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In damaged or proliferating endothelium, production of nitric oxide (NO) from endothelial nitric oxide
synthase (eNOS) is associated with elevated levels of reactive oxygen species (ROS), which are necessary for
endothelial migration. We aimed to elucidate the mechanism that mediates NO induction of endothelial
migration. NO downregulates expression of peroxisome proliferator-activated receptor � coactivator 1� (PGC-
1�), which positively modulates several genes involved in ROS detoxification. We tested whether NO-induced
cell migration requires PGC-1� downregulation and investigated the regulatory pathway involved. PGC-1�
negatively regulated NO-dependent endothelial cell migration in vitro, and inactivation of the phosphatidyl-
inositol 3-kinase (PI3K)/protein kinase B (Akt) pathway, which is activated by NO, reduced NO-mediated
downregulation of PGC-1�. Expression of constitutively active Foxo3a, a target for Akt-mediated inactivation,
reduced NO-dependent PGC-1� downregulation. Foxo3a is also a direct transcriptional regulator of PGC-1�,
and we found that a functional FoxO binding site in the PGC-1� promoter is also a NO response element.
These results show that NO-mediated downregulation of PGC-1� is necessary for NO-induced endothelial
migration and that NO/protein kinase G (PKG)-dependent downregulation of PGC-1� and the ROS detoxi-
fication system in endothelial cells are mediated by the PI3K/Akt signaling pathway and subsequent inacti-
vation of the FoxO transcription factor Foxo3a.

Nitric oxide (NO) produced by endothelial nitric oxide syn-
thase (eNOS) plays critical roles in the physiology of endothe-
lial cells (5), regulating vascular tone (19), endothelial cell
growth (10), migration (22), survival under stress (4), and the
levels of reactive oxygen species (ROS) (32). NO-induced an-
giogenesis requires a NO-dependent increase in ROS (2, 25),
and although the molecular mechanisms linking NO and ROS
homeostasis have been a matter of intense research, they are
still only partly understood (reviewed in reference 20). NO-
dependent induction of angiogenesis requires activation of the
soluble guanylyl cyclase (sGC)/protein kinase G (PKG)/phos-
phatidylinositol 3-kinase (PI3K)/protein kinase B (AKT) path-
way (13). However, whether and how this pathway is associated
with the increase in ROS levels are still unclear.

It has been proposed that endothelial angiogenesis requires
the inactivation of FoxO transcription factors by Akt (11, 26).
Akt directly phosphorylates and inactivates members of the
FoxO family, which are consequently translocated from the
nucleus to the cytoplasm (12). The FoxO factors Foxo3a and

Foxo4 protect cells from oxidative stress (14), although the
significance of this process in normal vascular homeostasis is
still unknown.

Peroxisome proliferator-activated receptor � coactivator 1�
(PGC-1�) is a master regulator of cellular energy metabolism
(8) and a positive and direct regulator of a set of genes whose
products protect against oxidative stress (29, 31). PGC-1� is
inactivated by phosphorylation by Akt (15), and Akt can also
negatively impact PGC-1� expression via inactivation of the
FoxO factors Foxo1a and Foxo3a, which are direct transcrip-
tional regulators of PGC-1� expression (3, 23). NO produced
by eNOS regulates ROS at least in part by modulating the
expression of PGC-1�; NO regulates PGC-1� transcription via
sGC/PKG activation, leading to corresponding changes in
PGC-1� target genes, including those involved in ROS metab-
olism (1). However, the molecular pathway and biological im-
pact of NO-dependent downregulation of PGC-1� expression
have not been investigated.

We have investigated the potential role of PGC-1� in NO-
induced endothelial cell migration. Our results suggest that
NO downregulates PGC-1� via activation of sGC/PKG/PI3K/
Akt signaling and subsequent inactivation of Foxo3a. PGC-1�
downregulation by NO results in increased ROS levels that are
necessary for the induction of endothelial cell migration.

MATERIALS AND METHODS

Cell culture. Bovine aortic endothelial cells (BAEC) and mouse lung endo-
thelial cells (MLEC) were isolated and cultured as described previously (9, 16).
Aortas were obtained from an authorized slaughterhouse. Cells were used from
passages 4 to 6.
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Adenoviral vectors and infection. Ad-TM-Foxo3a, Ad Foxo3a (27), and Ad-
DN-Akt (30) were as described previously. BAEC were infected at a multiplicity
of infection (MOI) of 10 to 25 for 9 h.

siRNA. Small interfering RNAs (siRNAs) were synthesized with the Silencer
siRNA construction kit (Ambion, Austin, TX). BAEC were transfected with
Lipofectamine 2000 and harvested at 24 h posttransfection.

Immunofluorescence. BAEC were grown on coverslips, fixed with 3.7% form-
aldehyde, permeabilized with 0.1% Triton, and then incubated consecutively
with primary antibody (anti-Foxo3a) and secondary antibody (anti-IgG rabbit
Alexa 488 conjugate). Cells were counterstained with TO-PRO-3, mounted, and
examined by confocal microscopy (Leica TCS SP5).

NO assays. The pharmacological PI3K inhibitor LY294002 (10 �M) and the
Akt inhibitor Akt IV (0.5 �M) were added to BAEC cultures 1 h before addition
of the NO donor DETA-NO (62 �M), the inactive control DETA (62 �M), or
8-Br-cyclic GMP (cGMP) (100 �M). Cells were harvested after 12 h.

Chromatin immunoprecipitation (ChIP). ChIP experiments were carried out
as previously described (31). IgG was used as a control for nonspecific binding.
ChIP-enriched DNA was analyzed by PCR amplification of a 130-bp region of
the PGC-1� promoter spanning the IRS (insulin-responsive site/FoxO binding
site). 18S gene amplification was used as an enrichment-negative control.

Mitochondrial superoxide. Mitochondrial superoxide was measured by label-
ing cells with MitoSOX Red, essentially as described previously (21). Briefly,
MLEC were grown on coverslips and incubated in 2% fetal bovine serum (FBS)
with 100 �M 8-Br-cGMP or vehicle for 7 h. Cells were then incubated with 3 �M
MitoSOX Red for 10 min, washed, fixed with paraformaldehyde, and analyzed by
confocal microscopy (Leica TCS, SP5).

Wound healing and Transwell assays. Assays were performed as previously
described (9, 17). Migration in wound healing assays was examined by conven-
tional light microscopy (Nikon Eclipse Ti), and migration in Transwell assays was
examined by fluorescence microscopy (Leica TCS SP5).

Statistical analysis. Statistical differences were determined by analysis of vari-
ance (ANOVA). Data are expressed as means � standard deviations. Differ-
ences were considered significant at P values of �0.05. All experiments were
performed at least three times.

Oligonucleotide sequences and supplementary methodology details will be
provided upon request.

RESULTS

cGMP-induced endothelial cell migration requires ROS.
The main ROS normally produced in cells is O2

�, which is
dismutated by the action of superoxide dismutases to generate
H2O2. H2O2 is eliminated by catalase, yielding H2O. It has
been proposed that NO-induced cell migration is mediated by
a cGMP/PKG-dependent increase in cellular ROS levels.
However, this is based mainly on the use of antioxidants that
might have pleiotropic activities. EUK-189 is a salen Mn com-
pound that belongs to a new generation of antioxidants with
highly specific detoxification activities. EUK-189 has both su-
peroxide dismutase and catalase activities and can enter cell
membranes, and its activity has been successfully tested both in
vivo and in vitro in oxidative stress models (18, 28). We there-
fore tested whether EUK-189 prevents cGMP-induced BAEC
migration in an in vitro wound healing (scratch) assay. cGMP
increased the area recolonized by BAEC by 20 to 50%, and this
effect was completely abolished by pretreatment with EUK-189
(Fig. 1A).

cGMP increases mitochondrial ROS levels. To date, it has
been assumed that cGMP increases cellular ROS levels by
activating cytosolic NADPH activity. However, the effect of
cGMP on mitochondrial ROS had never been evaluated, al-
though mitochondria are major modulators of cellular ROS.
To test the impact of cGMP on mitochondrial ROS, we incu-
bated MLEC with MitoSOX Red, a reagent that labels mito-
chondrial superoxide. cGMP increased mitochondrial O2

� ac-
cumulation by about 50%, suggesting that a cGMP-mediated

increase in ROS is at least partially dependent on increased
mitochondrial O2

� accumulation (Fig. 1B). The same result
was obtained when cells were treated with a NO donor
(DETA-NO) (data not shown).

cGMP-mediated increase in mitochondrial ROS requires
PGC-1�. PGC-1� is a master regulator of the mitochondrial
ROS detoxification system and is negatively regulated by
NO/cGMP. We found that cGMP was unable to increase
mitochondrial O2

� levels in PGC-1�-null MLEC, suggesting
that PGC-1� is an important mediator of the cGMP effect
(Fig. 1B).

PGC-1� inhibits endothelial migration. Since ROS are pos-
itive regulators of endothelial migration, we hypothesized that
PGC-1� might be a negative regulator of endothelial migra-
tion. We therefore tested the effect of PGC-1� overexpression
on BAEC migration in the scratch assay. Exogenous PGC-1�
severely impaired endothelial migration, reducing the total
migrated area by about 40% (Fig. 1C). Consistently, PGC-
1��/� MLEC migrated faster in Transwell cell migration as-
says than PGC-1��/� cells, with most PGC-1��/� cells reach-
ing the bottom of the well, while PGC-1��/�MLEC were
retained mostly at the top. Importantly, pretreatment of PGC-
1��/� cells with EUK-189 reverted the fast-migrating pheno-
type (Fig. 1D).

NO/cGMP-induced migration of BAEC cells is reduced by
PGC-1� overexpression. We previously showed that NO and
cGMP downregulate PGC-1� gene expression, resulting in an
overall inhibition of the cellular ROS detoxification systems.
Taken together with the results shown in Fig. 1, this suggests
that PGC-1� downregulation might be required for NO/
cGMP-induced endothelial migration. Using the scratch assay,
we found that overexpression of PGC-1� reduced the stimu-
latory effects on migration of cGMP (Fig. 1C) and DETA-NO
(data not shown), supporting the notion that PGC-1� down-
regulation is required for NO/cGMP induction of endothelial
migration.

PI3K inhibition does not modulate endothelial migration in
the absence of PGC-1�. It has been previously shown that
cGMP-mediated activation of endothelial migration occurs via
activation of the PI3K/AKT pathway. We therefore tested the
effect of the PI3K inhibitor LY294002 on the migration of
PGC-1��/� and PGC-1��/� MLEC in Transwell assays (Fig.
1E). LY294002 reduced the number of PGC-1��/� MLEC
reaching the bottom chamber by 60% but did not inhibit mi-
gration by PGC-1��/� cells, further supporting the hypothesis
that the NO/cGMP/PI3K/Akt pathway modulates endothelial
cell migration via downregulation of PGC-1�.

Nitric oxide-induced downregulation of endothelial PGC-1�
mRNA expression is mediated by PI3K/Akt signaling. To
directly test the involvement of downregulated PGC-1� ex-
pression in NO/cGMP/PI3K/Akt-induced endothelial cell mi-
gration, we first examined the effect of PI3K inhibitors on
NO-dependent downregulation of PGC-1� mRNA levels in
BAEC. When BAEC were preincubated with the PI3K inhib-
itor LY294002, it abolished DETA-NO- and cGMP-induced
downregulation of transcript and protein expression of
PGC-1� and its target genes, though the inhibitor by itself
increased PGC-1� expression (Fig. 2A and B). These results
suggest that PI3K activity is required for the DETA-NO- and
cGMP-induced downregulation of PGC-1� expression.
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FIG. 1. PGC-1� inhibits endothelial migration. (A) Quantitative analysis of scratch assays in serum-starved confluent BAEC. Cells were preincubated
with EUK-189 (100 �M) for 2 h as indicated and then (right after being scratched) incubated with DETA-NO (62 �M) and 8-Br-cGMP (100 �M) as
indicated. Repopulation of the denuded area was monitored by confocal microscopy at the indicated times. (B) MitoSOX Red labeling of fixed MLEC,
showing mitochondrial superoxide levels in PGC-1��/�/PGC-1��/� cells treated with 100 �M 8-Br-cGMP for 6 h. V, vehicle. (C) Scratch wound healing
assays with cells infected with PGC-1� or control adenovirus (MOI of 25) at 24 h before the beginning of the assay. Treatments with DETA-NO and
8-Br-cGMP, as shown in panel A, are shown for comparison. Cell migration was monitored at 18 h. (D and E) A total of 10,000 PGC-1��/� or
PGC-1��/� MLEC were seeded in the upper chamber of a Transwell insert and allowed to migrate for 18 h before fixing and labeling for cell nuclei.
(D) Quantitative analysis of cross sections (z-axis) of Transwell inserts seeded with PGC-1��/� or PGC-1��/� cells, illustrating the distance migrated.
Cells were preincubated with EUK-189 (100 �M) for 2 h as indicated. (E) The chart shows the effect of LY294002 (LY; 10 �M) on the Transwell
migration of PGC-1��/� and PGC-1��/� MLEC. #, P � 0.05 versus paired control.
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Since Akt mediates many of the biological actions of PI3K,
including cell migration, we next evaluated the role of Akt in
NO-induced downregulation of PGC-1�. In response to treat-
ment with DETA-NO, phosphorylation of Akt in BAEC in-
creased in a time-dependent manner for up to 12 h (Fig. 2C),
coinciding with maximal inhibition of PGC-1� expression (Fig.
2D) (1). This result suggests that Akt activity is increased in
response to DETA-NO treatment.

Akt has been proposed to downregulate PGC-1� expression
(3). Treatment of BAEC with the Akt inhibitor Akt IV signif-
icantly increased PGC-1� expression (Fig. 2E). PGC-1� was
similarly upregulated by expression of a dominant negative
form of Akt (DN-Akt) (Fig. 2E), confirming that Akt is a
negative regulator of endothelial PGC-1�. To evaluate
whether Akt activation mediates the effect of NO on PGC-1�,
we pretreated BAEC for 1 h with Akt IV before treatment with
DETA-NO. We observed that Akt IV reduced DETA-NO
downregulation of PGC-1� (Fig. 2F), supporting the hypoth-
esis that Akt activation is required for NO downregulation of
PGC-1�.

DETA-NO inactivates Foxo3a. Foxo3a is a direct target of
Akt and has been shown to play a role in angiogenesis and
ROS homeostasis; however, there has been no reported link
between FoxO factors and NO function. To test whether FoxO
activity was inhibited in response to DETA-NO, we transfected
BAEC with a luciferase reporter driven by a promoter harbor-
ing three copies of a canonical FoxO binding site (PrFx3X).
Treatment with DETA-NO (12 h) reduced luciferase activity
by 50% relative to control cells (Fig. 3A), suggesting that NO
is a negative regulator of FoxO transcriptional activity. We
next investigated the effect of DETA-NO on Akt-mediated
phosphorylation of Foxo3a, using an antibody that recognizes
Foxo3a phosphorylated at specific Akt target residues. As pre-
dicted, treatment of BAEC with DETA-NO increased Foxo3a
phosphorylation (Fig. 3B), suggesting that DETA-NO induces
Akt-mediated phosphorylation of Foxo3a. Moreover, this ef-
fect was concomitant with the decrease in PGC-1� expression.
Phosphorylation of Foxo3a normally results in its nuclear ex-
clusion and, hence, inactivation. However, alternative activa-
tion pathways can override Akt-mediated inactivation (7). We
therefore examined the subcellular distribution of Foxo3a by
immunofluorescence. Both DETA-NO and cGMP significantly
increased the cytosolic/nuclear ratio of Foxo3a (Fig. 3C and
D), supporting the hypothesis that DETA-NO treatment inac-
tivates Foxo3a.

Foxo3a inhibits endothelial migration. Next, we directly
tested Foxo3a activity on endothelial migration in a scratch
assay. We found that moderate overexpression of Foxo3a,
driven by a recombinant adenovirus in BAEC cells, resulted in
a 20% reduction of the migrated area per hour over a 20-h
period (Fig. 3E).

Foxo3a directly regulates PGC-1� expression in BAEC. We
recently showed that Foxo3a is a direct transcriptional regula-
tor of PGC-1� expression in human umbilical vein endothelial
cells (HUVEC) (23) and, therefore, would be expected to also
be involved in PGC-1� transcriptional regulation in BAEC.
Transfection of BAEC with a constitutively active form of
Foxo3a (TM-Foxo3a), which is not susceptible to inactivation
by Akt phosphorylation (TM-Foxo3a), increased PGC-1� lev-
els (Fig. 4A), indicating that Foxo3a is a positive regulator of
PGC-1�. In ChIP experiments, Foxo3a coprecipitated with the
PGC-1� promoter (Fig. 4B), thus indicating that the PGC-1�
promoter is a direct target of Foxo3a. siRNA silencing of
Foxo3a downregulated PGC-1� expression, correlating closely
with the downregulation of Foxo3a itself (Fig. 4C) and con-
firming that Foxo3a plays a role in the modulation of PGC-1�
levels.

Foxo3a regulates the PGC-1� promoter fragment via a func-
tional IRS. To further characterize the regulation of PGC-1�
by Foxo3a, we tested the activity of TM-Foxo3a on a 1.3-kb
fragment of the mouse PGC-1� promoter. Foxo3a increased
PGC-1� promoter activity. Examination of the promoter-frag-
ment sequence identified a putative IRS (insulin-responsive
site/FoxO binding site). Introduction of a point mutation abol-
ished upregulation by TM-Foxo3a, suggesting that this is a
functional IRS (Fig. 4D).

NO-induced downregulation of PGC-1� expression is medi-
ated by inactivation of Foxo3a. Taking into account the obser-
vations that Foxo3a is inactivated by DETA-NO treatment and
that FoxO3a regulates PGC-1� expression, we next examined
whether Foxo3a inactivation is required for NO-dependent
downregulation of PGC-1�. In cells expressing TM-Foxo3a,
DETA-NO-induced downregulation of PGC-1� was abolished
(Fig. 5A), suggesting that Foxo3a inactivation is required for
NO-induced inhibition of PGC-1� expression. DETA-NO
treatment significantly reduced Foxo3a localization at the
PGC-1� promoter (Fig. 5B).

To further investigate the role of Foxo3a in NO-induced
PGC-1� downregulation, we looked for NO-responsive ele-
ments in the PGC-1� promoter. We first tested if DETA-NO/

FIG. 2. (A and B) NO downregulates PGC-1� and the mitochondrial ROS detoxification system via PKG and PI3K. BAEC were stimulated
for 12 h with DETA-NO (62 �M) or 8-Br-cGMP (100 �M) with or without pretreatment with 10 �M LY294002 (LY), as indicated. V, vehicle.
(A) mRNA expression levels (quantitative PCR [qPCR]) of PGC-1� and its target genes cytochrome c (CytC) and Mn superoxide dismutase
(MnSOD). (B) Western blotting (WB) and band intensity quantification of protein levels of PGC-1�, CytC, MnSOD, peroxiredoxins 3 and 5 (Prx3
and Prx5), thioredoxin 2 (Trx2), thioredoxin reductase 2 (TrxR2), and catalase (Cat). (C to F) Akt is required for NO-induced downregulation of
PGC-1�. (C) BAEC were incubated with DETA-NO (62 �M) for 3 to 24 h. Protein levels of phosphorylated Akt (p-Akt) were determined by WB.
Zero hours corresponds to untreated cells. (D) WB of Akt, phosphorylated Akt (p-Akt), and PGC-1� in BAEC treated with 62 �M DETA-NO
or DETA (V) for 12 h. (E) PGC-1� mRNA expression (quantitative reverse transcription-PCR [qRT-PCR]) and protein levels of PGC-1� (WB)
are shown. (Left panels) BAEC were treated with Akt IV (0.5 �M) or vehicle (V) for 12 h. (Right panels) BAEC were infected with dominant
negative Akt (DN-Akt) adenovirus or a control (LacZ) at an MOI of 25. (F) BAEC were treated with vehicle (V), DETA-NO (62 �M), Akt IV
(0.5 �M), and Akt IV plus DETA-NO for 12 h. PGC-1� mRNA expression (qRT-PCR) and protein levels of PGC-1� (WB) are shown. Control
samples were assigned the value of 1. #, P � 0.05 versus paired control.
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8-Br-cGMP could modulate the transcriptional activity of the
1.3-kb PGC-1� promoter construct in BAEC (Fig. 5C). Both
DETA-NO and 8-Br-cGMP inhibited promoter activity, and
this inhibition was prevented by pretreatment with LY294002

(Fig. 5C), suggesting that there is at least one NO-responsive
element in this promoter fragment. TM-Foxo3a impaired NO
inhibition of PGC-1� promoter activity (Fig. 5D), indicating
that Foxo3a inactivation is important for the NO effect. Fur-

FIG. 3. NO inactivates Foxo3a. (A) BAEC were transfected with 200 ng (PrFx3X) and, 24 h later, treated with DETA (V) or DETA-NO (62 �M)
for 12 h. Control samples were assigned the value 100%. (B) BAEC were incubated with DETA (V) or DETA-NO (62 �M) for 12 h. WB of Foxo3a,
phosphorylated Foxo3a (p-Foxo3a) and PGC-1�. c, control. (C and D) Immunofluorescence analysis of the cellular localization of Foxo3a. Serum-starved
BAEC were incubated with DETA, DETA-NO (62 �M), or cGMP (100 �M) for 12 h. Cells in 10% FBS were used as a positive control. Nuclei were
labeled with TO-PRO-3. (D, left) Distribution of TO-PRO-3 and Foxo3a signal intensity along cross sections of representative cells. (Right) Foxo3a
cytosol/nuclear ratio. Averaged staining intensities were calculated from cross-sectional traces. (E) Scratch wound healing assays with cells infected with
Foxo3a or control adenovirus (MOI, 10) 24 h before the beginning of the assay. Cell migration was monitored every 2 h for 20 h. #, P � 0.05 versus paired
control.
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thermore, the PGC-1� promoter bearing the point mutation in
the IRS was unresponsive to DETA-NO (Fig. 5E), supporting
the view that inhibition of Foxo3a is an important step in NO
downregulation of PGC-1�.

These results implied that Foxo3a might be involved in NO/
cGMP-dependent induction of endothelial migration. To test
this, we analyzed the effect of Foxo3a knockdown on cGMP-
induced endothelial migration in scratch assays. Adenovirus-
mediated expression of Foxo3a short hairpin RNA (shRNA)
increased the speed of endothelial cell migration, and treat-
ment with cGMP was unable to further increase endothelial
migration in this context, suggesting that Foxo3a inactivation is
a crucial step in NO/cGMP-induced endothelial migration
(Fig. 5F).

A cGMP-mediated increase in mitochondrial ROS is re-
duced by Foxo3a. Foxo3a has been previously shown to posi-
tively regulate the cellular ROS detoxification capacity. There-
fore, we decided to test if a cGMP-dependent increase in
mitochondrial O2

� required Foxo3a. We found that, while
knockdown of Foxo3a increased mitochondrial O2

� and ex-
pression of TM-Foxo3a reduced it, both knockdown and ex-
pression of the constitutively active form of Foxo3a signifi-
cantly reduced the capacity of cGMP to regulate mitochondrial

O2
�, suggesting that Foxo3a is an important mediator of the

effect of cGMP on mitochondrial O2
� levels (Fig. 5G and H).

DISCUSSION

The mechanism through which NO/cGMP induces endothe-
lial cell migration has so far remained unknown beyond the
observation that it required PI3K/AKT activation and high
levels of ROS. Our results show that NO/cGMP-mediated
downregulation of PGC-1� is a necessary step for NO/cGMP-
dependent induction of endothelial migration. We show that
cGMP treatment of endothelial cells results in increased mi-
tochondrial ROS levels and that this cGMP-dependent in-
crease in ROS does not occur in the absence PGC-1�. Fur-
thermore, we show that the cGMP-dependent increase in ROS
is necessary for endothelial migration and that the cGMP ef-
fect is reduced when PGC-1� levels are kept artificially high.
The idea that PGC-1� negatively regulates endothelial migra-
tion is further supported by the observation that endothelial
cells obtained from PGC-1��/� mice migrate faster than those
obtained from PGC-1�/� mice. Our results also show that
NO/cGMP downregulation of PGC-1� is mediated by sGC/
PKG-dependent activation of the PI3K/Akt pathway. The rel-

FIG. 4. Foxo3a regulates PGC-1� expression. (A) BAEC were infected with TM-Foxo3a adenovirus (MOI, 10). (Left) PGC-1� mRNA
(qPCR); (right) WB of PGC-1� and Foxo3a. GFP, green fluorescent protein. (B) Foxo3a binding to the PGC-1� promoter was determined by
ChIP in BAEC. The 18S RNA gene was used as negative control (qPCR; not shown). (C) BAEC were transfected with the indicated amounts of
Foxo3a siRNA (siFoxo3a) or control siRNA (siC; GAPDH [glyceraldehyde-3-phosphate dehydrogenase]). (Top) PGC-1� mRNA; (bottom) WB
of PGC-1� and Foxo3a. (D) BAEC were cotransfected with 500 ng of the PGC-1� promoter (1.3 kb) or the IRS mutant vector (IRSmut) and the
indicated amounts of the TM-Foxo3a vector or the corresponding control. Control samples were assigned the value of 100%. #, P � 0.05 versus
paired control.
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evance of PI3K-dependent downregulation of PGC-1� on en-
dothelial migration is supported by the finding that PI3K
inhibition does not modulate endothelial migration in the ab-
sence of PGC-1�. Finally, we show that cGMP induction of
migration also relies on AKT inactivation of Foxo3a and that
cGMP does not further increase migration in cells where
Foxo3a is knocked down. Importantly, cGMP downregulation
of PGC-1� expression also depends on Foxo3a inactivation,
indicating that Foxo3a activity is largely dependent on its role
as a regulator of PGC-1� expression (Fig. 6).

These results have important physiological implications, par-
ticularly in angiogenesis, where NO-mediated increases in
ROS levels are necessary for endothelial migration and prolif-
eration during both physiological angiogenesis (wound heal-
ing) (6) and pathological angiogenesis (tumor growth) in re-
sponse to ischemia (33). There is mounting evidence
supporting a role for nitric oxide as a regulator of cellular

detoxification capacity and a mediator of angiogenesis (1, 13).
The results presented here help to define the molecular mech-
anism linking the ability of NO to modulate ROS levels with its
ability to induce angiogenesis and are likely to be crucial to
understanding how activation of PI3K/Akt and inactivation of
FoxO regulate angiogenesis (26).

It has been previously suggested that NO promotes endo-
thelial migration by inducing the enzymatic production of ROS
by NADPH oxidase. Our present results suggest that NO ac-
tivity depends not only on induction of cytosolic ROS-produc-
ing systems but also on reduction in the mitochondrial catab-
olism of ROS. These findings thus describe a new pathway
through which NO regulates ROS levels to induce endothelial
cell migration. NO downregulates endothelial PGC-1� expres-
sion through the activation of PI3K/Akt and subsequent inac-
tivation of Foxo3a, which directly modulates PGC-1� pro-
moter activity.

FIG. 5. NO-induced downregulation of PGC-1� is mediated by Foxo3a. (A) BAEC were infected with TM-Foxo3a (MOI, 10) or control
adenovirus and, 24 h later, were incubated with DETA or DETA-NO (62 �M, 12 h) as indicated. (Top) PGC-1� mRNA expression. Control
samples (DETA) were assigned the value of 100%. (Bottom) PGC-1� WB. (B) BAEC were incubated with DETA or DETA-NO (62 �M, 12 h),
and Foxo3a binding to three positions within the PGC-1� promoter was analyzed by ChIP. IP DNA was analyzed by qPCR. The 18S RNA gene
was used as a negative control. (C) BAEC were transfected with 500 ng of the PGC-1� promoter vector and, 24 h later, incubated as indicated
with DETA-NO (62 �M), 8-Br-cGMP (100 �M), and LY294002 (10 �M) for 12 h. (D) BAEC were cotransfected with the PGC-1� promoter
vector (500 ng) and TM-Foxo3a (1 ng) and treated as indicated with DETA-NO. (E) BAEC were transfected with the PGC-1� promoter or with
the IRS mutant vector (500 ng). Control samples (DETA) were assigned the value of 100%. (F) Scratch assay using serum-starved confluent
BAEC. Cells were infected with Foxo3a shRNA (shFoxo3a) or control adenovirus (MOI, 25) at 24 h before the beginning of the assay and then
treated with 100 �M 8-Br-cGMP as indicated. Cells were allowed to migrate for 18 h. Control samples (control shRNA [shC] plus vehicle) were
assigned the value of 100%. (G, H) MitoSOX Red labeling of fixed BAEC infected with shFoxo3a (G), TM-Foxo3a (H), or the corresponding
control adenovirus and treated with 100 �M 8-Br-cGMP for 6 h. #, P � 0.05 versus paired control.

FIG. 6. NO-dependent downregulation of PGC-1� expression requires inactivation of Foxo3a by Akt. Foxo3a is a direct and positive regulator
of PGC-1� expression, and its inactivation leads to the transcriptional downregulation of PGC-1�. Foxo3a inactivation and PGC-1� downregu-
lation result in reduced ROS detoxification capacity, increased levels of ROS, and induction of endothelial migration.
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The transcription factor Foxo3a cooperates with PGC-1� to
regulate cellular ROS levels through the transcriptional up-
regulation of detoxification enzymes and is itself a direct reg-
ulator of PGC-1� expression (23). Foxo3a has also been shown
to regulate endothelial angiogenesis in vivo (24) and to inhibit
endothelial migration in vitro (26). However, Foxo3a activity in
angiogenesis had not previously been associated with NO-me-
diated regulation of cell migration or changes in ROS levels.
The data presented here support the notion that Foxo3a is
inactivated by NO during angiogenesis and that this inactiva-
tion allows the necessary increase in ROS.

Our results provide a novel link between the regulation of
central metabolic factors, ROS, and vascular function that is
likely to be relevant to the elucidation of mechanisms linking
metabolic dysfunctions and aberrant angiogenic processes,
such as diabetic retinopathy, and may open new possibilities
for therapeutic intervention.
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