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Abstract

Background: Articular cartilage (AC) is the layer of tissue that covers the articulating ends of the bones in
diarthrodial joints. Adult AC is characterised by a depth-dependent composition and structure of the extracellular
matrix that results in depth-dependent mechanical properties, important for the functions of adult AC. Collagen is
the most abundant solid component and it affects the mechanical behaviour of AC. The current objective is to
quantify the postnatal development of depth-dependent collagen density in sheep (Ovis aries) AC between birth
and maturity. We use Fourier transform infra-red micro-spectroscopy to investigate collagen density in 48 sheep
divided over ten sample points between birth (stillborn) and maturity (72 weeks). In each animal, we investigate six
anatomical sites (caudal, distal and rostral locations at the medial and lateral side of the joint) in the distal
metacarpus of a fore leg and a hind leg.

Results: Collagen density increases from birth to maturity up to our last sample point (72 weeks). Collagen density
increases at the articular surface from 0.23 g/ml ± 0.06 g/ml (mean ± s.d., n = 48) at 0 weeks to 0.51 g/ml ± 0.10
g/ml (n = 46) at 72 weeks. Maximum collagen density in the deeper cartilage increases from 0.39 g/ml ± 0.08 g/ml
(n = 48) at 0 weeks to 0.91 g/ml ± 0.13 g/ml (n = 46) at 72 weeks. Most collagen density profiles at 0 weeks (85%)
show a valley, indicating a minimum, in collagen density near the articular surface. At 72 weeks, only 17% of the
collagen density profiles show a valley in collagen density near the articular surface. The fraction of profiles with
this valley stabilises at 36 weeks.

Conclusions: Collagen density in articular cartilage increases in postnatal life with depth-dependent variation, and
does not stabilize up to 72 weeks, the last sample point in our study. We find strong evidence for a valley in
collagen densities near the articular surface that is present in the youngest animals, but that has disappeared in
the oldest animals. We discuss that the retardance valley (as seen with polarised light microscopy) in perinatal
animals reflects a decrease in collagen density, as well as a decrease in collagen fibril anisotropy.

Background
Articular cartilage (AC) is the thin layer of soft tissue
that covers the articulating ends of the bones in dia-
rthrodial joints. Healthy adult AC is characterised by a
depth-dependent composition [1-3] and structure [4-7].
These characteristics result in depth-dependent mechan-
ical properties [8-11] that are important for the func-
tions of adult AC, specifically load distribution and the
establishment of a low friction environment [11-13].

AC consists of a number of cells (chondrocytes, ≈ 2%
to 5% of the wet volume, [14]) embedded in a porous
extracellular matrix (ECM) that is saturated with fluid
(≈ 80% wet weight). The ECM consists of collagen and
negatively charged proteoglycan molecules. Collagen is
the most abundant ECM component (≈ 75% of dry
weight, e.g. [3]). Both the predominant orientation in
the collagen network and the amount of collagen in the
network affect the mechanical behaviour, and thus the
functioning, of AC [15-18]. The collagen network
remodels between birth and maturity: the adult depth-
dependent structure is absent at birth [19-23], collagen
type I is replaced by collagen type II [24-26], and
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collagen densities increase [27-29] with depth-dependent
variation [21].
Our knowledge on the depth-dependent development

of collagen densities is limited. Most studies that investi-
gate postnatal collagen density measure total collagen
content as opposed to depth-dependent collagen density
profiles [27-29]. Rieppo et al. [21] measured depth-
dependent collagen density profiles in porcine AC in
three sample points (4 months, 11 months and 21
months) that did not include perinatal animals. Their
results [21] are presented with a 80 μm resolution over
the depth of the tissue.
The ECM is produced and maintained by chondrocytes

that are affected by their local mechanical environment
[30,31]. During postnatal development, AC develops a
functional depth-dependent composition and structure.
Postnatal collagen density profiles are important for our
understanding of postnatal AC development. To unravel
the (depth-dependent) mechanobiology of the develop-
ment of ECM structure and composition, we need better
time- and space-resolved collagen density profiles. Infor-
mation on collagen densities is also essential for the
interpretation of optical retardation results from
polarised microscopy studies (PLM) [32]. The cited stu-
dies into postnatal development of collagen orientation
[19-23] all use PLM.
We aim to quantify depth-dependent collagen densi-

ties in AC between birth and maturity, and with better
spatial resolution than previously reported over the
depth of the tissue in a model animal. Recently, we mea-
sured postnatal collagen orientation remodelling in a
group of 48 sheep (Ovis aries) divided in ten age groups
between birth and maturity [23]. We use the same ani-
mals and anatomical sites for the current study. Second,
we aim to assess differences in (the development of) col-
lagen density between different anatomical sites of this
single joint surface. In our previous PLM study [23] we
found a retardance valley between ≈ 30 μm and ≈ 80
μm from the articular surface for all age categories.
Since such a valley can be caused by a minimum in col-
lagen densities, or by a decrease in collagen fibre aniso-
tropy [32], we wish to examine whether a valley in
collagen density is present at that location.
We use Fourier transform infrared microspectroscopy

(FTIRμS) to measure collagen density in AC. The infra-
red absorption at a certain wavenumber A( ) is pro-
portional to the amount of absorbing material present
in the light path according to the Bouguer-Lambert-
Beer absorption law [33,34]

A a bc( ) ( ) = (1)

with a( ) the (constant) absorption coefficient

at wavenumber  , b the optical path length and c the

concentration of the absorbing material. With a constant
thickness (optical path length b) of histological sections,
equation 1 relates absorption directly to concentrations:
A c( ) ~ . With FTIRμS an absorption spectrum in the
infra-red regime is obtained using a polychromatic light
source and Fourier transforms of interferograms, as
opposed to measuring absorption at individual wavenum-
bers with monochromatic light sources.

Methods
Animals
The animal experiment was described previously [23].
Briefly, we obtained five female sheep for each of nine
sample points from a local sheep farm. Sample points
occurred at ages 2, 4, 8, 12, 20, 28, 36, 52 and 72 weeks.
An additional four stillborn lambs were used (labelled
age = 0 weeks). Animals were kept at the farm with
their mother until sacrifice or the age of 12 weeks. Ani-
mals that were older than 12 weeks were collected at
the farm and housed at the universities laboratory ani-
mal facility ‘Ossekampen’ until sacrifice. The total num-
ber of animals at the end of the experiment was 48. The
number of animals for the first sample point (0 weeks,
stillborn) and the last sample point (72 weeks) was four,
and the number of animals for the other sample points
was five. The experiment was approved by the Wagenin-
gen University Animal Experiments Committee.

Sample preparation
We used the same tissue blocks to obtain histological
slices as those used in our earlier publication [23]. Sum-
marising, the animals’ legs were collected immediately fol-
lowing sacrifice and skin and subcutaneous tissue were
removed from the metacarpophalangeal joints (figure 1).
The joints were carefully opened and we used a dental saw
to take the medial and lateral hemispheres from the distal
end of each cannon bone. These hemispheres were fixed
with formalin and decalcified with EDTA (10% EDTA, pH
7.4) until the hemispheres could be cut with a razor blade.
The hemispheres were then divided into a rostral, a distal
and a caudal sample (figure 1). Of these, the distal site is
expected to be subject to a more static load and the rostral
and caudal sites are expected to be subject to a more inter-
mittent load during locomotion [35]. These samples were
washed and infiltrated with sucrose (25% sucrose in PBS)
overnight, snap frozen in liquid nitrogen and stored at
-80°C until further processing, and finally cut to 7 μm
thick histological slices with a cryostat (Reichert 2800 N).
Histological slices were collected on Potassium Bromide
(KBr) disks for FTIRμS analysis.

FTIRμS system
We used a rectangular field of view (FOV) of 160 μm
by 40 μm that was aligned with the long side parallel to
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the articular surface (figure 2). The width of the FOV
(160 μm) was chosen to correspond with the width of
the FOV in our previous study [23]. The height of the
FOV (40 μm) was chosen as a trade off between

resolution over the depth of the cartilage, and the
necessary assessment time: a FOV with an area of 1

x
of

a given FOV, needs x2 more scans to achieve the same
signal/noise resolution of the spectra. With this FOV,

Figure 1 Sketch of sample sites. Sketch of the ovine distal metacarpus with the anatomical sampling sites with l - lateral, m - medial, c -
caudal, d - distal, and r - rostral.

Figure 2 Example of FTIRμS analysis. Example of FTIRμS analysis. (a) The rectangular FOV of 160 × 40 μm2 is aligned with the articular surface,
and next a linear profile perpendicular to the articular surface with 20 μm intervals is scanned. The depth of the measurement is measured from
the articular surface to the centre of the FOV. The first scan is at depth d0 = 0 μm and only has AC for half of its FOV, the second scan is at d1 =
20 μm and measures the first 40 μm of the superficial layer, the third scan is at d2 = 40 μm and measures the FOV for 20 μm ≤ d ≤ 60 μm, etc.
We do not present the results for the first scan at d0. (b) Example of FOV aligned with the articular surface at d0. (c) Example of a line scan with
20 μm intervals perpendicular to the articular surface. Crosses show the centre of the (aligned) FOV.
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we scanned a linear profile, along a path perpendicular
to the articular surface, with measurements at 20 μm
intervals (figure 2c). For each point in each profile, we
obtained a single spectrum over the interval 600 cm-1 ≤
 ≤ 4000 cm-1 with the results of 32 scans and with a
resolution of 4 cm-1.
Two successive FOVs partly overlap to achieve a cer-

tain number of scans (> 10) over the depth of the tis-
sue. As a result, we have an a priori smoothing effect
for our profiles that uses actual measurements (as
opposed to moving averages or linear interpolation).
Measurements were performed with a BrukerTensor 27
IR spectrometer, connected to a Bruker Hyperion 2000
IR-microscope (Bruker Optics). This microscope has a
liquid nitrogen-cooled MCT-detector - such a detector
enables the detection of small amounts of material, ulti-
mately down to monomolecular layers [36]. Both
machines are controlled by Bruker’s OPUS software. All
spectra were baseline corrected with a so-called rubber
baseline correction before further processing. This rub-
ber baseline correction consists of finding a convex
envelope of the spectrum and subtracting the convex
part of the envelope lying below the spectrum from the
spectrum [37].
We used an internal NaN3 standard to minimise the

effects of variations in the size of the FOV between histo-
logical slices [38]. We formed a reference disk of a KBr-
NaN3 mixture that was placed under the KBr disk that
carried the histological slices. The spectrum of NaN3 con-
tains a sharp peak at  = 2036 cm-1 and a sharp peak at
 = 640 cm-1 (figure 3a). We used the peak value of the
sharp peak at  = 2036 cm-1 to normalise all spectra. A
single reference disk was used for all measurements and
the standard deviation of the peak value in this disk was
3% for 30 measurements over the disk area.

FTIRμS calibration
Because the ECM consists mostly of collagen type II and
glycosaminoglycans (GAGs), we used collagen (bovine
tracheal collagen type II, Sigma-Aldrich) and chondroi-
tin-sulphate (bovine tracheal chondroitin sulphate A,
Sigma-Aldrich) as standards for pure component spec-
tra. Chondroitin sulphate (or GAG) densities cannot be
reliably obtained from FTIRμS spectra [39]. We there-
fore only quantify collagen densities and we checked
whether changes in chondroitin sulphate densities affect
our collagen density analysis. We used a least square fit-
ting approach with the data for 700 cm-1 ≤  ≤ 1710
cm-1 for quantification of collagen content (figure 3b),
i.e. we exclude the large NaN3 peaks from the fitting
procedure. With the pure component spectra we
estimated constants â and ĉ such that the least square
difference between the left hand side and right hand
side of equation 2 was minimised:

s s as csample NaN col cm cm− = + ≤ ≤− −
3

700 17101 1ˆ ˆ  (2)

With ssample the sample spectrum, sNaN3 the spectrum
of the internal reference, and scol the spectrum of the
collagen standard.
To relate the estimated â and ĉ to actual collagen den-

sities, we formed and measured a sequence of 36 KBr
disks that contained known amounts of the collagen
(6 amounts, 0.23 g/ml ≤ rcol ≤ 1.35 g/ml) and chondroi-
tin sulphate (6 amounts, 0.05 g/ml ≤ rcs ≤ 0.32 g/ml)
standards. We estimated constants â and ĉ with equa-
tion 2 for this sequence. We applied linear regression to
find the constants b1 and b2 for the relation between
the density of the collagen standard rcol and chondroitin
sulphate standard rcs, and the estimated constant â:

 col cs= + = +b a b b a b1 2 3 4ˆ , ˆ (3)

The linear relationship between rcol and the estimated
â (equation 3) is described with equation 4:

p a rcol = + ⋅ =−1 45 1 24 10 0 982 2. . , .^ (4)

In equation 4, zero is included in the 95% confidence
interval (-2.92·10-2 ≤ b2 ≤ 5.41·10-2) for the intercept b2
= 1.24·10-2. The relationship between rcs and the esti-
mated â (equation 3) is described by equation 5:

p a rcs = ⋅ + ⋅ = ⋅− − −1 64 10 1 79 10 2 2 102 1 2 3. . , .^ (5)

In equation 5, zero is included in the 95% confidence
interval (-1.06·10-1 ≤ b1 ≤ 1.39·10-1) for the slope b3 =
1.64·10-2 and the correlation between rcs and â is near
zero (r2 = 2.2·10-3). Thus, the analysis of collagen densi-
ties is not affected by the amounts of GAG. Because of
the near zero intercept for the linear relationship
between rcol and â (b4 = 1.24·10-2, equation 4), we
quantified collagen densities with equation 6:

p acol = 1 45. ^ (6)

With â estimated with equation 2.
To obtain mean depth-dependent profiles between

samples, we started at the articular surface (d1 in figure
2a) and took the mean of the measurements at d1 of the
samples in the pool. We then moved one measurement
point towards the calcified tissue and repeated this with
d2 in figure 2a, etc. Note that because of differences in
cartilage thickness, the number of samples that we can
analyse decreases once we are at a depth larger than D
for the shortest dataset in the sample pool. We used the
exponential fit for cartilage thickness that we found in
our previous study [23, equation 2] to show age- and

van Turnhout et al. BMC Developmental Biology 2010, 10:108
http://www.biomedcentral.com/1471-213X/10/108

Page 4 of 12



depth-dependent results:

D tf
t( ) ( . ).= + −618 0 52 0 11e (7)

with Df the cartilage thickness in μm and t the age in
weeks.

Statistical analysis
Data were analysed with generalized linear mixed mod-
els because some of the variables analysed are not nor-
mally distributed. Also, measurements on the same
animal and position within an animal are dependent.
This excludes conventional analyses such as analysis of
variance or regression that are intended for normally
distributed and independent data. We therefore used
the penalized quasi-likelihood methodology described by
Schall [40], Breslow & Clayton [41] and Engel & Keen
[42]. Calculations were performed with GenStat [43].
The models comprised random effects with associated
components of variance, that allowed for dependence
between observations of the same animals and the same
anatomical sites. Thus, we used a nested structure

within animal for hind leg/fore leg, lateral/medial and
caudal/distal/rostral sites. In particular, this allowed for
additional dependence within animals between duplicate
observations on the same site. We are interested in the
development of differences between the different anato-
mical sites with age. Therefore, fixed effects (systematic
effects) comprised main effects and all second order
interactions for factors age, hind leg/fore leg, lateral/
medial site, and caudal/distal/rostral site in the initial
models.
Models were fitted separately to three response vari-

ables: collagen density at the surface rs, maximum col-
lagen density rmax, and the presence of a collagen
density valley near the articular surface ν. For the vari-
able rmax we used an identity link and normal distribu-
tion. For the variable rmax, we used a log link and
gamma variance function, with a multiplicative disper-
sion parameter. For v we obtained the position of the
minimum collagen density in the first 5 samples points
over the depth. We then scored each collagen density
profile with 0 (the minimum is found in the first sample
point, i.e. does not results in a valley) or 1 (the

Figure 3 Example of FTIRμS spectra. Example of FTIRμS absorption (A) spectra. The vertical lines define the parts of the spectra that were
used for the quantitative analysis, i.e. 700 cm-1 ≤  ≤ 1710 cm-1. With (a) pure component spectra of the internal standard NaN3 (black),
collagen (1.35 g/ml, dark gray) and chondroitin sulphate (3.19 g/ml, light gray); and (b) sample spectra from a single FOV at d = 100 μm for 0
weeks (gray) and 72 weeks (black).
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minimum occurs after the first sample point and results
in a valley). We tested these scores with a logit link
(logit q = log q/(1 - q)) and binomial variance function.
For each model, random effects on the link scale were
assumed to follow normal distributions. Tests were
based on an approximate F -test [44] applied to the
adjusted dependent variate from the last iteration step
of the iterative re-weighted restricted maximum likeli-
hood algorithm [42] that we used. The link functions
provide the relationship between the linear predictor
and the mean of the distribution function and the cho-
sen link and variance functions were needed to achieve
satisfactory (normally distributed) residuals for the mod-
els. Non-significant (p > 0.05) higher order fixed factor
interactions were dropped from the initial models.
We used the following symbols in the models: μ:

intercept; Aj , j = 0, 2, 4, 8, 12, 20, 28, 36, 52, 72: age in
weeks; Bk, k = 1, 2: fixed factor hind leg/fore leg; Cl,
l = 1, 2: fixed factor lateral site/medial site; Dm, m = 1,
2, 3: fixed factor caudal site/distal site/rostral site; Li:
random factor individual animal; and (LB)ik, (LBC)ikl
and (LBCD)iklm nested random factors within animal.
The final model that we fitted for each covariate, is pre-
sented in the results section. We aimed for analysis of
two samples for each of six sites (figure 1), for each of
two legs, for each of 48 animals, i.e. 1152 samples. Due
to the loss of two fore legs and a few missing values, the
total number of samples was 1132. In the text, we quan-
tify significant differences as mean ± standard error as
predicted by the model. In the figures and text, we use
raw means and associated standard deviations, and not
model predictions, to present the results.

Results
We show examples of sample spectra for 0 weeks and
72 weeks (figure 3b). Analysis of all spectra with equa-
tions 2 and 6 yields the averaged collagen densities per
age group (figure 4) and the statistical results (figure 5).
The final model for the collagen density at the surface

rs is

y A B C D AD L LB LBC LBCDijklm j k l m jm i ik ikl iklm= + + + + + + + + + ( ) ( ) ( ) ( ) (8)

with yijklm the predictor. There is a main effect for the
factor age for rs (table 1: Aj , p < 0.001). In general, rs
increases with age, up to the last sample point: from
0.23 g/ml ± 0.06 g/ml (mean ± s.d., n = 48) at 0 weeks
to 0.51 g/ml ± 0.10 g/ml (mean ± s.d., n = 46) at 72
weeks (figure 5a). An exception is the measurement at
28 weeks that is lower than the value at 20 weeks and
36 weeks. The interaction of the fixed factor age with
the fixed factor caudal site/distal site/rostral site (table
1: (AD)jm, p = 0.026) shows significant effects at 4 weeks

and 72 weeks, where rs is lower for the rostral site than
for the distal site and caudal sites (table 2).
The final model for the maximum collagen density

rmax has no fixed factor interactions and is

 = + + + + + + + +A B C D L LB LBC LBCDj k l m i ik ikl iklm( ) ( ) ( ) (9)

where the conditional expectation of yijklm for given h
is logit-1(h), the inverse of the link function. There is a
main effect for the factor age for rmax (table 3: Aj , p <
0.001). rmax increases monotonically with age, up to the
last sample point: from 0.39 g/ml ± 0.08 g/ml (mean ±
s.d., n = 48) at 0 weeks to 0.91 g/ml ± 0.13 g/ml (mean
± s.d., n = 46) at 72 weeks (figure 5b). There is a signifi-
cant effect for the factor lateral site/medial site for rmax

(table 3: Cl, p = 0.006): maximum collagen density is
2.72% ± 1.00% (mean ± s.e.) higher at the medial site
than at the lateral site. The final model for the presence
of a collagen density valley ν has no fixed factor interac-
tions and is therefore equal to equation 9. There is only
a significant effect for the factor age for ν (table 4: A,
p = 0.007): ν decreases between birth and maturity (fig-
ure 5c). There are no significant differences between
successive ages (figure 5c). However, a significant
decrease in the score for ν occurs between 0 weeks and
12 weeks. The score ν at 72 weeks does differ signifi-
cantly from ν at 12 weeks. The mean score at 0 weeks is
0.85, i.e. at this age ≈ 85% (41 out of 48) of the mea-
surements shows a valley in the first 5 sample points
over the depth (figure 5c). The mean score at 12 weeks
is 0.41 (25 out of 60), and the mean score at 72 weeks
is 0.17 (8 out of 46).

Discussion
As expected [21,27-29], we find that collagen content
increases with age between birth and maturity: both rs
(figure 5a) and rmax (figure 5b) show a positive correla-
tion with age. Contrary to the cartilage thickness and
collagen orientation parameters that we measured in the
same animals [23], collagen density does not appear to
stabilise between 36 weeks and 72 weeks. It thus
appears that the potential for collagen remodelling is
different between collagen orientation and collagen den-
sity. The potential for collagen reorientation appears to
be correlated to changes in cartilage thickness [23],
whereas collagen density in the current study still
increases after cartilage thickness has stabilised in these
animals (36 weeks, [23]). Both an increase in the num-
ber of collagen fibrils and an increase in collagen fibril
thickness results in increased collagen densities. Neither
polarised light microscopy, which we used in our pre-
vious study [23], nor FTIRμS in the current study is
capable of measuring collagen fibril thickness. Addi-
tional measurements, e.g. with electron microscopy, will
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Figure 4 Collagen density results per age. Mean collagen density as a function of cartilage depth for the ten ages.

Figure 5 Statistical results for collagen densities. Statistical results for collagen density profiles. With (a) mean collagen density at the surface
rs (solid) ± standard deviation (dashed) as a function of age. Stars mark values that are significantly different from the value at the previous age;
(b) mean maximum collagen density rmax (solid) ± standard deviation (dashed) as a function of age. Stars mark values that are significantly
different from the value at the previous age; and (c) mean scores for the presence of the collagen density valley ν as a function of age. Crosses
mark values that are significantly different from the value at 0 weeks.
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be necessary to elucidate to what degree collagen fibril
thickness contributes to the observed collagen density.
In the current study, we investigated the possible pre-

sence of a valley in collagen density near the articular
surface, prompted by the presence of a retardance valley
at that location in our polarised light microscopy study
on the same animals [23]. The data on porcine AC by
Rieppo et al. also shows some evidence for a valley in
collagen density near the articular surface for the young-
est age group, but not for the older age groups [21, fig-
ure 2a]. Similarly, we find strong evidence for a valley in
collagen density in the youngest animals that disappears
with increasing age (table 4, figure 5c). This means that
the retardance valley near the articular surface that is
present in all age categories [23], must be interpreted
differently for the youngest than for the oldest animals
(figure 6). The retardance patterns measure primarily a
combination of collagen densities and collagen fibril ani-
sotropy [23,32] and the collagen density results (figure
6) show that the retardance valley reflects a decrease in
collagen fibril anisotropy, and not a decrease in collagen
density, in the adult animals. A decrease in collagen
fibril anisotropy is the traditional interpretation of
decreased retardance near the articular surface
[4,6,45,46]. Our current results suggest that interpreta-
tion of retardance valleys near the articular surface in
immature AC is less straightforward: the retardance val-
ley in perinatal animals also reflects a decrease in col-
lagen density (figure 6).
Hunziker et al. [47] showed that AC grows apposition-

ally. The superficial zone supplies the stem cells for AC
growth. Daughter cells that are displaced horizontally,

remain confined to the superficial zone and replenish
the stem-cell pool and affect lateral growth. Daughter
cells that move vertically downwards form a zone with a
rapidly dividing and proliferating pool of cells for rapid
clonal expansion. This zone affects longitudinal growth
and is located at the transitional and upper deep layer
of AC [47]. The location (distance from the articular
surface) of the collagen density valley in our study
appears to coincide with the zone of rapidly dividing
daughter cells in the study by Hunziker et al. [47]. Hun-
ziker et al. further showed that the proliferation activity
of this pool of cells decreased with age and had ceased
when AC thickness stabilised. The valley in collagen
density that we observe in our study also gradually dis-
appears with age, and also stabilises when cartilage
thickness stabilises (36 weeks, figure 5c). These similari-
ties in the spatial and temporal patterns of cell prolifera-
tion and the presence of a collagen density valley,
suggest a relationship between the cell activity and col-
lagen production in this zone. Dedicated investigations
will be required to show whether or not such a relation-
ship exists.
FTIRμS is a technique that has gained popularity for

the investigation of the collagen network of AC in the
last decade [48]. FTIRμS was first applied to biological
tissues when it became possible to use a microscope in
the light path [49]. The first applications of FTIRμS for
AC were investigated at the start of the current century
[50,51]. Biochemical analysis of hydroxyproline content
is an alternative and well-established technique to quan-
tify collagen density in AC. However, this technique has
a limited spatial resolution and is used to measure total
collagen content as opposed to depth-dependent pro-
files, e.g. [27-29]. The main benefit of FTIRμS is the
high spatial resolution that can be achieved [39]. With
histological slices as in our study, FTIRμS is a relatively
easy and fast technique to obtain depth-dependent

Table 1 Results for the statistical model for the collagen
density at the surface

fixed term Aj Bk Cl Dm (AD)jm

p-value < 0.001 0.207 0.212 0.966 0.026

Results for the statistical model for the collagen density at the surface rs with
log-link and gamma variance function. Letters for the fixed terms represent: Aj
- age, Bk - fore/hind, Cl - lateral/medial and Dm - caudal/distal/rostral.
Combinations represent interactions between these fixed factors.

Table 2 Mean collagen density at the surface for the
caudal site, distal site, and rostral site

age
[weeks]

0 2 4 8 12 20 28 36 52 72

rs [g/ml]
caudal

0.22 0.27 0.26* 0.36 0.37 0.45 0.43 0.48 0.49 0.53*

rs [g/ml]
distal

0.25 0.27 0.26* 0.34 0.38 0.46 0.40 0.48 0.47 0.54*

rs [g/ml]
rostral

0.23 0.26 0.30 0.36 0.39 0.48 0.42 0.47 0.48 0.46

Mean collagen density at the surface rs [g/ml] per age for caudal site, distal
site and rostral site from the statistical model. The associated standard error is
0.0155 [g/ml]. Stars mark values that are significantly different from the value
for the rostral site at that age.

Table 3 Results for the statistical model for the maximum
collagen density

fixed term Aj Bk Cl Dm

p-value < 0.001 0.169 0.006 0.422

Results for the statistical model for the maximum collagen density rmax with
log-link and gamma variance function. Letters for the fixed terms represent: Aj
- age, Bk - fore/hind, Cl - lateral/medial and Dm - caudal/distal/rostral.

Table 4 Results for the statistical model for the presence
of a collagen density valley

fixed term Aj Bk Cl Dm

p-value 0.007 0.873 0.480 0.063

Results for the statistical model for the presence of a collagen density valley ν
with logit-link and binomial variance function. Letters for the fixed terms
represent: Aj - age, Bk - fore/hind, Cl - lateral/medial and Dm - caudal/distal/
rostral.
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collagen density profiles in AC. Apart from the overlap-
ping spectra of the AC components (figure 3a), quanti-
tative FTIRμS is challenging because small changes in
peak shape and position may occur as a result of the
local composition or structure of the proteins [39]. The
baseline correction finally, lacks a theoretical or physical
background and its implementation is to a certain
degree arbitrary. In our experience, the choice of base-
line correction hardly influences the quantitative results,
as long as the same baseline correction is applied to all
samples and calibration sequences.
We treated the samples with sucrose and this hinders

analysis of GAG densities because the FTIRμS signal of
sucrose interferes with the signal of the sugar groups in
the GAGs. When we attempted GAG quantification on
samples that were not treated with sucrose, we found
similar to Rieppo et al. [39] that GAG densities can not
be reliably obtained from FTIRμS spectra. This is prob-
ably because collagen is much more abundant in AC
than the GAGs [3], and because the absorption for col-
lagen is higher than for chondroitin sulphate for equal
amounts of pure components (figure 3a).
Several approaches have been used for quantitative

analysis of AC FTIRμS spectra, e.g. integrated peak
areas [50], (partial) least square fits [52], Euclidean dis-
tance analysis [51] and deconvolution approaches [39].
Analysis with integrated peak areas is the most straight-
forward, and with our calibration sequence we estimated

an error of 5% for collagen densities for a 4:1 ratio of
collagen to chondroitin sulphate [1,3]. However, since
the development of the ratio of collagen to chondroitin
sulphate is unknown, we selected a different approach
to analyse our spectra because we could show that
chondroitin sulphate density does not affect the para-
meter â (r2 = 2.2 · 10-3, equation 5).
The spatial and temporal collagen density profiles in

the current study are similar to those in a previous
FTIRμS study into postnatal AC development by Rieppo
et al. [21]. Rieppo et al. [21] looked at domestic pig AC
from the femoral groove at 4 months, 11 months and
21 months of age. As in our study, they found that col-
lagen density shows a maximum between the superficial
and deep zone in the youngest age group, and that col-
lagen density increases monotonically between the
superficial and the deep zone for the oldest animals [21,
figure 4a]. Also, the order of magnitude of collagen den-
sity in the adult animals in our study is in line with pre-
vious reports on total AC density, e.g. ≈ 1.4 g/ml for
bovine [2] and human AC [17].
In our previous study on collagen orientation [23], we

observed that the caudal site developed differently from
the distal and rostral sites. We can not show such a differ-
ence in the current study. We do find significant but small
(2.7%) differences in rmax between lateral sites and medial
sites (medial sites higher). In our previous study [23], we
found an effect for the lateral sites and medial sites for the

Figure 6 Interpretation of retardance valley near the articular surface. Mean collagen densities (rcol, dashed) for 0 weeks (gray) and 72
weeks (black) together with mean retardance results (Δ, solid) from our previous study [23]. The valley in collagen density can partly explain the
retardation valley in the youngest animals, but not in the oldest animals.
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collagen orientation pattern (superficial zone thicker at lat-
eral site). Whether or not these effects are related cannot
be resolved from these studies. Dedicated finite element
models can be an aid for a functional analysis of these
effects, e.g. [10,18]. In our previous study [23] we found
that differences during development had disappeared in
the last sample point (72 weeks). In that study, we
explained the lack of differences in the mature animals by
the near congruent joint that we investigated. Our current
results support that explanation: we observe very little dif-
ferences in collagen density over this near congruent joint
surface. It thus appears that the expected different loading
regimes for the different sites (more static at the distal site,
intermittent at the caudal and rostral sites) have little
influence in the joint and animal that we investigated.
Finite element models can also assist in a functional

analysis of the depth-dependent collagen density devel-
opment in postnatal life, e.g. [10,29,53]. We performed
such a functional analysis [18] with our earlier data on
collagen orientation remodelling [23]. In that functional
analysis [18] we found a marked increase in AC stiffness
near the bone, but not at the articular surface. Thus, the
effect of postnatal collagen reorientation is the (further)
development of depth-dependent mechanical properties
in AC. These depth-dependent mechanical properties of
AC are thought to be important for the adult functions
of AC [8,12,54,55]. In the current study, collagen density
increases most in the deep cartilage. Because cartilage
stiffness correlates positively with collagen density
[16,56] we hypothesise that this depth-dependent distri-
bution of collagen density also contributes to the devel-
opment of a depth-dependent gradient in mechanical
properties of AC in postnatal life.
With this paper, we complement our earlier data on

postnatal collagen reorientation in the same animals
[23]. The combination of the two data sets provides bet-
ter tools for functional analysis of the role of the col-
lagen fibre network during development, e.g. by
composition based finite element models [10,18,53].
Also, the combination of retardance results and collagen
density results (figure 6) enabled us to further illustrate
the peculiar nature of the transitional zone in the peri-
natal animals [20,23]. We thus contribute to a better
understanding of the mechanobiology of articular carti-
lage development. With additional information on the
development of GAG concentrations and fixed charge
densities in the AC, it becomes possible to estimate the
mechanical environment that drives the depth-depen-
dent AC development in general, and depth-dependent
collagen remodelling in particular.

Conclusions
Collagen densities in articular cartilage increase in post-
natal life with depth-dependent variation: the increase in

collagen density at the articular surface is smaller than
the increase in maximum collagen density in the deep
cartilage. Collagen density does not stabilise by 72
weeks, the last sample point in this study. Because carti-
lage stiffness correlates positively with collagen density
[16,56], we predict that the depth-dependent pattern of
collagen density remodelling contributes to the func-
tional depth-dependent gradient in the mechanical
properties of AC.
We find strong evidence for a valley in collagen densi-

ties near the articular surface (d < 100 μm) that is pre-
sent in the youngest animals, but that has disappeared
in the oldest animals. A valley in retardance near the
articular surface is traditionally interpreted as the result
of a decrease in collagen anisotropy. Our current results
show that the retardance valley in perinatal animals also
reflects a decrease in collagen density.

Acknowledgements
We kindly thank Wim van de Laan for providing the sheep. From
Wageningen University, we thank the people at De Haar/Ossekampen
laboratory animal facility for taking care of the sheep, and we thank Dr. Bas
Engel from the Biometris group for his support with the statistics.

Author details
1Wageningen University, Department of Animal Sciences, Experimental
Zoology Group, PO Box 338, 6700 AH, Wageningen, The Netherlands.
2Wageningen University, Laboratory for Organic Chemistry, PO Box 8026,
6700 EG, Wageningen, The Netherlands.

Authors’ contributions
MvT carried out the design of the study and its coordination, the data
acquisition (FTIRμS-measurements), processing, (statistical) analysis and
interpretation, and drafting the manuscript. HS carried out the acquisition of
data (sample preparation & histology), and participated in data analysis and
interpretation and drafting the manuscript. BvL assisted with the data
acquisition and participated in the interpretation of data and critical revisions of
the manuscript. HZ participated in the interpretation of data and critical
revisions of the manuscript. SK and JvL participated in the design of the study
and its coordination, data analysis and interpretation and critical revisions of the
manuscript. All authors read and approved the final manuscript.

Received: 18 June 2010 Accepted: 22 October 2010
Published: 22 October 2010

References
1. Venn M, Maroudas A: Chemical composition and swelling of normal and

osteoarthrotic femoral head cartilage. I. Chemical composition. Annals of
the Rheumatic Diseases 1977, 36(2):121-129.

2. Shapiro E, Borthakur A, Kaufman J, Leigh J, Reddy R: Water distribution
patterns inside bovine articular cartilage as visualized by 1H magnetic
resonance imaging. Osteoarthritis & Cartilage 2001, 9(6):533-538.

3. Mow VC, Guo XE: Mechano-electrochemical properties of articular
cartilage: their inhomogeneities and anisotropies. Annual Review of
Biomedical Engineering 2002, 4:175-209.

4. Benninghoff A: Form und Bau der Gelenkknorpel in ihren Beziehungen
zur Funktion. Zweiter Teil: Der Aufbau des Gelenkknorpels in seinen
Beziehungen zur Funktion. Zeitschrift für Zellforschung und Mikroskopische
Anatomie 1925, 2:783-862.

5. Clark JM: Variation of collagen fiber alignment in a joint surface: a
scanning electron microscope study of the tibial plateau in dog, rabbit,
and man. Journal of Orthopaedic Research 1991, 9(2):246-257.

6. Hughes L, Archer C, Ap Gwynn I: The ultrastructure of mouse articular
cartilage: collagen orientation and implications for tissue functionality. A

van Turnhout et al. BMC Developmental Biology 2010, 10:108
http://www.biomedcentral.com/1471-213X/10/108

Page 10 of 12

http://www.ncbi.nlm.nih.gov/pubmed/856064?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/856064?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/12117756?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/12117756?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/1992075?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/1992075?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/1992075?dopt=Abstract


polarised light and scanning electron microscope study and review.
European Cells&Materials Journal 2005, 9:68-84.

7. Xia Y: Averaged and depth-dependent anisotropy of articular cartilage
by microscopic imaging. Seminars in Arthritis and Rheumatism 2008,
37(5):317-327.

8. Schinagl RM, Gurskis D, Chen AC, Sah RL: Depth-dependent confined
compression modulus of full-thickness bovine articular cartilage. Journal
of Orthopaedic Research 1997, 15(4):499-506.

9. Buckley MR, Bergou AJ, Fouchard J, Bonassar LJ, Cohen I: High-resolution
spatial mapping of shear properties in cartilage. Journal of Biomechanics
2009, 43(4):796-800.

10. Wilson W, Huyghe J, van Donkelaar C: Depth-dependent compressive
equilibrium properties of articular cartilage explained by its
composition. Biomechanics and Modeling in Mechanobiology 2007,
6(1-2):43-53.

11. Chegini S, Ferguson SJ: Time and depth dependent poisson’s ratio of
cartilage explained by an inhomogeneous orthotropic fiber embedded
biphasic model. Journal of Biomechanics 2010, 43(9):1660-1666.

12. Klein TJ, Chaudhry M, Bae WC, Sah RL: Depth-dependent biomechanical
and biochemical properties of fetal, newborn, and tissue-engineered
articular cartilage. Journal of Biomechanics 2007, 40:182-190.

13. Ateshian GA: The role of interstitial fluid pressurization in articular
cartilage lubrication. Journal of Biomechanics 2009, 42(9):1163-1176.

14. Goldring MB: Update on the biology of the chondrocyte and new
approaches to treating cartilage diseases. Best Practice&Research Clinical
Rheumatology 2006, 20(5):1003-1025.

15. Maroudas A: Balance between swelling pressure and collagen tension in
normal and degenerate cartilage. Nature 1976, 260(5554):808-809.

16. Bank RA, Soudry M, Maroudas A, Mizrahi J, TeKoppele JM: The increased
swelling and instantaneous deformation of osteoarthritic cartilage is
highly correlated with collagen degradation. Arthritis and Rheumatism
2000, 43(10):2202-2210.

17. Basser PJ, Schneiderman R, Bank RA, Wachtel E, Maroudas A: Mechanical
properties of the collagen network in human articular cartilage as
measured by osmotic stress technique. Archives of Biochemistry and
Biophysics 1998, 351(2):207-219.

18. Van Turnhout MC, Kranenbarg S, Van Leeuwen JL: Contribution of
postnatal collagen reorientation to depth-dependent mechanical
properties of articular cartilage. Biomechanics and Modeling in
Mechanobiology 2010, [Online first].

19. Archer CW, Dowthwaite GP, Francis-West P: Development of synovial
joints. Birth Defects Research Part C: Embryo Today: Reviews 2003,
69(2):144-155.

20. Van Turnhout MC, Haazelager MB, Gijsen MA, Schipper H, Kranenbarg S,
Van Leeuwen JL: Quantitative description of collagen structure in the
articular cartilage of the young and adult equine distal metacarpus.
Animal Biology 2008, 58(4):353-370.

21. Rieppo J, Hyttinen M, Halmesmaki E, Ruotsalainen H, Vasara A, Kiviranta I,
Jurvelin J, Helminen H: Changes in spatial collagen content and collagen
network architecture in porcine articular cartilage during growth and
maturation. Osteoarthritis&Cartilage 2009, 17(4):448-455.

22. Julkunen P, Iivarinen J, Brama P, Arokoski J, Jurvelin J, Helminen H:
Maturation of collagen fibril network structure in tibial and femoral
cartilage of rabbits. Osteoarthritis&Cartilage 2010, 18(3):406-415.

23. Van Turnhout MC, Schipper H, Engel B, Buist W, Kranenbarg S, Van
Leeuwen JL: Postnatal development of collagen structure in ovine
articular cartilage. BMC Developmental Biology 2010, 10:62.

24. Bland YS, Ashhurst DE: Development and ageing of the articular cartilage
of the rabbit knee joint: distribution of the fibrillar collagens. Anatomy
and Embryology 1996, 194(6):607-619.

25. Bland YS, Ashhurst DE: Changes in the content of the fibrillar collagens
and the expression of their mRNAs in the menisci of the rabbit knee
joint during development and ageing. Histochemical Journal 1996,
28(4):265-274.

26. Morrison E, Ferguson M, Bayliss M, Archer C: The development of articular
cartilage: I. The spatial and temporal patterns of collagen types. Journal
of Anatomy 1996, 189(Pt 1):9-22.

27. Brama P, TeKoppele J, Bank R, Barneveld A, Van Weeren P: Functional
adaptation of equine articular cartilage: the formation of regional
biochemical characteristics up to age one year. Equine Veterinary Journal
2000, 32(3):217-221.

28. Williamson AK, Chen AC, Masuda K, Thonar EJM, Sah RL: Tensile
mechanical properties of bovine articular cartilage: variations with
growth and relationships to collagen network components. Journal of
Orthopaedic Research 2003, 21(5):872-880.

29. Julkunen P, Harjula T, Iivarinen J, Marjanen J, Seppänen K, Närhi T,
Arokoski J, Lammi MJ, Brama P, Jurvelin J, Helminen H: Biomechanical,
biochemical and structural correlations in immature and mature rabbit
articular cartilage. Osteoarthritis&Cartilage 2009, 17(12):1628-1638.

30. Wong M, Wuethrich P, Buschmann M, Eggli P, Hunziker E: Chondrocyte
biosynthesis correlates with local tissue strain in statically compressed
adult articular cartilage. Journal of Orthopaedic Research 1997,
15(2):189-196.

31. Vanderploeg E, Wilson C, Levenston M: Articular chondrocytes derived
from distinct tissue zones differentially respond to in vitro oscillatory
tensile loading. Osteoarthritis&Cartilage 2008, 16(10):122-1236.

32. Van Turnhout MC, Kranenbarg S, Van Leeuwen JL: Modelling optical
behaviour of birefringent biological tissues for evaluation of quantitative
polarised light microscopy. Journal of Biomedical Optics 2009, 14(5):054018.

33. Beer A: Bestimmung der Absorption des rothen Lichts in farbigen
Flüssigkeiten. Annalen der Physik 1852, 162(5):78-88.

34. Perrin FH: Whose Absorption Law? Journal of the Optical Society of America
1948, 38:72-74.

35. Brommer H, Brama P, Laasanen M, Helminen H, Van Weeren P, Jurvelin J:
Functional adaptation of articular cartilage from birth to maturity under
the influence of loading: a biomechanical analysis. Equine Veterinary
Journal 2005, 37(2):148-154.

36. Scheres L, Ter Maat J, Giesbers M, Zuilhof H: Microcontact printing onto
oxide-free silicon via highly reactive acid fluoride-functionalized
monolayers. Small 2010, 6(5):642-650.

37. Pirzer M, Sawatzki J: Method of processing and correcting spectral data
in two-dimensional representation. US patent 7359815 2008 [http://www.
patentstorm.us/patents/7359815/fulltext.html].

38. Rieppo J, Hyttinen MM, Jurvelin JS, Helminen HJ: Reference sample
method reduces the error caused by variable cryosection thickness in
Fourier transform infrared imaging. Applied Spectroscopy 2004, 58:137-140.

39. Rieppo L, Saarakkala S, Närhi T, Holopainen J, Lammi M, Helminen H,
Jurvelin J, Rieppo J: Quantitative analysis of spatial proteoglycan content
in articular cartilage with Fourier transform infrared imaging
spectroscopy: Critical evaluation of analysis methods and specificity of
the parameters. Microscopy Research and Technique 2010, 73(5):503-512.

40. Schall R: Estimation in generalized linear models with random effects.
Biometrika 1991, 78(4):719-727.

41. Breslow N, Clayton D: Approximate inference in generalized linear mixed
models. Journal of the American Statistical Association 1993, 88(421):9-25.

42. Engel B, Keen A: A simple approach for the analysis of generalized linear
mixed models. Statistica Neerlandica 1994, 48:1-22.

43. Payne R, Harding S, Murray D, Soutar D, Baird D, Glaser A, Channing I,
Welham S, Gilmour A, Thompson R, Webster R: The Guide to GenStat Release
12 VSN International, Hemel Hempstead; 2009.

44. Kenward MG, Roger JH: Small sample inference for fixed effects from
restricted maximum likelihood. Biometrics 1997, 53(3):983-997.

45. Xia Y, Moody JB, Alhadlaq H, Hu J: Imaging the physical and
morphological properties of a multi-zone young articular cartilage at
microscopic resolution. Journal of Magnetic Resonance Imaging 2003,
17(3):365-374.

46. Módis L, Botos Á, Kiviranta I, Lukácskó L, Helminen H: Differences in
submicroscopic structure of the extracellular matrix of canine femoral
and tibial condylar articular cartilages as revealed by polarization
microscopical analysis. Acta Biologica Hungaria 1996, 47(1-4):341-353.

47. Hunziker E, Kapfinger E, Geiss J: The structural architecture of adult
mammalian articular cartilage evolves by a synchronized process of
tissue resorption and neoformation during postnatal development.
Osteoarthritis&Cartilage 2007, 15(4):403-413.

48. Boskey A, Camacho NP: FT-IR imaging of native and tissue-engineered
bone and cartilage. Biomaterials 2007, 28(15):2465-2478.

49. Barer R, Cole A, Thompson H: Infra-red spectroscopy with the reflecting
microscope in physics, chemistry and biology. Nature 1949,
163(4136):198-201.

50. Camacho NP, West P, Torzilli PA, Mendelsohn R: FTIR microscopic imaging
of collagen and proteoglycan in bovine cartilage. Biopolymers 2001,
62:1-8.

van Turnhout et al. BMC Developmental Biology 2010, 10:108
http://www.biomedcentral.com/1471-213X/10/108

Page 11 of 12

http://www.ncbi.nlm.nih.gov/pubmed/17888496?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/17888496?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/9379258?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/9379258?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19896130?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19896130?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/16710737?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/16710737?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/16710737?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/20392445?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/20392445?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/20392445?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/16387310?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/16387310?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/16387310?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19464689?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19464689?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/1264261?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/1264261?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/11037879?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/11037879?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/11037879?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/9515057?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/9515057?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/9515057?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/20526790?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/20526790?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/20526790?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/20529268?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/20529268?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/8957536?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/8957536?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/8762058?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/8762058?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/8762058?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/8771392?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/8771392?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/10836476?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/10836476?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/10836476?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/12919876?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/12919876?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/12919876?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/9167620?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/9167620?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/9167620?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19895120?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19895120?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19895120?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/18905697?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/15779628?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/15779628?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/20143349?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/20143349?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/20143349?dopt=Abstract
http://www.patentstorm.us/patents/7359815/fulltext.html
http://www.patentstorm.us/patents/7359815/fulltext.html
http://www.ncbi.nlm.nih.gov/pubmed/14727731?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/14727731?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/14727731?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19839035?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19839035?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19839035?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19839035?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/9333350?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/9333350?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/12594728?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/12594728?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/12594728?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/17175021?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/17175021?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/18109152?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/18109152?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/11135186?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/11135186?dopt=Abstract


51. Potter K, Kidder LH, Levin IW, Lewis EN, Spencer RG: Imaging of collagen
and proteoglycan in cartilage sections using Fourier transform infrared
spectral imaging. Arthritis and Rheumatism 2001, 44(4):846-855.

52. David-Vaudey E, Burghardt A, Keshari K, Brouchet A, Ries M, Majumdar S:
Fourier Transform Infrared Imaging of focal lesions in human
osteoarthritic cartilage. European Cells & Materials Journal 2005, 10:51-60.

53. Ateshian GA, Rajan V, Chahine NO, Canal CE, Hung CT: Modeling the
matrix of articular cartilage using a continuous fiber angular distribution
predicts many observed phenomena. Journal of Biomechanical Engineering
2009, 131(6):061003.

54. Krishnan R, Park S, Eckstein F, Ateshian GA: Inhomogeneous cartilage
properties enhance superficial interstitial fluid support and frictional
properties, but do not provide a homogeneous state of stress. Journal of
Biomechanical Engineering 2003, 125(5):569-577.

55. Federico S, Herzog W: On the anisotropy and inhomogeneity of
permeability in articular cartilage. Biomechanics and Modeling in
Mechanobiology 2008, 7(5):367-378.

56. Williamson AK, Chen AC, Sah RL: Compressive properties and function-
composition relationships of developing bovine articular cartilage.
Journal of Orthopaedic Research 2001, 19(6):1113-1121.

doi:10.1186/1471-213X-10-108
Cite this article as: van Turnhout et al.: Postnatal development of depth-
dependent collagen density in ovine articular cartilage. BMC
Developmental Biology 2010 10:108.

Submit your next manuscript to BioMed Central
and take full advantage of: 

• Convenient online submission

• Thorough peer review

• No space constraints or color figure charges

• Immediate publication on acceptance

• Inclusion in PubMed, CAS, Scopus and Google Scholar

• Research which is freely available for redistribution

Submit your manuscript at 
www.biomedcentral.com/submit

van Turnhout et al. BMC Developmental Biology 2010, 10:108
http://www.biomedcentral.com/1471-213X/10/108

Page 12 of 12

http://www.ncbi.nlm.nih.gov/pubmed/11315924?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/11315924?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/11315924?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19449957?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19449957?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19449957?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/14618915?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/14618915?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/14618915?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/17619089?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/17619089?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/11781013?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/11781013?dopt=Abstract

	Abstract
	Background
	Results
	Conclusions

	Background
	Methods
	Animals
	Sample preparation
	FTIRμS system
	FTIRμS calibration
	Statistical analysis

	Results
	Discussion
	Conclusions
	Acknowledgements
	Author details
	Authors' contributions
	References

