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Abstract
Glycomic analysis is an increasingly important field in biological and biomedical research as
glycosylation is one of the most important protein post-translational modifications. We have
developed a new technique to detect carbohydrates using surface enhanced Raman spectroscopy
(SERS) by designing and applying a Rhodamine B derivative as the SERS tag. Using a reductive
amination reaction, the Rhodamine-based tag (RT) was successfully conjugated to three model
carbohydrates (glucose, lactose and glucuronic acid). SERS detection limits obtained with 632 nm
HeNe laser were ~1 nM in concentration for all the RT-carbohydrate conjugates and ~10 fmol in
total sample consumption. The dynamic range of the SERS method is about 4 orders of
magnitude, spanning from 1 nM to 5 µM. Ratiometric SERS quantification using isotope-
substituted SERS internal references also allows comparative quantifications of carbohydrates
labeled with RT and deuterium/hydrogen substituted RT tags, respectively. In addition to
enhancing the SERS detection of the tagged carbohydrates, the Rhodamine tagging facilitates
fluorescence and mass spectrometric detection of carbohydrates. Current fluorescence sensitivity
of RT-carbohydrates is ~ 3 nM in concentration while the mass spectrometry (MS) sensitivity is
about 1 fmol that was achieved with linear ion trap electrospray ionization (ESI)-MS instrument.
Potential applications that take advantage of the high SERS, fluorescence and MS sensitivity of
this SERS tagging strategy are discussed for practical glycomic analysis where carbohydrates may
be quantified with a fluorescence and SERS technique, and then identified with ESI-MS
techniques.
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INTRODUCTION
Glycosylation an important type of protein post-translational modification and is implicated
in many physiological and pathological processes. Quantitative glycomics, the study of the
types and quantities of carbohydrates (glycan) present in protein or tissue samples are of
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great importance in disease mechanism investigation, biomarker discovery as well as
clinical diagnosis and prognosis. Carbohydrate analysis is intrinsically challenging. Unlike
other biomolecules such as protein and DNA, carbohydrate has no endogenous
chromophores, which precludes UV-Vis and fluorescence detection of unlabeled
carbohydrates. In addition, mass spectrometric (MS) analysis of native, underivatized
glycans is also difficult since they are usually neutral molecules with relatively poor
ionization efficiency and their spectra are often complicated by loss of functional group(s).
Essentially all the current glycomic analytical methods that are mainly fluorescence- or MS -
based, involve fluorophore or mass tag labeling to facilitate carbohydrate detections. In the
MS based carbohydrate analysis, by derivatization of oligosaccharide with the cationic
carboxylmethyl trimethylammonium hydrazine or Girard’s T reagent, matrix assisted laser
desorption ionization (MALDI) and electrospray ionization (ESI) MS detection sensitivity is
greatly enhanced.1–3 A MS detection sensitivity of 20 fmol of the derivatized glycan has
been reported.2 To date, various fluorophore tags have also been developed for carbohydrate
analysis4 and sub pmol fluorescence sensitivity can be achieved with oligosaccharides
labeled with fluorescence dyes.5–7

With its single molecule sensitivity demonstrated with selected molecules such as
Rhodamine 6G and adenine,8 SERS has drawn significant interest for its potential
application for ultrasensitive biomolecule detection.9, 10 While label-free SERS detection
of protein, DNA, carbohydrate has been demonstrated, their quantification sensitivity is
severely limited. To date, the best SERS sensitivity of label-free carbohydrate is low mM,
which was demonstrated with monosaccharide glucose, fructose,11 and disaccharide lactose.
12

One possible approach to improve the SERS detection sensitivity of biomolecule is the
SERS tagging strategy, i.e, to covalently attach a known SERS active molecule, a
fluorescence dye in many cases, to the biomolecules, hoping that SERS activity of the free
dye can be entirely or largely translated to the biomolecule-dye conjugate. To date SERS
tagging method has been explored with both DNA and protein detection.13–19 To the best
of our knowledge, however, SERS tagging for carbohydrate detection is an entirely
unexplored area.

Herein, we demonstrated the first proof-of-concept study of SERS tagging method for
carbohydrate detection based on reaction scheme shown in Figure 1. In addition to direct
carbohydrate detection based on the SERS signal of the tag molecule, ratiometric SERS
quantification was also explored using the pair of the Rhodamine tags that differ only in
their isotope substitution (Fig. 1). In order to study the possible effect of carbohydrate
charge and the size on the SERS detection sensitivity of this SERS tagging methods, three
model carbohydrates, glucose, glucuronic acid and lactose, that differ in chain lengths and/or
charge states were included in this investigation. While lactose is a neutral disaccharide
consisting of galactose and glucose bonded through a β1→4 glycosidic linkage, glucose is a
neutral monosaccharide well-known for its biological significance as an important
biomarker for metabolic diseases, such as diabetes. Glucuronic acid (molecular formula:
C6H10O7) is a glucose derivative that is produced by oxidation of the hydroxyl group of
glucose. Since pKa of the glucuronic acid is 4.8,20 it is negatively charged at neutral pH. As
an important food ingredient,21 glucuronic acid plays an essential role in body metabolism
as it conjugates with exogenous and endogenous toxic substances to facilitate their excretion
into urine or bile.22, 23 Detection of glucuronic acid and its derivatives is important in both
food and biomedical research.23

To our knowledge, the use of Rhodamine B as a tag for carbohydrate detection has not been
demonstratedin previous published studies. The choice to use the Rhodamine B derivative as
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our SERS tag is based on the following considerations: (i) The high SERS and fluorescence
activity of the Rhodamine dyes, 24–26 and (ii) the potential to improve MS detection of
tagged carbohydrates due to positive charge of the SERS tag moiety.27 As a result, our
SERS tagging strategy may provide an advantage for facilitating multimode carbohydrate
detection that includes SERS, fluorescence and MS methods. Such a characteristic, on one
hand allows us to compare the SERS detection sensitivity with the fluorescence and MS
methods. On the other hand, it provides a synergy for parallel or sequential carbohydrate
analysis that combines SERS a fluorescence carbohydrate quantification with MS based
carbohydrate identification. Such a feature is of tremendous importance in practical
glycomic analysis where the information is often required about the identity and quantity of
the carbohydrates derived from the biological sample.

EXPERIMENTAL
Chemicals and Instruments

All the reagents used were of analytical grade (Sigma-Aldrich, St. Louis, MO). High-purity
water (Nanopure, Thermo Scientific) was used throughout this study. SERS spectra were
obtained with LabRam HR Raman microscopy system (Horiba Jobin Yvon, Edison, NJ)
with a 633 nm HeNe laser. The spectrograph used in this system has a focal length of 800
mm and a grating of 600 grooves/mm. Two Agilent ESI-MS systems were used in this work.
While the progress of the RT-carbohydrate conjugation reaction was monitored using an
Agilent 6120 Quadrupole HPLC/MS (Santa Clara, CA), the ESI-MS sensitivity of RT-
carbohydrate was determined with a linear ion trap LTQ/Orbitrap XL (ThermoFisher
Scientific, San Jose, CA) nanoLC-MS. Fluorescence measurement of the RT and RT-
carbohydrates was determined with Olis spectrofluorimeter (Bogart, GA). The UV-Vis
measurements were carried out with a Thermo Fisher Scientific Evolution 300 UV-Vis
Spectrophotometer (Waltham, MA). The RamChip slides used for SERS spectra acquisition
are acquired from Z&S Tech LLC. Before use, the Ramchips were rinsed with Nanopure
water and dried under the flow of N2.

Preparation of RTd4
RTd4 was prepared according to published procedures19, 28. Briefly two equivalent of 3-
(Diethylamino)phenol and one equivalent of pthalic –d4 anhydride was used in synthesizing
rhodamine B-d4. The reaction was carried out at 170°C using o- dichlorobenzene as the
solvent19 The product was then purified by flash chromatography using dichloromethane
and methanol as the eluant. Rhodamine B-d4 was then treated with piperazine in the
presence of HBTU at room temperature to give RTd4 that is also purified flash
chromatography. Purified Rhodamine B-d4 and RTd4 were characterized using NMR and
MS. Detailed synthetic procedure was given in the supporting information (Scheme S1)..

Synthesis of RT-carbohydrate conjugate
RT was prepared according to the published procedure,26 and was purified using flash
column chromatography (Supporting Information, Scheme S2). Conjugation of RT and
RTd4 with model carbohydrates was conducted based on the reductive amination reaction.29
Briefly, one equivalent of model carbohydrate was added to the reaction mixture of 1.5
equivalents of labeling RT and four equivalents of reducing agent NaCNBH3 in methanol/
acetic acid (7:3). The reaction was carried at 60 °C for 4 hrs. The progression of conjugation
reaction is monitored periodically with ESI-MS for every 20 mins by direct injection of the
reaction mixture into the Agilent Quadrupole MS unit. Successful conjugation of RTd4 with
glucose was confirmed with MS (Supporting Information S1). HPLC purification of the
conjugated carbohydrates was conducted using HPLC-MS system with a C18 reversed phase
column using acetonitrile and water that contained 1% acetic acid for gradient elution. The
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water content in the gradient elution changed from 80% to 20%. Because of the drastic
difference in their polarity, RT-conjugated carbohydrates can be readily separated from the
excessive dyes. Concentration of the RT-conjugated carbohydrates was determined with the
UV-Vis by assuming that carbohydrate conjugation doesn’t change the extinction coefficient
of the SERS tag that is 96,000 M−1cm−1. 26 Indeed, comparison of the UV-Vis spectra of
RT before and after carbohydrate conjugation revealed no significant difference in their UV-
Vis spectral profile (Supporting information, figure S2), confirming carbohydrate
conjugation has no significant impact on the electronic transition of the Rhodamine tag
moiety.

SERS spectral acquisition and data processing
AgNP used for the SERS measurements was prepared using citrate reduction method,30, 31
and it was stored in 4 °C. Typical SERS spectral acquisition was conducted as below: into a
10 µl sample solution 10 µl of as prepared AgNP was added, and the mixture was vortex for
~2 mins before the addition of 10 µl 1% KCl as aggregation agent.30, 32 10 µL of the final
mixture was deposited onto a Ramchip slide for SERS spectral acquisition. It is important to
note that Ramchip slide is a stainless steel based sample substrate essentially free of Raman
and fluorescence background, thus no substrate background subtraction is needed.33 To
minimize solvent evaporation, all the SERS spectra were acquired at ambient condition
immediately after the sample deposition. Spectral acquisition was conducted with a 10X
Olympus objective (NA=0.25) and the laser power before objective was reduced to ~1.3
mW to avoid possible photochemical/photothermal damage. Spectral integration time was
varied from 1 s to 60 s. The Raman shift was calibrated using a neon lamp and the
wavenumber accuracy is about 0.5 cm−1. The SERS spectral intensity was determined based
on the net peak intensity that is calculated by subtracting the baseline intensity from the
Raman peak intensity.

Ratiometric SERS glucose quantification
Feasiblity of ratiometric SERS quantification of carbohydrate was demonstrated with
glucose only. Briefly a series of RT-glucose and RTd4-glucose mixtures were prepared with
concentration ratios from 1:4 to 4:1 and the total RT (or glucose) concentration of 20 nM.
Five independent SERS measurements were carried out for each sample.

Fluorescence measurements and data processing
The fluorescence emission spectrum was detected from 500 nm to 657 nm using a 1 mL
quartz cell that has a pathlength of 1 cm. Quantization sensitivity of RT and RT-
carbohydrate was determined using excitation wavelength of 565 nm, the peak UV-vis
absorbance for the RT-carbohydrate, and the fluorescence emission intensity at 588 nm. For
each sample an average of four repeated measurements were conducted to improve the
spectral signal to noise ratio. The fluorescence intensity is calculated based on intensity
difference between the sample and the blank.

pH dependence of SERS on RT and RT-carbohydrate
The pH dependence of SERS signal was investigated with the RT and RT-carbohydrate
conjugates, each prepared with 0.1 M NaOH, 0.1 M HCl as well as high purity water
respectively. The concentrations of analytes in all the solutions were kept constant at ~700
nM.

ESI-MS detection sensitivity of RT-carbohydrate
The ESI-MS detection sensitivity of the RT-carbohydrate was determined using a linear ion
trap nanoLC LTQ/Orbitrap XL HPLC-MS. Briefly, RT-carbohydrates of varying
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concentrations were first loaded onto a trap cartridge (Agilent, Palo Alto, CA) at a flow rate
of 2 µL/min. The trapped RT-carbohydrate were then eluted onto a reversed phase PicoFrit
column (New Objective, Woburn, MA) using a linear gradient of acetonitrile (2–60%)
containing 0.1% formic acid. The duration of the gradient was 25 mins at a flow rate of 0.25
µL/min. The eluted RT-carbohydrate conjugates were sprayed into a LTQ/Orbitrap mass
spectrometer equipped with a nanospray ion source and detected with positive ion mode.

RESULT AND DISCUSSION
RT-carbohydrate conjugation

Reductive amination via a Schiff base was a well-documented method for conjugation of
carbohydrate through their reducing end with fluorophore or MS tags for their optical
detection or MS detection.34–36 To date, most of reactive groups in the tagging reagents
has been either aryl or alkyl primary amines.34, 37, 38 There have been very few reports on
carbohydrate conjugations with secondary amine.

Progress of the RT conjugation reaction with the model carbohydrates was monitored with
both thin layer chromatography (TLC) and Quadrupole MS. Because of the large difference
in their polarity, the mobility of the RT in the TLC plate is drastically different before and
after its carbohydrate conjugation. While the TLC allows visual examination of the progress
of the reaction, the ESI-MS offers confirmation of the reaction products. Figure 1 shows (A)
the temporal MS spectra acquired with the RT/glucuronic acid solution and (B) MS spectra
of HPLC purified RT-glucose, RT-lactose and RT-glucuronic acid.

The attenuation in the relative abundance of the molecular ion MS peak of RT (cal. 511.3,
exp. 511.3) and the concurrent increment in the abundance of the RT-glucuronic acid (cal
689.5, exp. 689.3) in the MS spectra of the RT/glucuronic acid reaction solution indicate the
successful conjugation reaction between RT and the glucuronic acid. Since RT is the
limiting reagent in this conjugation reaction, the complete disappearance of RT peak after 4
hours of reaction period indicates that the conjugation reaction between glucuronic acid and
RT completes within 4 hours. Similar results were found with the conjugation reactions
between RT with glucose and lactose respectively (data not shown), indicating this
conjugation reaction doesn’t depend significantly on the charge states and chain length of
the three model carbohydrates.

The ESI-MS spectra in Figure 1(B) demonstrated that under our experimental conditions, all
of RT-carbohydrate conjugates were dominantly doubly charged (M+ H)2+. This result is
not surprising given the fact that the Rhodamine B moiety is singly charged, and the tertiary
amine group produced by the reductive amination is most likely protonated under HPLC-
ESI Quadrupole MS conditions where the solvent was acidified with 1% acetic acid. It is
known the pKa of protonated alkyl amine is in the range of 9 to 11. As a result, the most of
tertiary amine groups are protonated in neutral and acidic solutions. As for the glucuronic
acid, since the pH value of HPLC solvent is about ~ 3, which significantly smaller than its
pKa (4.8) of glucuronic acid,20 no significant ionization of the carboxyl group is expected
for this functional group. As a result, most of the RT-glucuronic acid is doubly charged
under our spectral acquisition conditions, similar to RT-glucose and RT-lactose. It is
interesting to note, however, compared to the RT-lactose for which the ratio between the
singly charged and doubly charged molecular ions is about 1:2, the ratio of the doubly
charged RT-glucuronic acid and RT-glucose is significantly higher (singly:doubly charged ~
1:4). Detailed reason for this difference is currently unclear; the results shown in Fig. 1
clearly demonstrate the successful synthesis of the RT-carbohydrate conjugate as depicted in
the reaction scheme 1.
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SERS spectra of the RT-carbohydrate conjugates
The representative SERS spectra of RT and RT conjugated with three model carbohydrates
were shown in Fig. 2 while the sample concentration of all the samples were kept ~50 nM.
Evidently, all the samples have the essentially identical SERS features, indicating (a) the
SERS feature of the RT moiety dominates the SERS spectra of the RT-carbohydrate
conjugates and (b) carbohydrate conjugation has no significant discernible impact on the
SERS spectral feature of RT. This result is not surprising given the single molecule SERS
sensitivity demonstrated for Rhodamine dye such as Rhodamine 6G.8, 24 One important
implication of this result is that like the fluorophore tagging, this SERS tagging method may
be used for quantification of RT-carbohydrate conjugate but can’t identify the carbohydrate
to which the RT is conjugated to. As a result, for practical glycomic analysis where the
identity and quantity of carbohydrates derived from biological samples are often needed, this
SERS tagging strategy has to been used in tandem with carbohydrate identification
techniques such as MS method.

pH dependence of the SERS signal
To be SERS active, the molecule of interest has to be in the close proximity to the SERS
active surface through chemical bonding or physical adsorption. Since AgNP used in the
SERS measurements was produced by the citrate reduction and is thus negatively charged,
39, 40 the charge states of the analyte may play a significant role in the analyte adsorption
onto the AgNP surface, which in turn change the SERS activity of the analyte molecule. For
RT and RT–carbohydrates, while the Rhodamine moiety is positively charged, the
protonization state of the secondary amine or the tertiary amine and the carboxyl group in
RT-glucuronic acid are pH dependent. Investigation of the possible pH dependence of the
SERS signal of RT-carbohydrate conjugates is important for optimization of the
experimental conditions for optimal SERS detection of RT conjugated carbohydrates. Figure
3 (A) shows the representative SERS spectra of RT in 0.1 M NaOH, 0.1 M HCl and in
water, and Fig 3(B) demonstrated the relative SERS intensity of RT, RT-carbohydrate
conjugates in these solvents. It should be noted that for each sample, the spectral intensity
were normalized so that the average SERS intensity in the spectrum of the acidic solution is
10,000 counts.

The result in Fig. 3(A) shows that the SERS spectral profile (peak correlations) of RT were
identical in all the three pH conditions tested. Similar results were found for the RT-
carbohydrate conjugates at different pHs (data not shown). However, in contrast to their
SERS spectral profile that is pH independent, the SERS signal intensity of the all the
analytes exhibited remarkable pH dependence as shown in Fig. 3(B). For each sample,
similar SERS intensity was observed in the acidic and neutral solutions, which is about 3 to
5 times higher than the SERS signal obtained with the basic solution. While the similar
SERS activity between their respective acidic and neutral pH solution is expected for RT-
lactose and RT-glucose is somewhat expected as for both analyte the charge state remained
unchanged between these pH conditions, the similar SERS activity for glucuronic acid at
neutral and acidic solution can be perplexing. As demonstrated with the ESI-MS spectra of
RT-glucuronic acid shown in Fig. 2, RT-glucuronic acid is doubly positively charged at
acidic pH. However, at neutral pH RT-glucuronic acid is most likely to be singly positively
charged because of the ionization of the carboxyl group, thus the affinity of RT-glucuronic
acid to the AgNP is likely different at acidic and neutral pHs. The similar pH dependence of
the SERS signal of three RT-carbohydrate conjugates and RT itself suggests that charge
state of the carbohydrate moiety has no significant impact on the SERS characteristic of the
RT-carbohydrate conjugates. The lower SERS activity of RT and RT-carbohydrates at their
basic solutions may be associated with the fact the structural modification in the RT moiety
at this pH. Indeed, UV-Vis measurement shows that unlike the RT in H2O and 0.1 M HCl
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that has similar UV-Vis spectral features, the peak UV absorbance of RT dissolved in 0.1M
NaOH is blue-shifted 2 nm (Supporting Information, figure S3).

SERS Sensitivity
Since the acidic and neutral solution of RT and RT-carbohydrates exhibit higher SERS
activities, the SERS detection sensitivity of RT-carbohydrate was determined with the
HPLC purified RT-carbohydrate diluted 0.1 M HCl. Figure 4 shows (A) the representative
SERS spectra obtained with the RT-glucose of different concentrations and (B) the
correlations between the SERS signal intensity and concentrations of RT-glucose, both in
logarithm scale. The SERS intensity was calculated based on the Raman intensity at 613
cm−1, and the spectral intensity was normalized to the spectral integration time.

The SERS spectra in Figure 4(A) demonstrate that quality SERS spectra can be acquired
with RT-glucose with sample concentration as low as 1 nM. Spectral quality of further
diluted sample is significantly worse, indicating that under our current experimental
condition (633 nm HeNe excitation), the SERS sensitivity of the RT-glucose is in the range
of 1 nM. Similar results were obtained with RT-glucuronic acid and RT-lactose (data not
shown), indicating that for these three model carbohydrates, the SERS sensitivity of RT-
carbohydrates has no significant dependence on the charge and chain length of the
carbohydrate moieties. Considering the fact that the sample volume used in our SERS
measurement is 10 µL, our detection sensitivity in terms of total sample consumption of RT-
carbohydrate is 10 fmol, which is significantly better than the ~1 pmol fluorescence
sensitivity reported in the literature for 8-aminopyrenesulfonic-acid conjugated
monosaccharides.5

It should be noted that further improvement in our SERS detection scheme is possible by
using surface enhanced resonance Raman excitation. Previous research has demonstrated
that by resonance Raman excitation, 10 to 100 times improvement in the SERS sensitivity
can be achieved.41, 42 Indeed, to date, most of the single molecule SERS was demonstrated
with resonance Raman excitation.43, 44

Another important note is that, compared to the 100 pM SERS sensitivity of RT alone
(without carbohydrate conjugation) obtained under our current spectral acquisition condition
(data not shown), the 1 nM SERS limit-of-detection of RT-carbohydrate conjugate is about
10 times higher. The reduced sensitivity is presumably due to the fact that as carbohydrates
are a class of highly water-soluble molecules, the affinity of the dye to the AgNP may be
reduced after its conjugation to carbohydrate. Imaginatively the free energy associated with
RT adsorption onto AgNP can be very different from the RT-carbohydrate as the later likely
has lower salvation free energy. Detailed understanding of causes of SERS sensitivity
difference between RT and RT-carbohydrate requires further experimental and theoretical
work and it is beyond the scope of current study.

Results in Fig. 4(B) demonstrates a strong correlation between the SERS intensity and the
analyte concentration over the concentration range from 1 nM to 5 µM, indicating the
possibility for prediction of carbohydrate concentrations based on its SERS intensity in this
calibration range. Excellent SERS spectra were obtained with RT-glucose samples with
concentration of 10 µM or above, however, their SERS signal intensity because relatively
constant for those highly concentrated samples, suggesting the RT-glucose reaches
saturation packing on the AgNP surface at a sample concentration between 5 to 10 µM. This
result indicates that linear dynamic range of this SERS detection scheme is from 1 nM to 5
µM under our current spectral acquisition conditions.
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It is important to note that even though the R2 value, the measure of the goodness-of-fitting
of the calibration curve in Fig. 4(B), is high, prediction of RT-carbohydrate concentration
based on the SERS intensity may not be reliable for many applications which requires high
quantification accuracy. Because of the wide sample calibration range (about four orders of
magnitude) for the data shown in Fig 4(B), even relatively large quantification error may not
appear significant in the calibration curve. Indeed, the largest relative standard deviation for
the result shown in the Fig. 4(B) is ~ 20%, which can be too high for applications in which
detecting a small difference in carbohydrate levels is important.

It is important to note that the SERS signal is not linearly dependent on sample
concentration although on a logarithmic scale, the SERS signal may be approximated to be
linearly dependent on sample concentration as shown in Fig. 4B. Indeed, if the SERS signal
is linearly correlated to sample concentration, the slope in the log-log calibration curve in
Fig. 4(B) should be 1, rather than the 0.87 observed in this work. Exact reasons for such a
deviation are beyond the scope of the current work. Key factors may include (i) the
intrinsically nonlinear dependence of analyte adsorption onto SERS substrates, (ii) signal
variations from AgNP aggregations, laser heating, etc. Nevertheless, the result shown in Fig
4 clearly demonstrates the excellent SERS sensitivity and wide dynamic range of the RT
conjugated carbohydrates.

Ratiometric SERS glucose quantification
Ratiometric SERS with an isotope substituted internal reference is a reliable SERS
quantification technique28, 33. In this method, a known amount of internal reference that
has the same molecular structure as the analyte but differs only in its isotope substitution, is
added into the SERS sample. Because the analyte and the internal reference have essentially
the same interfacial interaction characteristics with the same substrates, the concentration of
the analyte can be deduced from the SERS intensity ratio of the analyte and the internal
reference.

Ratiometric SERS carbohydrate quantification was demonstrated using glucose tagged with
RT and RTd4. As expected from our experience with isotope substituted R6G28, there are
small but definitive differences between the SERS spectra of RT-glucose and RTd4-glucose
(Supporting information, figure S4). Such differences are sufficient for quantitative
resolution of spectral contribution of individual analytes to the mixture SERS spectra
according to the peak intensity specific for RT and RTd4 (figure S4). Fig. 5 shows the SERS
spectra acquired with a series of RT-glucose and RTd4-glucose mixtures together with the
correlations between the spectral peak intensity ratios with the concentration ratios. The
excellent correlation in this calibration curve indicates that the concentration ratio can be
accurately and precisely predicted looking at the peak intensity ratio of RT and RTd4. In
addition to improving the SERS quantification accuracy of RT-carbohydrate, this ratiometric
SERS technique may also be used for comparative glycomic analysis where two glycan
samples are separately tagged with RT and RTd4 before combined together for ratiometric
quantification.

Fluorescence of RT-carbohydrate
Rhodamine dyes are well-known for their fluorescence activity.24 As a result, in addition to
their SERS detection, the RT-carbohydrate conjugates are also amenable for fluorescence
detection. Fig. 6 shows the fluorescence spectra of 7 nM and 1 nM RT-glucose dissolved in
water. Evidently the detection limit of the fluorescence method is somewhere between 7 nM
and 1 nM. Result in the inset shows the correlation between the fluorescence intensity of
RT-glucose with its concentration. Similar fluorescence spectra were obtained with RT-
glucuronic acid, the other RT-carbohydrate tested with the fluorescence method (Supporting
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information, figure S5). Both the RT-glucose and glucuronic acid data suggest the
fluorescence sensitivity of the RT-carbohydrates is ~ 3 nM in sample concentration and 3
pmol in total sample consumption (3 nM × 1 mL).

ESI-MS Detection of RT-carbohydrates
One key limitation in current fluorescence and SERS tagging methods is their inability in
biomolecule identification as the optical spectral features of the tagged biomolecules often
contain no structural information of the biomolecule moiety. In practical bioanalytical
applications where information about quantity and identity of the biomolecules is often
desired, the fluorescence and SERS method should be used in combination with a technique
that can provide structural information of the molecule, which is mass spectrometry in most
of the cases. 45–48 One key advantage of this Rhodamine dye/carbohydrate tagging is the
positive charge of the Rhodamine moiety possesses, which facilitates the MS detection of
the RT conjugated carbohydrates. As shown in the previous section, because of the positive
charge of the Rhodamine dye and the alkalinity of piperazine moiety in the RT, molecular
ion of RT conjugated carbohydrates can be readily detected under mild MS ionization
conditions such as ESI. Clearly exploration of the ESI-MS sensitivity for RT conjugated
carbohydrates is important to demonstrate the feasibility of this SERS tagging strategy for
tandem SERS and MS measurement of carbohydrates.

The Fig. 7 (A) shows the molecular ion current chromatograph of RT-lactose with total
sample injection of 10 fmol, where a section of background signal was amplified 10 times to
facilitate the determination of the signal to noise ratio of the chromatographic peak with m/z
of 419.2192 for the doubly charged molecular ion of RT-lactose. Assuming the peak-to-peak
noise in the chromatogram equal 3σ, where σ is the standard derivation of the noise, it can
be calculated the signal-to-noise ratio of the chromatographic peak is ~30.

Using the definition that detection limit of an analyte is the quantity of the analyte that gives
rise signal 3 times higher than the standard deviation of the background signal plus the blank
response,49 our current MS sensitivity, achieve with a linear ion trap ESI-MS, is ~1 fmol for
RT-lactose. Similar result was achieved with RT-glucose and RT-glucuronic acid.
Presumably the key to this exceedingly high MS sensitivity that all the RT-carbohydrate is
positively charge so the high ionization efficiency of the analyte is ensured. In addition, as
shown in Fig. 7(B), because of the softness of the electrospray ionization method, all the
ionic species are either doubly or singly charged molecular ions of the analytes and there is
essentially no further molecular ion fragmentation. Clearly both high ionization efficiency
and simple ionization pattern are critical for the high MS detection sensitivity observed with
the RT-carbohydrates.

It should be noted that the ESI-MS sensitivity is highly instrument dependent. While 1 fmol
sensitivity was achieved with a linear ion trap MS instrument (LTQ/Orbitrap XL nanoLC-
MS), RT-carbohydrates with concentrations as high as 1 µM couldn’t be detected with an
Agilent 6120 Quadrupole HPLC/MS that we had used to monitor the conjugation reaction of
RT and carbohydrate. One key feature for the improved limit of detection of the nano-LC-
MS lies in its ability to concentrate analytes in the C18 reverse phase column and then inject
the trapped analytes into the MS as a plug.

CONCLUSION
Using glucose, lactose and glucuronic acid as model carbohydrates, we demonstrated the
first SERS tagging method for carbohydrate detection using a Rhodamine based dye as the
SERS tag. Ratiometric SERS carbohydrate quantification was demonstrated using glucose
tagged with RT and RTd4. Current SERS detection of the RT conjugated carbohydrate has a
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detection sensitivity of 1 nM in concentration and has a linear dynamic range from 1 nM to
5 µM. Further improvement of the SERS sensitivity by one to two orders of magnitude is
expected with resonance Surface enhanced Raman excitation. Result from the three model
carbohydrates glucose, lactose and glucuronic acid that differ in charge states and chain
lengths showed no significant differences on their SERS tag labeling efficiency or in the
SERS and fluorescence characteristics of the SERS tags. Definitive determination how
carbohydrate affects the SERS and ESI-MS detection of the Rhodamine tag requires future
investigation using carbohydrate with longer chain length and with more structural
complexity.

In addition to its excellent SERS sensitivity, Rhodamine-tagged carbohydrates also exhibit
low nM fluorescence and low fmol ESI-MS sensitivity. This feature is advantageous for
multimode spectroscopic or spectrometric characterization of carbohydrates in complex
mixtures where thousands of carbohydrates may be first quantified using fluorescence and/
or Raman spectroscopic methods and then identified with MS. Such a scheme can be used
for comparative glycomic analysis resulting in biomarker discovery and detection.

Supplementary Material
Refer to Web version on PubMed Central for supplementary material.
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Figure 1.
(A) Temporal ESI-MS spectra acquired with RT/glucuronic acid conjugation solution and
(B) MS spectra of HPLC purified RT-carbohydrate conjugates.
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Figure 2.
SERS spectra of (a) RT, (b) RT-glucuronic acid, (c) RT-lactose, and (d) RT-glucose.
Concentration of all the samples is 50 nM in concentration. Spectra were scaled and offset
for clarity.
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Figure 3.
(A) SERS spectra of RT in (a) 0.1 M NaOH, (b) water and (c) 0.1 M HCl. Spectra was
plotted in the same scale but offsetted for clarity. (B) pH dependence of the SERS signal of
RT (blue diamonds), RT-glucuronic acid (red circles), RT-glucose (black squares) and RT-
lactose (green triangles). For each sample, the spectral intensity was normalized so that its
average SERS intensity at acidic pH is 10,000 counts.
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Figure 4.
(A) SERS spectra of RT-glucose of concentrations of (a) 5 µM (b) 1 µM (c) 100 nM (d) 10
nM (e) 1 nM. The spectra were scaled and offset for clarity. (B) Correlation of the SERS
intensity and concentration of RT-glucose, both in logarithmic scale.
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Figure 5.
Ratiometric SERS quantification of RT and RTd4 conjugated glucose. (A) representative
SERS spectra of RT-glucose and RTd4-glucose mixture with total glucose concentration of
20 nM and concentration ratio from 7:3, 6:4, 5:5, 4:6, 3:7. (B) calibration curve correlating
the SERS intensity ratio of RT-glucose/RTd4-glucose to their concentration ratio.
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Figure 6.
The fluorescence spectra of RT-glucose with concentration of (a) 7 nM and (b) 1 nM. Inset
showing the correlation between fluorescence intensity and concentration.
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Figure 7.
(A) The ion current LC chromatogram of RT-lactose obtained with 10 fmole sample. The
419.2192 is the doubly charged molecular ion of RT-lactose. The background is amplified
10 times. (B) The ESI-MS spectrum of 1 pmol RT-lactose where 837.4310 is single charged
RT-lactose.
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Scheme 1.
Conjugation of the Rhodamine-based tag (RT) with model carbohydrates via the reductive
amination reaction. (i) X=H, RT; X=D, RTd4 (ii) X=H, RT-glucose; X=D, RTd4-glucose,
(iii) RT-lactose, (iv) RT-glucuronic acid
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