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AUTHOR’S CORRECTION

Origin and Molecular Evolution of the Determinant of Methicillin
Resistance in Staphylococci

Sae Tsubakishita, Kyoko Kuwahara-Arai, Takashi Sasaki, and Keiichi Hiramatsu

Department of Infection Control Science, Department of Microbiology, Faculty of Medicine,
Juntendo University, 2-1-1 Hongo, Bunkyo-ku, Tokyo 113-8421, Japan

Volume 54, no. 10, p. 4352-4359, 2010. Page 4353, column 2: The following paragraph should appear before Results and
Discussion.

Nucleotide sequence accession numbers. The nucleotide sequences of S. fleurettii strains CCUG 43834T, SFMP08, SFMNO1, and
SFMNO2, S. sciuri strains ATCC 29062T, ATCC 7000617, and ATCC 700058, S. vitulinus strain SVMPO1, S. lentus strain ATCC
290707, S. xylosus strain ATCC 299717, and S. kloosii strain DSM 20676 have been deposited in the DDBJ/EMBL/GenBank
databases under accession no. AB546266, AB546267, AB546268, AB546269, AB547234, AB547235, AB547236, AB546780,
AB546859, AB545964, and AB545965, respectively.
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