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Correction. In the article "Characterization ofhuman cardiac Natl. Acad. Sci. USA (86, 3504-3508), Fig. 3 was inaccu-
myosin heavy chain genes" by Keiko Yamauchi-Takihara, rately reproduced due to an error late in the editorial process.
Michael J. Sole, Jack Liew, Doug Ing, and Choong-Chin The correct sequence is reported below.
Liew, which appeared in number 10, May 1989, of Proc.

AAGCTTGCATGTTTTGTTGCTAGAAGAGCATGGCATCGGTGGTGTTCTGTGCTCGCAGGCTGG
GCCCAGCTCCCTTTCCTCCCCTCCTTTGTGGCTGTTCCTCAGGCCTGCAGAGGGGAAGATTTT
TCCTGTCCTGTTACTCTGCCTCACTTGCCAGAACACTAGTCGCCTCCAGCTCTGGATAAAGCT
GAGGCTGGGTGGGCCAGACAACAGCTGTCTTAGGGGTCTCCTTCCAGCTCCAAGTAGTTGTAT
TATCTATAGCTCTGAGAGGGcTCGTCFCTGGGCTCAGGCCTFTAGTACCTGTGGGGCAGAGCA
GGAACGTGAGTCAGGCAAACCGCTCCAAACTAGGACCAATGCAGCTGGGTCCTGCTCTCTGCG
CATAGGGGGACCCCACATCTTTGGAATCCCAGCCCACCTTTCCAGGCTACCCTCCACAGGCCG
GGCTCCACTCCCATCTGCTGAGGTTTCCCACCTTGAATCCTGCTGCCCCGATTAGCTGTATAA
CCTTAAAGAATGCACTGTCCCTCTCCATTAAATGAAGTGCTTGGATGGATTGCTAAAGGCCTG
TCTGGCTCGGAGGCTTGGTGCCTCAACACATTGCCTGCTGGTCCAAGGAAATCAGTGCCTGAG
CCAGAGTCCCCATCTCTAAGCTCCATGGTTATTGTTCTTGCCACCTGGCTAGGAAATGTCCTT
CCAGCTGCCCCAGTCTAGCTGCCTCACCCTGGGGCCATGCCCCCAACTCTGTCCTACCCTTCT
CTGCTGCTGACACTCAGCCCCTTCCCAGCTTCCAGTTGGATACAGGACCTGGGCCAGGAGAGC
AGGGAGGACACTGTGGAAATGCGGCCAGGCCATCAGGGCCCTCGCAGCAGGGGACTGGAGGGG
GAGCAGTGTCCAGGGCCAGAAGTGCTGCGGGAGAGCCAGGACATTGGCTGCCTGTGGTCTTGG
TGGTCGTGGTCAGTTCCCTCTCCTGCCAGCTGTGGAATGTGAGGCCTGGCCTGGGAGATATTT
TTGCTGCACTTTGAGCCACCCCGCCCCCTGGAACTCAGACCCTGCACAGTCCATGCCATAACA
ATGACGACCACTTCCAATTGTTTCCTAGCTCGAGAGGCGGGGAGGGGAGCACTGTTTGGGAAG
GGGGGGAGCCTCGGGGGGATGCTTCTAGTGACAACAGCCCTTTCTAAATCCGGCTAGGGACTG
GGTGCCGTTGGGGGTGGGGGTGCCCTGCTGCCCCATATATACAGCCCCTGAGACCAGGTCTGG
CTCCACAGCTCTGTCCTGCTCTGTGTCTTTCCCTGCTGCTCTCAGGTAGGAGCGGGAGCTGGA
GGCTTTACTCTGGGATAAGGGGGCTCCAGGCTTAGGAAGGGATTCCTCTTGGAATAGCAAGCT
TCATGCAGGACTTCATGCAGAGTACCAGGTCCAGTCACTGGGCACACATGTGCAGGTCTAAAC
ATGGGCGTATGTGCCACAGGAGTTCCTACCGGGAAGATATCTGCATCTGAGCATATGGGACCAA
TATGCATTACAGGGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGGACAAGCCTGCATAGTCTG
AATGTGAGAAAGGGTATGTACCTCACTGACTGATACAGAAATATCAAGTGGGAGATGTGGGTG
TATGATCACGTCTGTGAACGAGGAGGTTCCTTTGCAGGGAGGGAGAAAGAATGGTGGAGAAGG
ATTCTAGGAAGTGTGTATGCCTTCATGTGATTCTGTGAGGCCTGGAATGTGTAGCTACCCCTG
TCCATGCATGCAGAGGTTCTTGTCTATGCrTCCACGAGTCATGACTGTTATAGTATCTGGACC
CTCTGCAGAAGGAACTCACAGGCACGGGGGTGTAGGATGTTCCAGGTCTTTGTGTACTGAAGA
ACACGCAGATGTGATCTACTTACGTGGCACACATCCTGAAATGTGCACATTTGCTGTTGAGGC
ATATATGGCACCCTGGGGTTGGGGTGCGGATTGAGGTATGGGAAGGAAGCCTGTCTTCATGTG
AGAGGCATGCCCAAGCAGCAGGCATGAGTGTTCATAACGAGGGCTTGTGGAGGCTGTTTGGCT
ATGTGATGGGTGTGTCTGTGAGAGGAAGCCCACAGTGTCTTCTCTCTGAGAATGTCCACAAAG
AGTACAACAAAATGGGGACAGGATGGAAAAGAAGTCTCTTTAGAGTCATCAGACTTGCATTCA
AGCCTTGGCTCTCCCACTTGTTGTCATGGGCTCTTGGCCAAGCAACCCATTTAACCTCGATTT
CCTCATCTGTCAAATGGGGTGAAGACTGAGTAGGAGAAAGTGCATTGAAGTGCTTTTAGACTG
GAAAGTGCCGAACAAATGTGACCATTAGTTGTCTCTCAGATGGCTCAAAGAAAGGTACCACTA
GATGGGTACAGGCAGGGGTGGGACCATCTCGCAGGAGTGAAGAGGATTAGGGCTCAGGTTGAG
TTGACACCAGGAAGCTGTTAGAACTAGTTCTTGAGGAAAAAGGGAATAGGGTTTGAAAAACAA
GAAGGATGGGACCAGAGAAGCTGACCACCCTTTCCACCTTGTTTTGGAAGAGGGGTAGCTGAA
GAACAGAGCCAGGGAGAAGCAGGAAGGTGGGACTGGTCAGGTTGGGCACAGCCTGCCCTGACA

(S-gene)
GGCAGCCAGCTTCTGCTCACTCCAGGCACAGCC ATG GGA GAT TCG GAG ATG GCA

M G D S E M A
GTC TTT GGG GCT GCC GCC CCC TAC CTG CGC AAG TCA GAG AAG GAG CGG
V F G A A A P Y L R K S E K E R
CTA GAA GCG CAG ACC AGG CCT TTT GAC CTC AAG AAG GAT GTC TTC GTG
L E A Q T R P F D L K K D V F V

CCT GAT GAC AAA CAG GAG TTT GTC AAG GCC AAG ATC GTG TCT CGA GAG
P D D K Q E F V K A K I V S R E

GGT GGC AAA GTC ACT GCC GAG ACC GAG TAT GGC AAG gtgggtgtcaggctg
G G K v T A E T E Y G K
atgtgagagtccaccctgccacctgtacacctgggtgacagagagggg ............................................0.2kb.
ccaggctgacaggagggcttgggtgggggctcttgcag ACA GTG ACC GTG AAG GAG

T V T V K E
GAC CAG GTG ATG CAG CAG AAC CCA CCC AAG TTC GAC AAA ATT CAG GAC
D Q V M Q Q N P P K F D K I Q D

ATG GCC ATG CTG ACC TTC CTG CAT GAG CCC GCG GTG CTC TAC AAC CTC
M A M L T F L H E P A V L Y N L

AAG GAG CGC TAC GGC TCC TGG ATG ATC TAC gtgagtcctgcccctggcccttc
K E R Y G S W M I Y

yttcccttctctgtactttcctcc..... 0.05 kb..... ttcctttctcttctttctctcc
tgggatctttctctaactcccaaaatcaccagccctcccccttcgcaactggcaagtcactgc
tccttttctatccccag ACC TAC TCG GGC CTC TTC TGT GTC ACC GTC AAC

T. Y S G L F C V T V N
CCT TAC AAG TGG CTG CCG GTG TAC ACT CCT GAG GTG GTG GCT GCC TAC
P Y K W L P V Y T P E V V A A Y

CGG GGC AAG AAG AGG AGC GAG GCC CCG CCC CAC ATC TTC TCC ATC TCC
R G K K R S E A P P H I F S I S

GAC AAC GCC TAT CAG TAC ATG CTG ACA G gtgagaggccctggaaggtcttcct
D N A Y Q Y M L T

gaagggaactgggataggccgggagggagagggagaaggaagggagaagccccacgagagcat
cctgtgcagctcctaacctttcccccccaccctctccccacag AC AGA GAA AAC CAG

TCC ATC CTG ATC AC
S I L I T

gtgagttagctgctactgtacccc
D R E N Q

:ctttcagaaaaaccc ..................................15.0 kb.
ttgctttatggagaaagctgaaccca9ctcctggtgeccacccctccccag GCG AAG AAC

A K N
GCC CTG GCC CAC GCA CTG CAG TCG GCC CGG CAT GAC TGC GAC CTG CTG
A L A H A L Q S A R H D C D L L

CGG GAG CAG TAC GAG GAG GAG ACG GAG GCC AAG GCC GAG CTG CAG CGC
R E Q Y E E E T E A K A E L Q R

GTC CTT TCC AAG GCC AAC TCG GAG GTG GCC CAG TGG AGG ACC AAG TAT
V L S K A N S E V A Q W R T K Y

GAG ACG GAC GCC ATT CAG CGG ACT GAG GAG CTC GAG GAG GCC AA gtga
E T D A I Q R T E E L E E A K

gttctgagcagcctgacttctggctgaggcccctttgcaggcaggactcagcccagccccagc
ctcagcagatcccacacaggcgatgcttagctagtgtttgacaacacaggaggactctgcccc
ggccccacctccttctcctctcagggaagctttttgctcgaattatgtttctgatccgaatat
aagacgtacaaaaggtttgtctgagggcagagtgcttccgtctggggcagggcactgtggcag
ggaaaggcagtggggagggctgcagaagcccatacctcctcaatgtccatagcgcagaggctg
ggccagggteagagggtgcctgggtctccacgccctgctgggatcctctgcctgatgt tctrg
gcccctgggacctgtcctcaggcttctccagctacacttctgaggt ttcaaggattgtctttg

*agag5catgLLc^gLgtacctctttcccccatccacaccctccatcctccccaccctctgcgaccctcccctgggcag G AAG AAG CTG GCC CAG CGG CTG CAG GAA GCT GAG
K K L A Q R L Q E A E

GAG GCC GTG GAG GCT GTT AAT GCC AAG TGC TCC TCG CTG GAG AAG ACC
E A V E A V N A K C S S 1. E K T

AAG CAC CGG CTA CAG AAT GAG ATC GAG GAC TTG ATG GTG GAC GTA GAG
K H R L Q N E I E D L M V D V E

CGC TCC AAT GCT GCT GCT GCA GCC CTG GAC AAG AAG CAG AGG AAC TTC
R S N A A A A A L D K K Q R N F

GAC AAG gtgggccctgggtggggcccgcagccagcatgcagggcaagggggcatgaggggt
D K
tcagtgagaggccagagccatcctccttggaggtgggggaggaggctgagcccaggcaggtcc
tsagacagaccctggacatggggctgaggcttgggggctgaagagtgagccttgtccccgggc
ag ATC CTG GCC GAG TGG AAG CAG AAG TAT GAG GAG TCG CAG TCG GAG

I L A E W K Q K Y E E S Q S E
CTG GAG TCC TCG CAG AAG GAG GCT CGC TCC CTC AGC ACA GAG CTC TTC
L E S S Q K E A R S L S T E L F

AAA CTC AAG AAC GCC TAT GAG GAG TCC CTG GAA CAT CTG GAG ACC TTC
K L K N A Y E E S L E H L E T F

AAG CGG GAG AAC AAA AAC CTG CAG G gtgtgctgggggcccaagaggctggggag
K R E N K N L Q

gggctgcactgcagtgttcccatatggtgccacccaagggctccaagaggcgtctgggcaaag
aggcgtgtccctccaactccactggacctcagcagecctcaaaccgagttaccgtgttcccca
cacag AG GAG ATC TCC GAC TTG ACT GAG CAG TTG GGT TCC AGC GGA AA

E E I S D L T E Q L G S S G K
G ACC ATC CAT GAG CTG GAG AAG GTC CGA AAG CAG CTG GAG GCC GAG

T I H E L E K V R K Q L E A E
AAG ATG GAG CTG CAG TCA GCC CTG GAG GAG GCC GAG gtgtgtggctggcag
K M E L Q S A L E E A E

gcgcggggtgcagggag.............0.4 kb...... ccctgact
gtctgcctgcatcccctcocccaaccccttcccag GCC TCC CTG GAG CAC GAG GAG

A S L E H E E
GGC AAG ATC CTC CGG GCC CAG CTG GAG TTC AAC CAG ATC AAG GCA GAG
G K I L R A Q L E F N Q I K A E

ATC GAG CGG AAG CTG GCA GAG AAG GAC GAG GAG ATG GAA CAG GCC AAG
I E R K L A E K D E E M E Q A K

CGC AAC CAC CTG CGG GTG GTG GAC TCG CTG CAG ACC TCC CTG GAC GCA
R N H L R V V D S L Q T S L D A

GAG ACA CGC AGC CGC AAC GAG GCC CTG AGG GTG AAG AAG AAG ATG GAA
E T R S R N E A L R V K K K M E

GGA GAC CTC AAT GAG ATG GAG ATC CAG CTC AGC CAC GCC AAC CGC ATG
G D L N E M E I Q L S H A N R M

GCC GCC GAG GCC CAG AAG CAA GTC AAG AGC CTC CAG AGC TTG TTG AAG
A A E A Q K Q V K S L Q S L L K
gtactcacccagaggggactggcctccacgtggcctggcgtaagcagtagtgtcttgatacag
gcaccagattcctcctgcccctaggttactgcagggacctctgacaggtgcctttagtgaagg
gaaccgaggctggctccctgctcatgcccactctcctgatcctcag GAC ACC CAG ATT

D T Q I
CAG CTG GAC GAT GCA GTC CGT GCC AAC GAC GAC CTG AAG GAG AAC ATC
Q L D D A V R A N D D L K E N I

GCA ATC GTG GAG CGG CGC AAC AAC CTG CTG CAG GCT GAG CTG GAG GAG
A I V E R R N N L L Q A E L E E

TTG CGT GCC GTG GTG GAG CAG ACA GAG CGG TCC CGG AAG CTG GCG GAC
L R A V V E Q T E R S R K L A D

AGG GAG CTG ATT GAG ACT AGT GAG CGG GTG CAG CTG CTG CAT TCC CAG
R E L I E T S E R V Q L L H S Q
gtgagcagctcccctgctcattcctgaagggagcacaggctggggctcagcaagcaaggctta
agagctatgcatagatgctcaatgcttaacctacatctacccaaccctcccccaacccag
AAC ACC AGC CTC ATC AAC CAG AAG AAG AAG ATG GAT GCT GAC CTG TCC
N T S L I N Q K K K M D A D L S

CAG CTC CAG ACT GAA GTG GAG GAG GCA GTG CAG GAG TGC AGG AAT GCT
Q L Q T E V E E A V Q E C R N A
GAG GAG AAG GCC AAG AAG GCC ATC ACG GAT gtaagtcccccactccaccgacc
E E K A K K A I T D

cgatccagaccagtgtctctccgtgggctgggcagcaagtgtgtgaggacttgaccagaccat
gtgccacctctctcctgcacacag GCC GCC ATG ATG GCA GAG GAG CTG AAG AA

A A M M A E E L K K
G GAG CAG GAC ACC AGC GCC CAC CTG GAG CGC ATG AAG AAG AAC ATG

E Q D T S A H L E R M K K N M
GAA CAG ACC ATT AAG GAC CTG CAG CAC CGG CTG GAC GAA GCC GAG CAG
Q T I K D L Q H R L D E A E Q I
ATC GCC CTC AAG GGC GGC AAG AAG CAG CTG CAG AAG CTG GAA GCG CGG
E A L K G G K K Q L Q K L E A R

GTG CGG GAG CTG GAG AAT GAG CTG GAG GCC GAG CAG AAG CGC AAC GCA
V R E L E N E L E A E Q K R N A

GAG TCG GTG AAG GGC ATG AGG AAG AGC GAG CGG CGC ATC AAG GAG CTC
E S V K G M R K S E R R I K E L

ACC TAC CAG gtgcgacgggcggtgactccaggcagagccctggcaccatagccacagtga
T Y Q
caaccagctgaggagaatgaagagtttgctcttagcctcttccagggcgag .................................. ........0.13 kb.
gaattcaagtgtttagtgaggatcagaaagtagaattgggtcaggatatcagatgaagcaggg
cagggcggaggggatgctaccttctatgactgtgccatcttcaccccctgcctaccctctggc
ccccag ACG GAG GAG GAC AGG AAA AAC CTG CTG CGG CTG CAG GAC CTG

T E E D R K N L L R L Q D L
GTA GAC AAG CTG CAG CTA AAG GTC AAG GCC TAC AAG CGC CAG GCC GAG
V D K L Q L K V K A Y K R Q A E

GAG GCG gtgagtgaccctgctggggactaggcccaggggaggeataggagagctcgtcccc
E A

caagccaggagtctgagaacccaggccccctctcacctcatgctcccacctcccgcag GAG

GAG CAA GCC AAC ACC AAC CTG TCC AAG TTC CGC AAG GTG CAG CAC GAG
E Q A N T N L S K F R K V Q H E

CTG GAT GAG GCA GAG GAG CGG GCG GAC ATC GCC GAG TCC CAG GTC AAC
L D E A E E R A D I A E S Q V N

AAG CTG CGG GCC AAG AGC CGT GAC ATT GGC ACG AAG gtgggtccctctttt
K L R A K S R D I G T K

gggctttgctagtcacccccacagcaggcatacccagaca ......................
............................. 0.8 kb.....cttt

(3' UT)
gtttcctttcaaaag GGC TTG AAT GAG GAG TAG CTTTGCCACATCTTGATCTGCTC

G L N E E END
AGCCCTGGAGGTGCCAGCAAAGCCCCATGCTGGAGCCTGTGTAACAGCTCCTTGGGAGGAAGC
AGAATAAAGCAATTTTCCT1'GAAGCCG agatcctgactrttetteactgccctga .......

...........................3.8kb.
................................GGATGTTGGCAACTCTATCAGGAGCATTAGG

FIG. 3. (Figure continues on the opposite page.)

GCCTTCCTCATCT
GAAATCTAGTAAG
CCATGTGCTGGAGA
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Biochemistry: Correction

GAAGGGGTGGGGACTCCAGACGTGTCCCCAAACCAGGC.TGGCCTCAAGACCTTGGGAGAACAC
TTGTCTTGAAGACTTGGGGAACAGAAGGAGACCAGGCATGGTACTTATGCAGACTTGAGGCCA
GGTTGGGGTTTCCTTACAAAAGAAAACTGAGCCATGGAGATGGACAACAGATCCCTTCCCTGG
GCACCATACTGCAGCTTTTAGTCCCTAGCACTTGGGGCTCCAGTACTAACAGCAGGAAGATGC

GTGGGG
AGGTAA
ACCTCC
TATCTC

GAAACGGGATATAAAGGAACTGGAGCTTTGAGGACAGATAGAGAGACTCTGCGGCCC
iGAGGAGGTTTGGGGTGGGATGCCCTGCAGCCCGTCCACAGAGCCCCCACCGTGAGGG
'TTCACCAGGAGTGGGGTGCAGGTCAGTTGGAGGCCTAAGGGCTCTATTAAAACTGCC
CAGGCCCAGGGAAGTTCCCCCTGACACAGGAGGTTCCACAGGAAACCCAGAAACCTC

CTGCAGAGGACAAAGCCACTCGCTGAGCCTGGGCTCCCTCAGGAGTAACATAGCCCTCCTGTC
(s-gene)

TCTGACCCAGGGGAAGCACCAAG ATG ACC GAT GCC CAG ATG GCT GAC TTT GGG
M T D A Q M A D F G

GCA GCG GCC CAG TAC CTC CGC AAG TCA GAG AAG GAG CGT CTA GAG GCC
A A A Q Y L R K S E K E R L E A
CAG ACC CGG CCC TTT GAC ATT CGC ACT GAG TGC TTC GTG CCC GAT GAC
Q T R P F D I R T E C F V P D D
AAG GAA GAG TTT GTC AAA GCC AAG ATT TTG TCC CGG GAG GGA GGC AAG
K E E F V K A K I L S R E G G K

GTC ATT GCT GAA ACC GAG AAT GGG AAG gtgagtagggcatggcgccggggcaga
V I A E T E N G K
agggaaggaggtctgggaaagaagatgcagaggtggagocacttgcagggggagctgagaggg
ctggagaaaagccaaggccagtggggatgccaggacatgctcctttgaggagoccagaatctg
atccctctcaaattagcctgagctggtgcaacaggtgccacccagggccatgttcOccOctgcc
agagaggatgctgaggaagaagaacctcagtgttcgcctaaga.
................... ......... 0.74kb.

- -- - ---

tgcttatgcgccctccag CG GTG ACT GTG AAG GAG GAC CAG GTG TTG CA
T V T V K E D Q V L Q

G CAG AAC CCA CCC AAG TTC GAC AAG ATT CAG GAC ATG GCC ATG CTG
Q N P P K F D K I Q D A N L

ACC TTC CTG CAC GAG CCC GCG GTG CTT TTC AAC CTC AAG GAG CGC TAC
T F L H E P A V L F N L K E R Y
GCG GCC TGG ATG ATA TAT gtgagtagctcctgcacactgcagaggcttcctgtgctg
A A W M I Y
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tag AAC ACC AGC CTC ATC AAC CAG AAG AAG AAG ATG GAG GCT GAT CTG
N T S L I N Q K K K M E A D L

ACC CAG CTC CAG TCG GAA GTG GAG GAG GCA GTG CAG GAG TGC AGA AAC
T Q L Q S E V E E A V Q E C R N

GCC GAG GAG AAG GCC AAG AAG GCC ATC ACG GAT gtaagtgaccgcccacctt
A E E K A K K A I T D
ccogctcoccctaagacagaaacaaggccttgggtccaggecaggccctgtgctgtaacacc
aagccaactctgcagctgcagttctgtggatttgagggcctgatgggag5aaggagatccttg
gggggCaaaaggecogccctggcccgtgtccttgccatctctcctgcacacag GCC

A
GCC ATG ATG GCA GAG GAG CTG AAG AAG GAG CAG GAC ACC AGC GCC CAC
A M M A E E L K K e Q D T S A H
CTG GAG CGC ATG AAG AAG AAC ATC GAG CAG ACC ATT AAG GAC CTG CAG
L E R M K K N N E Q T I K D L Q

CAC CGG CTG GAC GAG GCC GAG CAG ATC GCC CTC AAG GGC GGC AAG AAG
H R L D E A E Q I A L K G G K K

CAG CTG CAG AAG CTG GAA GCG CGG GTG CGG GAG CTG GAG GGT GAG CTG
Q L Q K L E A K V R E L e G K L

GAG GCC GAG CAG AAG CGC AAC GCA GAG TCG GTG AAG CGC ATG AGG AAG
E A E Q K R N A E S V K G M R K

AGC GAG CGG CGC ATC AAG GAG CTC ACC TAC CAG gtgcggcggacgcagacac
S E R R I K E L T Y Q
cgggagtagatgtggaagt. 15kb. cccca
g ACA GAG GAA GAC AAA AAG AAC CTG CTG CGG CTA CAG GAC CTG GTG G

T E e D K K N L L R L Q D L V
AC AAG CTG CAA CTG AAG GTC AAG GCC TAC AAG CGC CAG GCC GAG GAG
D K L Q L K V K A Y K R Q A E E
GCG gtgagttcagagctttcttccctttotcatcaacacacctactatttgtgagaaccaat
A
gaatatctectacagaggggcctggacaaagagtttgctatoaactttaactctcaaacattt
gtttgaoacatotggtatgctcagagetgtcaggtgttOtgaattaacaaaggcaccacctac
aagotgottacaattcagataccataagggaacagaaggoagtgtagatgctagtgcOaggacg
tggggcaqccgaagctgaaggcaggaaggtggcggtggaattgggcctagaaggggacccatc
tagccacagggoagtggggaagacatotgggtggatgtgagttgctgattagoatgcctgcac
aggaagctggggtoogggacaggtgcagcaaaacaggattOtgaaggggcccagatcgggcag
catgggatttgtctggggcagtggatggccgtgaaggactOtgagtgotggacatgtttgaga
agagtgcaaggcagttgcaggatacccttgggoaaggctgttgcaggaatatgcatgaggtatg
ggtgcotcagggacagggacagggagotggaacctcaggttgagaggctgagaatcccat.gc
ccatotcoagctcattcacccatcccactgtcccaccacag GAG GAG CAA GCC AAC

E e Q A N
ACC AAC CTG TCC AAG TTC CGC AAG GTG CAG CAT GAG CTG GAT GAG GCA
T N L S K F R K V Q H E L D E A
GAG GAG CGG GCG GAC ATC GCT GAG TCC CAG GTC AAC AAG CTT CGA GCC
K E R A D I A E S Q V N K L R A

AAG A0C CGT GAC ATT GGT GCC AAG gtgggtccotcccctgggCttCactagtcac
K 8 R D I G A K

(' UT)
ctcttattctttttgcag CAA AAA ATG CAC GAT GAG GAG TGA CACTGCCTCGGG

Q K M N D E E END
AACCTCACTCTTGCCMCCTGTAATWATATGAGTGCC aaactctqccttg

gcttgtctcctgctccag ACC TAC TCG GGC CTC TTC TGT GTC ACT GTC AAC
T Y S G L F C V T V N

CCC TAC AAG TGG CTG CCG GTG TAC AAT GCC GAG GTG GTG GCC 0CC TAC
P Y K W L P V Y N A E V V A A Y

CGG GGC AAG AAGAAGO AGT GAG GCC CCG CCC CAC ATC TTC TCC ATC TCC
R G K K R S E A P P H I F S I S

GAC AAC GCC TAT CAG TAC ATG CTG ACA G gtgagcctggtggcccctggtctct
D N A Y Q Y N L T
gctcctcctcccagacacccacccagatcctcagccctgaccccattgcttctcctctttttt
cttccg AT CGG GAG AAC CAG TCC ATC CTC ATC AC gtgagcgagtgcca....

D R E N Q S I L I T
.;;i~cc,;;;i~c,;;;i;;c.;ic~i;16.0kb.gaattccggatcccacctccccatctcttctcagctcttcttctctgggcgatagtcctggtc

gacaccgtgtatcttctcatcctccctctcaaccctgccctgtgccctgtctgcccgccctca
ccccaccccttcccag GCC TCC CTG GAG CAC GAG GAG GGC AAG ATC CTC CG

A S L E H E E G K I L R
G GCC CAG CTA GAG TTC AAC CAG ATC AAG GCA GAG ATC GAG CGG AAG C

A Q L E F N Q I K A E I E R K
TG GCA GAG AAG GAC GAG GAG ATG GAA CAG GCC AAG CGC AAC CAC CAG
L A E K D E E N E Q A K R N H Q
CGG GTG GTG GAC TCG CTG CAG ACC TCC CTG GAT GCA GAG ACA CGC AGC
R V V D S L Q T S L D A E T R S

CGC AAC GAG GTC CTG AGG GTGAAAG AAMG ATG GAA GGA GAC CTC AAT
R N E V L R V K K K M E G D L N

GAG ATG GAG ATC CAG CTC AGC CAC GCC AAC CGC ATG GCC GCC GAG GCC
E M E I Q L S H A N R N A A E A

CAG AAG CAA GTC AAG AGC CTC CAG AGC TTG CTG AAG gacatgggggcggga
Q K Q V K S L Q S L L K
ggtcccctcagggcatggcctccatgtggcctggagaagcagtggtgtctggatacaggcacc
agattcctcctgcccctgggttactgcagggacctctgacaggtgccctcagtgaagggcacc
taggctggcttctgctcacacccactctcctgatgctcag GAC ACC CAG ATC CAG CT

D T Q I Q L
G GAC GAT GCG GTC CGT GCC AAC GAC GAC CTG AAG GAG AAC ATC GCC A

D D A V R A N D D L K E N I A
TC GTG GAG CGG CGC AAC AAC CTG CTG CAG GCT GAG CTG GAG GAG CTG
I V E R R N N L L Q A E L E E L
CGT GCC GTG GTG GAG CAG ACA GAG CGG TCC CGG AAG CTG GCG GAC AGG
R A V V E Q T E R S R K L A D R

GAG CTG ATT GAG ACC AGC GAG CGG GTG CAG CTG CTG CAT TCC CAG gtg
E L I E T S E R V Q L L H S Q

agggggtcaggagccaccttgtggaaacctactgagtgcagagcccaggacatctagaaaagc
cagatgttct aatgtagcacatctagccagggtcacaaatcatttcctctcttaggccaactc
tcatctgtggtggctgcagtccttttgctatttgaagtcttttttcagagtttagtaatctta
gatacaatgtctagaatgtatgcact ttcataggaaaagggaaagcaggtacaaaacgttacc
aatagtctaaaagtgggcttgttgtttaaaaaaaaaaatgaccacctttaattctctctggag
aaagggtatgaaatcaggtaacaaagtgtagtatatatttgatcatttttctctctccatgtc

FIG. 3. Partial nucleotide sequence of the human cardiac a- and P-MYHC genes. The nontranscribed strand is displayed in 5' to 3'
orientation. The exon and flanking sequences are given in uppercase letters. Amino acids encoded within the exons are labeled in the one-letter
code beneath the second nucleotide ofeach codon. CAAT and TATA boxes andAATAAA polyadenylylation signal are underlired. The putative
cap site of the mRNA is 29 to 31 nucleotides downstream of the TATA box.


