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Mitochon rta of cms-S-maize contain linear plasmids Si and S2 of 6.4 and5.4 kbp (1). 4 unidentified ORFs were found in the nuc'eotide sequencesof Si and 52 plasmids (2,3). Overall S-plasmid organization is reminis-
cent of the structure of Bacillar phages (such as 029 and 015) and adeno-viruses whose replication is dependent on virus-encoded DNA-polymeraseand terminal protein. Comnarison of primar structures of some viral DNA-polymerases has pevealed the existence of two conserved aminoacid blocks(block IIII; fig.), one of which is also present in some viral RNA-rep-licases 4,5). We have also noticed third aminoacid block (block I) ofhomolog between 29 and herpesvirus DNA-polymerases. It can be seen fromfigure hat all three above mentioned homologous blocks are present inthe aminoacid sequence of ORF3 of S1. In total, sequences in all threeblocks of ORF3 have more homology to 029 DNA-polym erase. It is quitepossible that plasmid-specific ONA-polymerase is indeed synthesized inmitochondria of cms-S-maize. The similarity of primary structure of thisprotein with that of viral DNA-polymerases s in accordance with the sug-gestion about viral origin of 5-plasmids (3).

THY- YVYYDTGOIPYINR (5)

BNV- LAF6DTEQISFKSR (5)
I II III *+ t*tt + t

CIV- VIY6DTDSVFVRFR (5)
+449419+9*9 t

NSV-WVFDFASLYPSIIQAHNLCFS- 68aa -LDKOGAAI-KVVCNSVYG-FT- 45aa-PEAADNRAP6PYSNRIIY6DTDSIFVLCR6LTAA6L (6)
t4* tttttttttt** 9 tt** ttt ttt**99 4 t* 9499t*9+4 + tt* +

EBV-VLVVDFASLYPSIIQAHNLCYS- 71aa -LDKGQLAI-KCTCNAYY6-FT- 45aa-PDAWAPLNP-EGGLRVIY6DTDSLFIECRGFSESET (6)
+ 9*t*t*49*9t 44 + #1 +##*9*94* 4* *t

Ad2-LWVYDICGY-ASALTHPNPN6-l16aa-KERADRD-KNQTLRSIAKLLSNALYSSFA-147aa-EDR6TPLE--DRPLKSVY6DTDSLFVTER6HRLMET (4)
*9 99 49t t + ++ 444tt+4499494

o29-GHVFDVNSLYPAQNYSRLLPY6- 95aa-KNTYIKTTSEGHIKGLAKLNLNSLY6KFA- 43aa-RYTTITAA-QACFDRIIYCDTDSIHLT6TEIPDVIK (4,5)
*494*44 * 99 *t t + + 4*94*4#+44 t t tt*** t +4+

RF3-LYYYDVNSLYPSSNLDDN-PI6- 93aa-KRLDAKAKSEKALDFIYKITNNSLYGRF6- 70aa-YAR-IRNHPFISRDDCYYTDTDSWV-ERELPEEEV

Fig. legend. RF3: ORF3 S1, nucleotide sequence $3) was translated fromthe first ATG; HSV: herpes simplex virus (HSV-l); EBV: Eppstein-Barrvirus; CMV: cytomegalovirus; TMV: tobacco mosaic virus; BMV: bromemosaic virus. The source of protein sequence is given in parentheses.
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