Volume 15 Number 14 1987 Nucleic Acids Research

Sequences of two genomic fragments containing an identical coding region for a putative egg-
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We have sequenced two genomic DNA fragments corresponding to a putative
eggshell protein precursor of the human parasite S. mansoni (1). The

1144 bp HindIII-EcoRI and 901 bp EcoRI-EcoRI fragments were isolated from a
Liberian strain of S. mansoni. The 635 bp 3' to the translation start
point of both fragments are perfectly homologous. 220 bp upstream from the
start of translation are also highly conserved (identity indicated by -,
differences by *). Further upstream divergence increases although homology
is still discernible. Two overlapping TATA boxes (outlined) place the likely
start of transcription (») 40 bp upstream from the start of translation and
indicate that there are no introns (compare cDNA (1)).

BindIII-BcoRI fragment
1 AAGCTTGTAAATAAAATCGGTGCATTCTCCTCATGATACACTGGTCAACACTCAGTCTTTAATATCAATTTAAGTGTGTACAACTGATGAGTCCCATTCARAATGA
107 AACACTTATCCTAGATTCATATGCAGCTGCTGTAMAAAAACCTTCAAATACATGTTAGTGAAGTTATAAGTTAGCATAMAATTTAGATTAATGATANGTGGATCAA
213 ATAMATGCGTTGAACTTATGTAGATACAGGAAGAAAGACTGAAGTTTCATCAAGGACATTGATTGTAAAATGTATGTACAGTTTCATTIGATATITTTAACTATCAC
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994 GGC m CCC AGC CAT TAT GGA GGC GGT TAC Tﬂ GGCACCAGTTGAGTTGTGGATCATICTAATT2GTTIGIGTCACACICTCCA
1084 CTGTCCHTT?HCTACACACCfCfCnﬂCMCTClCTGﬂlﬂﬂGTCGTGHTGnﬂC

Lower case characters indicate ambiguous bam in sequence autormogrm. Published sequence dltterences in
(1) t=1, i=C, 1=1,'=) (point substitutions), =G626GCTATGCT (insertion); in (2) 2 bp are missing, whose exact
position is ambiguous because of repeats, * and 7 indicate the limits of the 5'and 3'borders respectively.
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