mutations within the PTK6 gene in breast cancer [8]. However,
PTK6 somatic mutations were identified in 2.5% of human melanomas that were recently
examined [81]. Mutations of PTK6 were also detected in the RT-4 bladder and SW900 lung
cancer cell lines [78], suggesting that genetic alterations in PTK6 might in some cases
contribute to cancer. Amplification of the PTK6 gene correlated with amplification of the
ErbB2 locus in a panel of 202 human breast cancer samples [43]. In another study it was found
that an increased PTK6 copy number in a cohort of 426 invasive breast carcinomas was largely
due to polysomy of chromosome 20, and that PTK6 was amplified only at a low level relative
to ErbB2 [82], suggesting that additional mechanisms may also lead to an increase in PTK6.
Evaluation of a variety of breast cancer cell lines showed a wide range of ErbB2 and PTK6
expression [83]. Low level PTK6 gene amplification was observed in 6/7 primary ovarian
tumors [71].

5. PTK6 signaling pathways
5.1. Growth-promoting signaling pathways activated by PTK6 in cancer

A variety of studies indicate that PTK6 stimulates ErbB receptor tyrosine kinase signaling in
cancer cells. Overexpression of PTK6 alone sensitizes mammary epithelial cells to mitogenic
effects of EGF [42] and its coexpression with ErbB3 markedly enhances EGF signaling via
AKT and PI-3 kinase [46]. Different ErbB receptor ligands, including EGF and heregulin,
stimulate PTK6 activity [42,46,47,84]. Expression of ErbB2 that lacks a known ligand also
enhances PTK6 activity [43]. Other factors that activate PTK6 include calcium and ionomycin
[27,61], fetal bovine serum [29], ErbB2 [43], IGF-1 [23], and osteopontin [85]. The finding
that osteopontin is an activator of PTK6 is particularly striking since osteopontin is secreted
from the bone and brain, a frequent site of metastasis in aggressive breast and prostate cancer
([86,87] and reviewed in [88,89]). Proteins and molecules reported to be upstream or
downstream of PTK6 are shown in Fig. 2.

In a variety of breast cancer model systems, using both knockdown and overexpression
systems, PTK6 was shown to increase proliferation, anchorage-independent growth, cell
migration, and tumor growth [32,38,39,42,43,47,63,70,84,90,91]. While knockdown of PTK6
expression in breast tumor cells resulted in decreased proliferation, expression of catalytically
inactive PTK6 increased cell proliferation [90], suggesting that kinase-independent PTK6
adaptor-like functions could promote breast cancer cell growth. PTK6 was shown to contribute
to migration and proliferation by contributing to EGF-mediated phosphorylation of
p190RhoGAP, which promotes association with p120RasGAP, inactivating RhoA while
activating Ras [32]. EGF stimulation resulted in phosphorylation of Paxillin by PTK6 and
activation of Rac1 via CrkII, thereby promoting migration and invasion [84]. However, it has
also been suggested that a significant correlation between PTK6 and the estrogen receptor
[92], as well as co-overexpression of PTK6 with ErbB3 and ErbB4, provides evidence that
PTK6 may promote differentiation in tumors [93].

PTK6 is overexpressed in ER/PR positive and negative cell lines, in cell lines with high and
low levels of ErbB2 expression, and in triple negative tumor cell lines [69]. Knockdown of
PTK6 using siRNA led to impaired growth and migration in the ER positive T47D cell line
[47,90]. Recently, PTK6 was shown to promote survival of nonadherent breast cancer cells by
negatively regulating the autophagy protein Beclin [70]. Involvement of PTK6 in Mitogen-
Activated Protein Kinase (MAPK) cascades is evident, and these pathways are typically
activated by stimuli including growth factors, cytokine signals or stress. Stable expression of
ErbB2 and PTK6 in the non-tumorigenic MCF10A cell line resulted in activated MEK1/2 and
ERK1/2 [43]. EGF and heregulin stimulation of the SK-BR-3 and T47D breast cancer cell lines
resulted in activation of p38, Erk5 and MEF2, which was abrogated by PTK6 shRNA [47].
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The signal transducer and activator of transcription (STAT) family of proteins regulate a variety
of biological processes including inflammation, differentiation, apoptosis, and transformation
(reviewed in [94–96]). PTK6 activates STAT3 [38] and STAT5b [39] to promote proliferation,
and this may be facilitated by the signal transducing adaptor protein-2 (STAP2) [28]. A recent
study reported that concurrent activation of both STAT3 and STAT5b leads to decreased
proliferation, increased differentiation and a more favorable prognosis compared to solely
STAT3 activation [97]. The suppressor of cytokine signaling 3 (SOCS3), which acts as a
negative regulator of JAK–STAT signaling, inhibits PTK6 [38]. PTK6 could play a role in
activating STAT-mediated responses to inflammation. ErbB receptors may regulate
inflammation [98], and PTK6 potentiates ErbB signaling. Additional evidence linking PTK6
to inflammation include identification of a binding site for the transcription factor NFκB in the
PTK6 promoter [14].

AKT is frequently activated in cancer where it promotes cell growth, proliferation, and survival.
Evidence in breast cancer suggests that PTK6 stimulates AKT signaling by increasing ErbB
receptor signaling [42,43,46]. The IGF-1 and Insulin receptors also regulate AKT through IRS
and PI3K, and IGF-1 is an activator of PTK6 that can bind to either receptor [23]. Although
PTK6 associated with and promoted tyrosine phosphorylation of AKT in unstimulated cells,
where AKT activity was inhibited, other results suggest that PTK6 may promote AKT
activation through the formation of different complexes in breast cancer cells [29]. Our recent
findings suggest that AKT is a direct PTK6 substrate, and that PTK6 mediated tyrosine
phosphorylation of AKT can lead to an increase in its activity (Y. Zheng and A. L. Tyner,
unpublished). Currently PTK6 regulation of AKT signaling appears complex and might be
activating or inhibitory and dependent on cellular context; in immortalized nontransformed
Rat1a cells, serum stimulation and expression of PTK6 did not lead to activation of Akt, p38,
or p44/42 [58].

5.2. Growth-repressing signaling pathways regulated by PTK6
Only a handful of studies have explored PTK6 regulated signaling pathways in a normal
physiological context. Disruption of the Ptk6 gene in the mouse led to increased growth and
impaired enterocyte differentiation that was accompanied by an increase in AKT activation
and decreased nuclear localization of the AKT substrate FoxO1 [59,68], supporting the notion
that PTK6 inhibits AKT activity in normal tissue. In the mouse small intestine, PTK6 is induced
in epithelial cells of the crypt following gamma-irradiation, where it plays a role in inhibiting
AKT and ERK1/2 prosurvival functions and promotes apoptosis [58,68]. It was recently
reported that the PTK6 family member FRK also negatively regulates AKT activity by directly
phosphorylating and stabilizing PTEN (phosphatase and tensin homologue on chromosome
ten), affecting AKT function [99].

Enhanced nuclear localization of β-catenin was detected in intestinal crypts of Ptk6 null mice,
suggesting that PTK6 negatively regulates β-catenin in the normal intestine [59]. While PTK6
directly phosphorylates β-catenin at several tyrosine residues, the tyrosine kinase activity of
PTK6 was not essential for inhibition of β-catenin transcription and did not alter levels of β-
catenin protein, but increased nuclear levels of TCF and the transcriptional corepressor TLE/
Groucho. BAT-GAL mice that contain a β-catenin-activated lacZ reporter transgene were
crossed with Ptk6 null mice, and increased β-catenin transcriptional activity was indeed
observed in intestines of Ptk6 null mice compared with wild-type mice. These data provide
further evidence that PTK6 inhibits Wnt signaling by regulation of β-catenin in vivo, and may
thus promote the transition of cells from a proliferative to a differentiated phenotype. [30]

In addition to regulating β-catenin nuclear activities, PTK6 targets a number of nuclear RNA-
binding proteins including Sam68 (Src-associated in mitosis 68), which was originally
identified as a target of SRC in mitosis when the nuclear membrane breaks down [18], and the
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Sam68-like mammalian proteins SLM1 and SLM2 [36]. Phosphorylation of these proteins on
tyrosine by PTK6 leads to inhibition of their RNA-binding activities, including RNA transport
[18] and expression [33]. In response to EGF stimulation, PTK6 also regulates Sam68 tyrosine
phosphorylation and nuclear localization [34]. Sam68 haploinsufficiency delayed mammary
tumor onset in vivo, suggesting a possible oncogenic role for Sam68 in breast cancer [100] and
it will be interesting to examine crosstalk between PTK6 and Sam68 in mammary gland
tumorigenesis. PTK6 also associates with and phosphorylates the nuclear protein PSF
(Polypyrimidine tract-binding protein-associated Splicing Factor), leading to its cytoplasmic
relocalization and causing growth arrest [24].

5.3. Context dependent functions of PTK6
While PTK6 expression can be detected in normal regenerating epithelial cell linings, it is also
expressed in most epithelial cancers, and a variety of data indicate that PTK6 has opposing
functions in normal tissues and cancer cells. Functions of PTK6 appear highly context and cell
type specific, and may be dependent on overall expression levels and the availability of
substrates and interacting proteins. Intracellular localization of PTK6 appears to play a key
role in determining the outcomes of PTK6 signaling. A summary of PTK6 expression and
localization in normal tissues and cancers is shown in Table 3. PTK6 has been observed in
both the cytoplasm and nucleus in the normal intestine, skin, oral epithelium, breast and colon
tumors, but further studies are required to assess the significance of PTK6 subcellular
localization as well as the flexibility of PTK6 localization in each of these cell types.
Differences in PTK6 intracellular localization have been reported in the epithelial cells of the
head and neck [62] and HaCaT human keratinocyte cell line [61]. PTK6 is observed in the
nucleus of the normal differentiated prostate epithelium and in well-differentiated prostate
tumors, but it is cytoplasmic in poorly differentiated tumors, suggesting a role in differentiation
of the prostate [60]. It has been proposed that nuclear PTK6 may be important for regulating
growth in normal epithelia, while cytoplasmic PTK6 might activate oncogenic signaling
pathways, since its access to substrates would be subsequently altered [36,60]. This idea was
supported by the finding that targeting PTK6 to the membrane of HEK293 cells, which do not
normally express PTK6, resulted in an increase in proliferation, survival, migration, and
anchorage-independent growth [91]. In the A431 epidermoid cancer cell line, PTK6 localizes
to membrane ruffles during wound healing as well as after EGF treatment [84], suggesting that
PTK6 is involved in cell migration. Targeting PTK6 to the membrane or nucleus in the SW620
colon cancer cell line resulted in either activation or inhibition of β-catenin regulated
transcription respectively, providing further evidence that PTK6 intracellular localization
influences the consequences of PTK6 expression or activation [30].

Currently it is not understood how PTK6 intracellular localization is regulated. PTK6 does not
contain any typically identifiable nuclear localization or export sequences. It may passively
diffuse into the nucleus as it has a molecular weight of 48 kDa, and the threshold range for
passive diffusion through the nuclear pore complex is 40–60 kDa (reviewed in [101]). It is also
possible that PTK6 is transported to different cellular compartments through association with
its targeted substrates or other binding proteins. Work in our laboratory suggests that PTK6
may be retained in the cytoplasm of prostate cancer by an unidentified protein (Brauer and
Tyner, unpublished data).

6. PTK6 as a target for anticancer therapies
The recent trend toward targeted therapies has seen the development of drugs to block the
function of proteins associated with cancer progression and poor survival rates. The widespread
overexpression of PTK6 in a variety of epithelial cancers suggests that targeting it may have
distinct therapeutic advantages. The 18–25% incidence of overexpression of ErbB2 in breast
cancer has made it a prominent target, leading to clinical trials of both small molecule inhibitors
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and monoclonal antibodies [102]. The monoclonal antibody trastuzumab (Herceptin) that
targets ErbB2 is an established therapeutic option, but progression is common within 1 year
[103,104]. Trastuzumab's cardiotoxic effects, as well as a lack of response of some ErbB2
overexpressing tumors to treatment, underscore the importance of determining which patients
may respond to therapy prior to treatment (reviewed in [105]). The correlation between PTK6
and ErbB2 overexpression in invasive human ductal breast carcinomas [43,47,106] and the
finding that PTK6 cooperates with ErbB2 to promote breast tumor cell growth [43] raises the
possibility that targeting PTK6 along with ErbB2 might offer a significant therapeutic
advantage [107]. PTK6 is expressed in up to 86% of breast tumors [47,70], and PTK6-directed
therapies could target a broad range of tumors including breast cancers that do not overexpress
ErbB2.

PTK6 expression has been correlated with altered sensitivity to some targeted therapies.
Introduction of both PTK6 and ErbB2 into the human MCF10a mammary gland cell line
resulted in increased resistance to the ErbB1/ErbB2 kinase inhibitor lapatinib, when compared
with introduction of ErbB2 alone [43]. In contrast, higher PTK6 expression correlated with
increased sensitivity of squamous cell carcinoma of the head and neck cell lines to the ErbB1
kinase inhibitor gefitinib, although PTK6 knockdown did not alter sensitivity [108]. PTK6
does not respond to LFM-A13, the inhibitor of Burton's Tyrosine Kinase and Polo-Like Kinase
[109]. Specific PTK6 inhibitors have not been identified.

Aberrant PTK6 expression in breast [2] and ovarian cancers [71], combined with its altered
localization in prostate [60] and oral tumors [62], makes it an excellent candidate as a
prognostic marker. In long-term patient studies, high PTK6 and ErbB4 protein expression was
associated with a metastasis-free survival (>240 months), although ErbB2 and ErbB4 protein
expression was a better prognostic marker at 60 months [35,93]. Xenograft studies in nude
mice resulted in enhanced tumor growth and reduced survival when PTK6 was expressed in
the MDA-MB-231 human breast adenocarcinoma cell line [32] or the mouse mammary
epithelial Comma-1D cell line [43]. Further epidemiological studies and tumorigenesis/
metastases studies in mouse models will clarify the contributions of PTK6 to initiation and
progression of epithelial cancers.

7. Conclusions
Functions of the PTK6 family of intracellular tyrosine kinases are still, for the most part, poorly
understood. PTK6 and the related kinase FRK have both been linked to differentiation,
regulation of AKT, growth regulation and apoptosis (reviewed in [4]), and their ability to
readily enter the nucleus sets them apart from the more intensely studied SRC family of kinases.
In contrast to its functions in normal tissues, PTK6 appears to promote oncogenic signaling in
epithelial tumor cells, and the majority of studies so far have focused on its roles in breast
cancer cells. More than half of PTK6 substrates and associating proteins have been discovered
within the last 2 years, most of which regulate proliferation and migration (Table 1). Greater
efforts need to be directed towards determining the apparent context- and tissue-specific
functions of PTK6 in both normal tissues as well as tumors. It is likely that different expression
patterns of ligands and receptors affect the inherent functions of PTK6 in different tissues.
Understanding crosstalk between PTK6 and other signaling pathways in both normal and
cancer cells will be critical for evaluating its potential as a therapeutic target in cancer.
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Fig. 1.
Proteins encoded by the PTK6 gene. PTK6 is a 48 kDa protein that consists of Src-homology
(SH) 2, SH3, and tyrosine kinase (TK) domains. PTK6 lacks an amino-terminal SH4 domain
required for myristoylation/palmitoylation found in the SRC family of tyrosine kinases. The
alternatively spliced isoform of PTK6, ALT-PTK6, has a predicted molecular weight of 15
kDa and contains the SH3 domain and a novel proline-rich carboxy terminal sequence (striped
area).
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Fig. 2.
PTK6 activation and downstream signaling. PTK6 is regulated by a variety of factors.
Substrates (grey boxes) and interacting proteins may be localized to different cellular
compartments (as indicated by double headed arrows). For example, β-catenin has well-
established functions at the membrane and in the nucleus, and PTK6 influences β-catenin in
both compartments. In most cases the effects that PTK6 has on substrates and binding partners
in different cellular compartments merit further exploration. (OPN: osteopontin; HRG:
heregulin).
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Table 1

PTK6 substrates and binding partners.

Protein Association Substrate target Proposed function/role Reference

ADAM-15A and E Yes N/D Not validated [41]

AKT Yes Yes Growth regulation [29], Zheng and Tyner,
unpub.

beta-catenin Yes Y64, Y331/333, Y142 Growth regulation [30]

beta-tubulin No Yes Not validated [31]

ErbB1 Yes N/D Growth regulation [42]

ErbB2 Yes N/D Growth regulation [35,43]

ErbB3 Yes N/D Growth regulation [35,46]

ErbB4 Yes N/D Not validated [35]

FLJ39441 No Yes Not validated [31]

GapA (p65) PTK6 SH2 Not likely Differentiation [27]

GNAS No Yes Not validated [31]

IRS-4 PTK6 SH2 and SH3 N/D Growth and migration [23]

KAP3A Yes C-terminal tyrosines Migration [31]

MAPK Yes N/D Not validated [35]

p190RhoGAP Yes Y1105 Growth and migration [32]

Paxilin Yes Y31, Y118 Migration and invasion [23]

PSF PTK6 SH3 C-terminal tyrosines Growth regulation [24]

PTEN YES N/D Not validated [35]

PTK6 Intramolecular Y13, Y61, Y66, Y114, Y342,
Y351

Regulation of kinase activity [2,16,17,19,20]

Sam68 PTK6 SH2 and SH3 Y435; Y440; Y443 Inhibition of Sam68 [18,22,33–35]

SLM1; SLM2 N/D Yes Inhibition of SLM1 and SLM2 [36]

STAP2 STAP2 SH2 Y250 STAT3 activation [28,37]

STAT3 N/D Yes Growth regulation [38]

STAT5b N/D Y699 Growth regulation [39]

23 kDa protein Yes N/D Protein not identified [56]

100 kDa protein (STAP2-mediated) Likely Protein not identified [28]

NLS = Nuclear localization signal; SH = Src-homology domain; N/D = Not determined.
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Table 2

PTK6 target sequences.

Protein Residue Sequence Reference

β-Catenin Y64 VLYEWE [30]

Y142 INYQDD

Y331* RTYTYE

Y333* YTYEKL

p190RhoGAP Y1105 NIYSVP [32]

Paxillin Y31 TPYSYP [23]

Y118 HVYSFP

PTK6 Y13 PKYVGL [16]

Y61 QGYVPH

Y66 HNYLAE

Y114 ADYVLS

Y342 DVYLSH

Y351 IPYKWT

Sam68 Y435 GAYREH [31]

Y440 HPYGRY

Y443 GRY.

STAP2 Y250 EDYEKV [37]

STAT5b Y699 DGYVKP [39]

The tyrosine targeted for phosphorylation is in bold.

Amino acids conforming to the consensus target sequence X-(E/I/L/N)-Y-(D/E)-(D/E) are underlined. Tyrosines marked with * were too close in
proximity with each other to distinguish between them by mass spec analysis.
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Table 3

Intracellular localization of PTK6 in normal tissues and cancer cells.

Group Tissue/cell Sub-category Localization (method) Reference

Breast Breast cancer N/D [2,69,83]

Grade I; Grade III C; PN (IHC) [93]

Grade II; low-mod. PTK6 C+N (IHC; IF) [34,47,85]

Grade III; high PTK6 C+N; N (IHC) [47,93,106]

Low PTK6; T47D C (IHC; IF) [56,106]

Grade III; high PTK6 C+N; C (IHC) [85]

MCF7 cells C+SNB (IF) [18]

G.I. tract Esophagus N/D [12]

Stomach N/D [12]

Small intestine N/D [3,13,57]

villus; crypt 72 h after irr. C+N; isolated N (IHC) [59,68]

crypt 6 h after irradiation C+N (IHC) [68]

Colon mucosa N/D [3,13,57,72]

C; C+N (IHC) [12]

Colon cancer; HT29 cells C; C+N; C+SNB (IHC; IF) [12,18]

Head and neck Normal oral epithelium high PTK6 C; C+N; N (IHC) [62]

Oral SCC; OSCC25 cells moderate PTK6 C+N; N (IHC) [62]

OSCC3 cells low PTK6 C; PN (IF; Frac) [62]

Laryngeal cancer N; C+N (IHC) [73]

Lymphocytes T-cells N/D [63]

T and B-cell lymphomas N (Frac) [63]

Ovary Ovarian cancer C; C+N; C+N (IHC) [71]

Prostate Normal N/D [13]

prostate N (IHC) [60]

Prostatic BPH C+N (IHC) [60]

disease PIN C+PN (IHC) [60]

Prostate cancer Gleason 2 C+N (IHC) [60]

Gleason 3 C+N (IHC) [60]

Gleason 3–4; LNCaP cells C+PN+SNB+N (IHC; IF) [60]

Gleason 4; PC3 cells C (IHC; IF) [60]

Epidermis Skin N/D [1,57]

epithelium C; C+N (IHC) [61]

SCC C; C+N (IHC) [61]

HaCaT cells Low density; low PTK6 C+N (IF) [61]

High density; high PTK6 C+N (IF) [61]

Epid. cancer (A431 cells) High density C+N (IF) [84]

2 h scratch; +EGF C+N+MR (IF) [84]

6 h scratch C+N (IF) [84]
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SCC = Squamous cell carcinoma; BPH = Benign prostatic hyperplasia; PIN = Preneoplatic intraepithelial neoplasia; C = Cytoplasm; N = Nucleus;
PN = Perinuclear; SNB = SAM68 nuclear bodies; MR = Membrane ruffles; IHC = Immunohistochemistry; IF = Immunofluorescence; Frac =
Fractionation; N/D = Not determined; Epid. = Epidermoid. Predominant localization is in bold.
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