7416 Biochemistry: Correction Proc. Natl. Acad. Sci. USA 86 (1989)

Correction. In the article ‘‘Characterization of human cardiac Natl. Acad. Sci. USA (86, 3504-3508), Fig. 3 was inaccu-
myosin heavy chain genes’’ by Keiko Yamauchi-Takihara, rately reproduced due to an error late in the editorial process.

Michael J. Sole, Jack Liew, Doug Ing, and Choong-Chin
Liew, which appeared in number 10, May 1989, of Proc.
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AAGCTTGCATGTTTTGTTGCTAGAAGAGCATGGCATCGGTGGTGTTCTGTGCTCGCAGGCTGG
GCCCAGCTCCCTTTCCTCCCCTCCTTTGTGGCTGTTCCTCAGGCCTGCAGAGGGGAAGATTTT
TCCTGTCCTGTTACTCTGCCTCACTTGCCAGAACACTAGTCGCCTCCAGCTCTGGATAAAGCT
GAGGCTGGGTGGGCCAGACAACAGCTGTCTTAGGGGTCTCCTTCCAGCTCCAAGTAGTTGTAT
TATCTATAGCTCTGAGAGGGTCTGTCTCTGGGCTCAGGCCTTTAGTACCTGTGGGGCAGAGCA
GGAACGTGAGTCAGGCAAACCGCTCCAAACTAGGACCAATGCAGCTGGGTCCTGCTCTCTGCG
CATAGGGGGACCCCACATCTTTGGAATCCCAGCCCACCTTTCCAGGCTACCCTCCACAGGCCG
GGCTCCACTCCCATCTGCTGAGGTTTCCCACCTTGAATCCTGCTGCCCCGATTAGCTGTATAA
CCTTAAAGAATGCACTGTCCCTCTCCATTAAATGAAGTGCTTGGATGGATTGCTAAAGGCCTG
TCTGGCTCGGAGGCTTGGTGCCTCAACACATTGCCTGCTGGTCCAAGGAAATCAGTGCCTGAG
CCAGAGTCCCCATCTCTAAGCTCCATGGTTATTGTTCTTGCCACCTGGCTAGGAAATGTCCTT
CCAGCTGCCCCAGTCTAGCTGCCTCACCCTGGGGCCATGCCCCCAACTCTGTCCTACCCTTCT
CTGCTGCTGACACTCAGCCCCTTCCCAGCTTCCAGTTGGATACAGGACCTGGGCCAGGAGAGC
AGGGAGGACACTGTGGAAATGCGGCCAGGCCATC 'CTC
GAGCAGTGTCCAGGGCCAGAAGTGCTGC TTGGCTGCCTGTGGTCTTGG
TGGTCGTGGTCAGTTCCCTCTCCTGCCAGCTGTGGAATGTGAGGCCTGGCCTGGGAGATATTT
’I'TGC‘I‘GCACT’I‘TGAGCCACCCCGCCCCC’I‘GGAAC‘I‘CWCCCTGCACMTCCATGCCATMCA
ATGACGACCACTTCCAATTGTTTCCTAGCT TGTT
GGGGGGAGCCTCGGGGGGATGC"CTAGTGACMCAGCCCT"CTWTCCGGCTWCTG
GGTGCCGTTGGGGGTGGGGGTGCCCTGCTGCCCCATATATACAGCCCCTGAGACCAGGTCTGG
CTCCACAGCTCTGTCCTGCTCTGTGTCTTTCCCTGCTGCTCTCAGGTAGGAGCGGGAGCTGGA
GGCTTTACTCTGGGATAAGGGGGCTCCAGGCTTAGGAAGGGATTCCTCTTGGAATAGCAAGCT
TCATGCAGGACTTCATGC. T 'CCAGTCAC ACAT 'CTAAAC
ATGGGCGTATGTGCCACAGGAGTTCCTAGGGGAAGATATCTGCATCTGAGCATATGGGACCAA
TATGCATTACAGGGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGGACAAGCCTGCATAGTCTG
MTGTGAGAMGGGTA‘I‘G‘I‘ACC‘I'CACTGACTGATACAGAMTA‘I'CMG TGTGGGTG
TATGATCACGTCTGTGAAC TTCCTTT
A'l"l'C'I‘AGGAAGTGTGTATGCC‘I'TCATG‘I‘GA"C’I'GTGAGGCC‘I‘GGMTGTGTMTACCCC‘I‘G
TCCATGCATGCAGAGGTTCTTGTCTATGCTTCCACGAGTCATGACTGTTATAGTATCTGGACC
CTC AGGAACTC AC 'GTAGGATGTTCCAGGTCTTTGTGTACTGAAGA
ACACGCAGATGTGATCTACTTACGTGGCACACATCCTGAAATGTGCACATTTGCTGTTGAGGC
ATATATGGCACCCTGGGGTTGGGGTGCGGATTGAGGTATGGGAAGGAAGCCTGTCTTCATGTG
AGAGGCATGCCCAAGCAGCAGGCATGAGTGTTCATAACGAGGGCTTGTGGAGGGTGTTTGGCT
ATGTGATGGGTGTGTCTGT TGTCTTCTCTC ATGTCCACAAAG
AGTACAACAAAAT AAAGA CTCTT 'CATCAGACTTGCATTCA
AGCCTTGGCTCTCCCACTTGTTGTCATGGGCTCTTGGCCAAGCAACCCATTTAACCTCGATTT
CCTCATCTGTCAAATGGGGTGAAGACTGAGTAGGAGAAAGTGCATTGAAGTGCTTTTAGACTG
GAAAGTGCCGAACAAATGTGACCATTAGTTGTCTCTCAGATGGCTCAAAGAAAGGTACCACTA
GATGGGTACAGGC CATCTC TTAGGGCTCAGGTTGAG
TTGACACCAGGAAGCTGTTAGAACTAGTTCT AAAAGGGAATAGGGTTTGAAAAACAA
GAAGGATGGGACCAGAGAAGCTGACCACCCTTTCCACCTTGTTTTGGAAGAGGGGTAGCTGAA
‘GAACAGAGCCAGGGAGAAGCAGGAAGGTGGGACTGGTCAGGTTGGGCACAGCCTGCCCTGACA
CAGCCTCTTCCCTCTCTCCAGGTCCCCTGCAGGCCTTGGCCTTTCCTCATCTGTAGACACACT
TGAGTAGCCCAGGTAAGAAAAGCTGAAGCTAGAGTGTTGAAAATCTAGTAAGACTGGGCATTA
GAGCTCCCCAAAGCCAGCCTATGGAACTCTAGTTTCTGCCATGTGCTGGAGAGAATAT C‘I“I'GG
CTATCAAGAGCTACTTACCTGT 'C.
AGTTAGATTTCTTCCTCCTAC TCAGAATGCTCTTCCTTCCCCT 'CCAG
CTTGAACAATAGTTTGTTGTTCCTTTTACCCTGGCAGGTTTGCTAGGCTGCTCCTCTGGTTAA

GGGGAACCTCAAAGAGGMGGGAC’I‘CACTGGTMC‘I‘CCTC‘I‘TGACTCTTGAGCA‘I‘GG‘I‘GC’I‘NG
GTTTTGGGGCTCCCACTGA. AGGGAAGAATGGGCAGATGGGAG
(8-gene)

GGCAGCCAGCTTCTGCTCACTCCAGGCACAGCC A'I‘G GGA GAT TCG GAG A'I'G GCA
s
G‘I‘C 1‘1‘1‘ GGG GCT GCC GCC CCC TAC C‘I‘G CGC MG 'I'CA GAG MG GAG CGG

E
C'I'A GAA GCG CAG ACC AGG CC’I‘ 1‘1'1‘ GAC C‘I‘C MG MG GA'I‘ G‘I‘C TTC G‘I‘G
T R P F ] L K K D v F v
CCT GAT GAC AAA CAG GAG ‘l“l"l' G‘I'C MG GCC MG ATC G‘I‘G 'I‘C’l‘ CGA GAG
K

cc'r GGC AAA GTC ACT ccc GAG ACC cm 'u'r GGC MG gtgqgtgecaggctg
G G K v T A E T E Y G
atgtgagagtccaccctQCCGcctgtacacctggztgaclgagaggqg...‘...‘......‘

AAG GAG
vV K E
GAC CAG GTG ATG CAG CAG MC CCA CCC m ‘I"I‘C GAC w ATT CAG GAC

ccaggctgacaggagggcttgggtgggggctcttgcag ACA GTG ACC

vV M Q Q@ 1 @ D
A‘I'G GCC ATG CTG ACC ’l“l'c C‘I'G CA‘I' GAG CCC GCG G‘I‘G C‘I'C TAC AAC CTC
M A M L L H E P L Y N L
AAG GAG CGC TAC GGC TCC TGG ATG ATC TAC qtgaqtcctgcccctgqcccttc
K E R Y G w M 1 Y
gttcccttctctgtactttectec.....0.05 kb.....ttcctttctcttctttetctee

tgggatctttctctaactcccaaaat ttcgcaactggcaagtcactge
tccttttctatccccag ACC TAC TCG GGC CTC TTC TGT GTC ACC GTC AAC
Y s G L F c v T v N

CCT TAC AAG TGG C‘I‘G CCG GTG TAC ACT CCT GAG GTG GTG GCT GCC TAC
Y K w L 4 v Y T P E v v A A Y

CGG GGC AAG AAG AGG AGC GAG GCC CCG CCC CAC ATC TTC TCC ATC TCC
K K R S E A P P H 1 F s I S

R G

GAC AAC GCC TAT CAG TAC ATG CTG ACA G gtgagaggccctggaaggtcttcct

D N Q Y M L T

9 tgggatagg 9 gaaggaagggag gagagcat

cctgtgcagctcctaaccttt tet g AC AGA GAA AAC CAG

D R E N Q

TCC ATC CTG ATC AC gtgagttagctgctactgt tet ceeee

s I L I T

eesescnssscsescscvsesssecesel5.0 Kbevovosoosaoooseenoncncnanns

ttgctttatggagaaagctgaacccacctcctggtgeccaccecteccccag GCG AAG AAC
N

GCC CTG GCC CAC GCA CTG CAG TCG GCC CGG CAT GAC ‘I‘GC GAC C‘I‘G C‘I‘G

A R
CGG GAG CAG ‘I'AC GAG GAG GAG ACG GAG GCC AAG GCC GAG C’I'G CAG CGC
E

Q E
G’I‘C C‘l"l' TCC AAG GCC AAC ’I'CG GAG GTG GCC CAG TGG AGG ACC MG 'I‘A'l'
L S K A N s Q T
GAG ACG GAC GCC A'I"l' CAG CGG ACT GAG GAG CTC GAG GAG GecC M gtga
E T D Q T E E L E E
gttctgagcaqcctgacttctggctgagqcccctttgcaggcagqactcagcccagccccagc
ctcagcagatcccacacaggcgatgcttagctagtgtttgacaacacaggaggactctgecce
ggccccacctecttetectctcagggaagetttttgectcgaattatgtttctgatecgaatat
aagacgtacaaaaggtttgtctgagggcagagtgcttccgtctggggcagggeactgtggeag
ggaaaggcagtggggagggctgcagaagcccatacctcctcaatgtccatagecgcagaggetg
ggccagggtcagagggtgectgggtctccacgecctgetgggatcectetgertgatgttceteg
gcccctgggacctgtectcaggettctccagetacacttctgaggt ttcaaggattgtetttg

The correct sequence is reported below.

agaaggttcatgttgtttacctcttt t tccatcct. tctgce
accctccectgggecag G AAG AAG CTG ccc CAG CGG CTG CAG GAA GCT GAG
L Q E

E A
GAG GCC GTG GAG GCT G‘l“l' AAT GCC MG TGC ‘I'CC ‘I'CG CTG GAG AAG ACC
A v E A v N A K c S S L E K
A:G CAC C:G C:A CAG M‘l‘ GAG A'I'C GAG GAC TTG A’I‘G GTG GAC G'I'A GAG
E L E
CGC ‘I‘CC MT GCT GCT GC‘I' GCA GCC C‘I‘G GAC AAG AAG CAG AGG AAC TTC
R A A A A A L Q

F
GAC AAG gtgggccc gggt
D

999t99g 9 ' 99 99999 ’qagssqt

'""' 9ag gecatcetecttogaggtggggg ctgagcccaggeaggtee

t ga. tgtccceggge

ag ATC CTG GCC cAc TGG AAG CAG AAG TAT GAG GAG TCG CAG TCG GAG
I L A E W K @ Y E E S

c‘rc G:c TCC 'rcc CAG m GAG GC'I‘ ccc 'rcc c'rc AGC ACA GAG C'I'C 'r'rc

s Q E
AM CTC AAG MC GCcC ‘I'A‘l' GAG GAG TCC C'I'G GAA CAT C'I‘G GAG ACC ‘I"I'C
K L K N A Y E E S L E H L E T F
A:G C:G G:G A:C A:A A:C CTG CAG G gtgtgctgggggcccaagaggctggggag
Q

qqgctgcactgcaqtqttcccatatggtgccacccaagggctccaagaggcqtctgggcaaag
aggcgtgtcectccaactccactggacctcagcagecctcaaaccgagttaccgtgttececa
cacag AG GAG ATC TCC GAC TTG ACT GAG CAG ‘l"l‘G GG‘I' TCC AGC GGA AA
E E s D L T E Q s s G K

G ACC ATC CAT GAG CTG GAG AAG GTC CGA AAG CAG C'I'G GAG GCC GAG

T 1 H E L E K v R K Q L E A E
AAG ATG GAG CTG CAG TCA GCC CTG GAG GAG GCC GAG gtgtgtggctggcag

K M E L Q 8 A L E E

chcgggqtqcagggag..‘..........0 4 kb...................ccctgact
gtctgectg GCC ‘I‘CC CTG GAG CAC GAG GAG
L E H

GGC AAG ATC C'I'C CGG GCC CAG CTG GAG 1"I‘C AAC CAG ATC AAG GCA GAG
G 1 F I

A Q L E N Q K A E

A'I'C GAG CGG MG C'I'G GCA GAG AAG GAC GAG GAG ATG GAA CAG GCC AAG
R K K ] E E M E Q A

CGC MC CAC CTG CGG G’I‘G GTG GAC TCG CTG CAG ACC TCC CTG GAC GCA

D A

R H L R v D S L Q T S L
GAG ACA CGC AGC CGC MC GAG GCC CTG AGG GTG AAG AAG AAG ATG GAA
E T R s E A L R v K K K L E

GGA GAC CTC AAT GAG A'I‘G GAG ATC CAG CTC AGC CAC GCC AAC CGC ATG
L I Q L S H A N R M
GCC GCC GAG GCC CAG MG CAA GTC AAG AGC CTC CAG AGC TTG TTG AAG
A A E A Q K Q v K s L Q S L L K
gtactcacccagaggggactggcctccacgtggectggegtaagcagtagtgtcttgatacag
gcaccagattcctcctgeccctaggttactgcagggacctetgacaggtgectttagtgaagg
gaaccgaggctggctccctgetcatgecccactctcctgatecctcag GAC ACC CAG ATT
Q 1
CAG C'I'G GAC GAT GCA G‘I'C CGT GCC AAC GAC GAC CTG AAG GAG AAC ATC
Q N D L K E N 1
GCA A‘I‘C GTG GAG CGG CGC AAC MC CTG C'I'G CAG GCT GAG CTG GAG GAG
A N N L Q A E L E E
'I“I'G CGT GCC G'I‘G GTG GAG CAG ACA GAG CGG TCC CGG AAG CTG GCG GAC
v v E Q T E R S R K L A D
AGG GAG C‘I‘G A'l"l‘ GAG ACT AGT GAG CGG GTG CAG CTG CTG CAT TCC CAG
L E R v Q L L H s Q
gtgagcagctcccctgctcattcc' gggag ggctgggge 9 ggctta
agagctatgcatagatgctcaatgcttaacctacatcta, accctcc 9
AAC ACC AGC CTC ATC AAC CAG AAG AAG AAG ATG GAT GCT GAC CTG TCC
N T L I N Q K K K M D] A D L S
CAG CTC CAG ACT GAA GTG GAG GAG GCA GTG CAG GAG TGC AGG AAT GCT
Q T E v E E A v E c R N A
GAG GAG AAG GCC AAG AAG GCC ATC ACG GAT gtaagtcccccactccaccgace
E E K A K K A I T D

cgatccagaccagtgtctctccgtgggetgggcagcaagtgtgtgaggacttgaccagaccat
gtgccacctctctectgcacacag GCC GCC ATG ATG GCA GAG GAG CTG AAG AA
M M A E E L K K
G GAG CAG GAC ACC AGC GCC CAC CTG GAG CGC ATG AAG AAG AAC ATG
E Q D T S A H L E R M K N M
GAA CAG ACC ATT AAG GAC CTG CAG CAC CGG CTG GAC GAA GCC GAG CAG

Q T 1 K D L @ H R A E Q 1
ATC GCC CTC AAG GGC GGC AAG AAG CAG CTG CAG AAG CTG GAA GCG CGG
E A L K G G K K Q L Q K L E A R
GTG CGG GAG CTG GAG AAT GAG CTG GAG GCC GAG CAG AAG CGC AAC GCA
v R N E L E A E K R N A

GAG TCG GTG AAG GGC ATG AGG AAG AGC GAG CGG CGC ATC AAG GAG CTC

E S v K

ACC TAC CAG gtgcgacgggcggtgactccaggcagagccctggcaccatagccacagtga
T Y Q
caacc.gctgaggagaatgaagagtttgctct;agcctcttccagggcgag.

gaattcaagtgtttagtgaggatcagaaagtagaattgggtcaggatatcagatgaagcaggg
cagggcggaggggatgctaccttctatgactgtgccatcttcacccectgectaccctetgge
ccccag ACG GAG GAG GAC AGG AAA AAC CTG CTG CGG CTG CAG GAC CTG
T E E D R K N L L R L Q ] L
G‘l‘h GAC AAG CTG CAG CTA AAG GTC AAG GCC TAC AAG CGC CAG GCC GAG
D L Q L K v K A Y K R
GAG GCG gtqagt tgctggggactagg: tagqagaqctcgtcccc
E A

caagccaggagtctgagaacccaggccccctctcacctcatgctcccaccteccgeag GAG
E

GAG CAA GCC AAC ACC AAC CTG TCC AAG TTC CGC AAG GTG CAG CAC GAG

E N L S K R K v

C'I'G GAT GAG GCA GAG GAG CGG GCG GAC A'I'C GCC GAG TCC cAG G‘I‘C AAC
D E D A E S

MG CTG CGG GCC AAG AGC CG‘I' GAC A‘I"I‘ GGC ACG AAG gtgqgtccctctttt

K L R A K s G

gggctttgctagt gcagg >t- 9. Ceessresestesrssesenes

teeecessecsscssssssesssnssess0.8 Kbioerissraiiiiiireraiacttt
3'um)
gtttcctttcaaaag GGC ‘I'TG AA'I‘ GAG GAG TAG CTTTGCCACATCTTGATCTGCTC
E END

AGCCCTGGAGGTGCCAGCAAAGCCCCATGCTGGAGCCTGTGTAACAGCTCCT‘I‘GGGAGGAAGC
AGAATAAAGCAATTTTCCTTGAAGCCG agatcc ;qact cttcttcactgccctga
EEEEEEEE) eeeeseseedeB kboooo.s

.................-..........GGA‘I'GTTCGCAACT('TATCAGGAG(‘ATTAGG

Fi1G. 3. (Figure continues on the opposite page.)



Biochemistry: Correction Proc. Natl. Acad. Sci. USA 86 (1989) 7417

GAAGGGGTGGGGACTCCAGACGTGTCCCCAAACCAGGGTGGCCTCAAGACCTTGGGAGAACAC tag AAC ACC AGC CT
TTGTCTTGAAGACTT ACA CAGGCATGGTACTTATGCAGACTTGAGGCCA N T Lc N;c “:c cac “:G ":G ":‘G ‘\:G G:G 0:"' GAT CTG
GGTTGGGGTTTCCTTACAAAAGAAAACTGAGCCATGGAGATGGACAACAGATCCCTTCCCTGG ACC CAG CTC CAG TCG GAA GTG GAG GAG GCA GTG CAG GAG TOC AGA AnC

TOCCAGCCT TG GOACTOTOTGAGGOATOTCACAATGGANGOAGAGGCTOOGGARGACOOONG CC ChG GAG ARG GoC Abe ALG Ooc Atc ARG our haacE S R N
G T
g:;:gzzgg:g:?ug:ggbrcncccacaz:gg:gm:'rcmcccrggmmru “’tc“"’c““c“”""‘"'t"°‘°°
aagecaactctgcagctgcagttctqtggatt' cctt
TGTGCCCTAAGGACTAAAAAAAGGCCGT T 'AGCAGACCTTTCTTG g9 9 ttgocacctototoctgcacaceg ooc
cccnmcmccmcccmcm’rcc'rccrc‘rcmcrccmucccmocncwmoam 7 bt s 9
AGCCAGGA T TCCTCCGGAAGGACTCCAAATTTAGACAGAGG Gee
ﬁzggﬁac:nccoﬂ:A'ru:ccugzggégc::mcmcmummacm‘rc'rccccccc A A:G A:G G:A G:G G‘zm C:G A:G A:G c:n csc °3° Agc Agc G:c °3°
AGAGGAGGTTTGGGGTGGGA' 'GCAGCCCGTCCACAGAGCCCCCACCGTGAGGG
KIS ITINGIET %, (& o o cha o ok o ke oo ok o B o s
CAC TTCCACAGGAAACCCAGAAACCTC CA!
e T s et s N M OO I M N N I I
CCTTCCCTTGATCCTGGCTTTTATC c
TGCCTCT TGO TCTTCATCGACACTTOTCACANTCATGCTTCTTIGTCTCTCTCCCTTGTCCT 2 T oo e CLC Oph X SRS O7° g oAS €Tc 6)G agT axG cTa
'GTTCTCACCTCCCTGCCTCTCTGCTTCTAACCCTGTTTCCACACCCCG
TCCCTCGCACTCATATTGACTCGGTGCCCTTTCTTTTCTGCCTCTGCGTCTTTCCCTTTCTGA G:-:G c:c G:G CSG A:G c:c “ﬁc G:A G:G 'l'gs “5“ A:G ch A:G N:G A:“
CTCCCTGGTCTGTCCTGCCTGTCTGCGCTCTGGGGCTGCCTCCATCCCCGGGTGGCCTGCCTC AGC GAG CGG CGC ATC m GAG CTC ACC TAC CAG gtgcggcggacgcagacac
TGTTGTTCTTCACTCTCCTCATCTGTTCTTCTCTCTGCCCGGCTCTACCTCTGTTGTTCCTTG S E R R I E L T Y ¢
CTCCACCCACGGTCCAGATTCTTCAGGATTCTCCGT TAACC! ACTGCCC cqqgaqtagatqtggaagt............l S KbivverieorsseeseanssscCcca
CCATTTTCTCTGCAGAGACTGGGGCATGCTTCTCCTGGGAGCCGGATTGCTGGACCAGGGGTC 9 ACA GAG GAA GAC AAA AAG AAC CTG CTG CGG CTA CAG GAC CTG GTG G
TGCTGTCCCAAGCACTCAGCGCCAACCCTTAGCATACTCCAGCCAATGCCACCCCAGGGAAAC T E E D K K N L L R L @ D L V
CCCTTACAGAGATTGTCCTTCAGCATCACCTC TGAGTAGG AC AAG CTG CAA CTG AAG GTC AAG GCC TAC AAG CGC CAG GCC GAG GAG
'AACAGCAGGTGCCTCTCCC D X L @ L K V K A Y K R Q A E E
CTGCAGAGGACAAAGCCACTCGCT?:G:::E?GCTCCCTCAGGAGTAACATAGCCCTCCTGTC G:G gtgagttcagagctttcttcectttctcatcaacacacctactatttgtgagaaccaat
TCTGACCCAGGGGAAGCACCAAG ATG ACC ‘GAT GCC CAG ATG GCT GAC TTT GGG gaatatcteé ggcctg ttgctataaactttaact tet
M T D A Q@ M A D F G gttt ggtatg: gtcaggtgttctgaattaaca ac
GCA GCG GCC CAG TAC CTC CGC AAG TCA GAG AAG GAG CGT CTA GAG GCC gctgcttacaattcagataccat tgtagatgctagt
A A Q Y L R K S E K E R L E A gccgaag gtggaattyggcctagaaggggacccate
CAG ACC CGG CCC TTT GAC ATT CGC ACT GAG TGC TTC GTG CCC GAT GAC tag catctgggtggatgtgagttgc t 9 ac
T R P F D I R T E C F V P D D ggtccgggacaggtgcagcaaaacaggattetgaagg t
AAG GAA GAG TTT GTC AAA GCC AAG ATT TTG TCC CGG GAG GGA GGC AAG to gtttgaga
K E E F V K A K I L S8 R E G G K gttgcaggatacccttgggaagge caggaatat tg
GTC ATT GCT GAA ACC GAG AAT GGG AAG gtgagtagggcatggcgccggggcaga 9 tgg t attaaaaq aaatcccataac
v I A E T E N G K 9 'éné'caét':ncccué
agggaaggaggtctggg gatgcagaggt tt ggagctgagaggg E E Q A
ctgg atggggatgccaggacatgctcctttgaggagcccagaatcty TCC AAG TTC CGC m m CAG cn GAG CTG GAT GAG ccA
atccctctcaaattagcctqagc'ﬂﬂ' 999 gttcccecctgee $ K F R Q E L D E A
agagaggatgctgaggaaqaagaacctcagtgttcgcctaaga. ceseessenscanan GCG GAC ATC GCT qag ch CAG Grc AAC AAG CTT CGA GCC
cesesessccescrnans teeseed0.74 ceeesscssssssescetsstssnnans A D A B Q N X L R A
agatctgagagctg tct ttg t GAC ATT GGT Gee AAG 9tgg gggcttcactagt
tgatggtcatgggcacagggtgtcccaggatgtctgggatctqgcaagag agqatccctaq ] 1 G A
gacagtctctaggatgggagatacaatgggaagqgaaattacctgqqqaaactcteccagggg gcatg gat A_’, g ttcagagtggcactgcttgccctatatgt
acat 9 94999 .ll'lﬂ.'Al'.f-Aﬁn" t t 9
tgggaggaggtcagtgggcagtgctggcaaggqtcccggaqgagttgtqgtclctcatcctcc 9 99 ttet gag gtt . < “c
tgcttatgcgccccctccag ACG GTG ACT GTG AAG GAG C CAG GTG TTG CA t 9tggg ggat t gcctctcecec! g 'Annr
T V K E no vV L Q tctgaaag 999 9 tccctett cacac
G CAG AAC ccAa cce AAG 'r'rc GAC AAG ATT CAG GAC ATG GCC ATG CTG (3* om)
P P D K I Q@ D M A M L ctcttattctttttgcag CAA AAA ATG CAC GAT GAG GAG TGA CACTGCCTCGGG
ACC TTC C’I‘G CAC GAG ccc ccc GTG CTT TTC AAC CTC AAG GAG CGC nc Q XK M H D E E END
A V L F N L K E R AACCTCACTCTTGCCAACCTGTAATAAATATGAGTGCC aaactctgccttg
GCG GCC TGG ATG ATA TAT gtgagtaqctcctgcacactgcagaggcttcctgtgctg
A A W M I Y
cgtggaggcctaaataagccaggggggctcet gaagagggggagag 999
ccaagtcccctt agtcagctg gctggagtga
999 tgcctggetg: gcctgtcccaggctctccccaccaacctcutgccca

gccttgtctcectgcetccag ACC TAC TCG GGC CTC TTC TGT GTC ACT GTC AAC
S G L F v T v N
CCC TAC AAG TGG CTG CCG GTG TAC AAT GCC GAG GTG GTG GCC GCC TAC
P Y K w L P v Y N A E v A
CGG GGC AAG AAG AGG AGT GAG GCC CCG CCC CAC ATC TTC TCC ATC TCC
R .
GAC AAC GCC TAT CAG TAC ATG CTG ACA G gtgagcctggtggcccctggtctct
D N A Y Q Y M T
gctcctect tcect ttgcttctcctetttttt
cttccg AT CGG GAG AAC CAG TCC ATC CTC ATC AC gtgagcgagtgcca....
Q 1

............................16 0 kb............................
gaattccggatcccacctccccatctettctcagetcttettectetgggegatagtectggte
gacaccgtgtatcttctcatcctcecctctcaaccctgecctgtgecctgtetgeccgecctca
ccccaccecttcccag GCC TCC CTG GAG CAC GAG GAG GGC AAG ATC CTC CG
A S L E H E E G K 1 L R
G GCC CAG CTA GAG TTC AAC CAG ATC AAG GCA GAG ATC GAG CGG AAG C
A Q L E F N Q 1 K A E I E R K
TG GCA GAG AAG GAC GAG GAG ATG GAA CAG GCC AAG CGC AAC CAC CAG
E K D E E M E Q A K R N H Q
CGG GTG GTG GAC TCG CTG CAG ACC TCC CTG GAT GCA GAG ACA CGC AGC
R D S Q T E T
CGC AAC GAG GTC CTG AGG GTG AAG AAG AAG ATG GAA GGA GAC CTC AAT
\J L R v K K K M E
GAG ATG GAG ATC CAG CTC AGC CAC GCC AAC CGC ATG GCC GCC GAG GCC
E M E Q L A A E A
CAG AAG CAA c'rc AAG AGC c'rc CAG AGC 'I“I‘G m AAG gacatgggggcggga
Q vV K S L @ S L L K
ggtcccctcagggecatggectccatgtggectggagaagcagtggtgtctggatacaggcace
agattcctectgeccctgggttactgcagggacctctgacaggtgecctcagtgaagggeace
taggctggcttctgctcacacccactctcectgatgctcag GAC ACC CAG ATC CAG CT
D Q@ I @ L
G GAC GAT GCG GTC CGT GCC AAC GAC GAC CTG AAG GAG AAC ATC GCC A
R A N D D
TC GTG GAG CGG CGC AAC AAC CTG CTG CAG GCT GAG CTG GAG GlG CTG
v E R R N N L L Q A E L E E L
CGT GCC GTG GTG GAG CAG ACA GAG CGG TCC CGG AAG CTG GCG GAC AGG
v \J E Q T R K L A D R
GAG CTG ATT GAG ACC AGC GAG CCG GTG CAG CTG CTG CAT TCC CAG gtg
E T S E R V 0 L L H 8 @
agggggtcaggagccaccttgtqgaaacctactgagtgcaqagcccaggacatctagaalaqc
cagatgttctaatgtagcacatctagccagggtcacaaatcatttcctctcttaggeccaacte
tcatctgtggtggctgcagtccttttgctatttgaagtcttttttcagagtttagtaatctta
gatacaatgtctagaatgtatgcactttcatagg gttacc
aataqtctaaaagtgqgcttgttgtttaaaaaaaaaaatgaccacctttaattctctctgqag
aaaggytatgaaatcaggtaacaaagtgtagtatatatttgatcatttttctctetecatgte

FiG. 3. Partial nucleotide sequence of the human cardiac a- and B-MYHC genes. The nontranscribed strand is displayed in 5' to 3’
orientation. The exon and flanking sequences are given in uppercase letters. Amino acids encoded within the exons are labeled in the one-letter
code beneath the second nucleotide of each codon. CAAT and TATA boxes and AATAAA polyadenylylation signal are underlined. The putative
cap site of the mRNA is 29 to 31 nucleotides downstream of the TATA box.



