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Vicilin, the 7S seed globulin of field bean (Vicia faba 1.) represents approximately 30- of the storage
protein in mature seeds (1). Two types of subunits with k, -7OkD and-5OkD seem to fore the trimeric
quarternary structure of the holoprotein (2). The 156bp cDNA insert of clone pVi9l (3) was sequenced using
the solid phase variant (4) of the chemical degradation procedure . The insert has one long open reading frame
coding for the 463 amino acids (1152,700) of the most prominent field bean previcilin subunit:

I TTA8ACTTTAATICAAATCAACATGGCOTACCACATT6aAAAATTCATTTCCACTTTT6ACGTT6TT666AATC6CTTTCCTAGCTTCAGT&TGTCTTTCT
1 A A T T L K D S F P L L T L L 6 1 A f L A S V C L Of

104 TCTA6ATCCZATCAA6ATAACCCTTTT&TCTTT6ASTCTAACA66TTTCAAACTCTTTTT6AGAT6AAAACGGTCA6ATTC6TCTTCTCCAAAAMTTT6ATCAA
S R S O 9 D N P F V f E S N R f Q T L F E N E N 6 N I R L L Q K F D Q

209 CATTCCAAACTACTT&RAAATCTCCAAAATTACC6TCTTTT6EAATATAAATCTAAACCTCAMATATTTCTTCCACAACAAACT&RC6CCGATTTCATCCTT
11 S K L L E N L Q N Y R L L E Y K S K P H T I F L P Q Q t 0 a D F I L

314 &TT6TCCTTA6T6iQAAA6CTATACTCACA6T6TTATTACCCAAC6AChABACTCCTTCA6TCTT6A6C6AR6AA8TACCATAAAACTTCCT6CT66TACAATT
V V L S 6 K A I L T SI L L P N D R N S F S L E R & D T I K L P A 6 T I

419 6&TTATTTA6TTAACC6A6AT6K6R6A66RGSTCTTAGNTACTA6ATCTT6TCATCCCC6TAAATAWC68T8AACCTCA6TCTTTCTTATT6TCTC6TAAT
524

629

7"4

& Y L Y N R D D E E D L R Y L D L Y I P Y N R P 8 E P Q S F L L S & N
CAAAACCAACC8TCCATCTTATCTSAT TCAGCAASAACATTTTA6A66CTTCCTTCAATACC&ATTATAAA6A6ATA6ARA68T TCTCTTA6AA6A6CAT666
Q N Q P S I L S 8 F S K N I L E A S F N T D Y K E I E K Y L L E E H 6
AAA6AGAAATATCACABAGAI ICTTAA6ATAB6ABGCAGC6BS6CCAASAA6ASAAATTAATA6TCAAAATATCAA6BAAACAAATT6A66AATT6AACAAA
K E K Y H R R 8 L K D R R Q R & Q E E N Y I Y K I S R K Q I E E L N K

AATArAAAR^Tr.TArTrrAAAAARATArsTTrTTrTAATrTRA&rrRTTrAATTTR^^^AA,TrCTCAArrrATrTATTrrAArAARTTTIMTAAATTTTTTuRA
N A K 8 S S K K S T s s E s E P f N L K S R E P I Y S N K f 6 K: F f E

839 ATCACCCCAA6ARARAATCCACAACTTC^A6ACTT6AATATATTT6TCAATTAT6T86AAATTAATA66ATCTCTTTT6TTGCCACACTACAATTCAA666CC
I T P K R N P Q L Q D L N I F V N Y V E I N E 8 S L L L P H Y # S R A

944 ATA6T8ATA8TAACATCAATOA68AAAA666ATTTT6AACTT6T666TCAAA6AAAT6A8AACAACA66CCT6A6A6AAGAATAT6ACAAAAA6RA
I V I V T V N E 6 K 6 D F E L V 6 Q R N E N Q 6 L R E E Y D E E K E

1049 CAAGGA8A' A CAAGTCAAAATTACAAAGCTAAGTTBTCTCCAGTGATG6TTTTABTAATTCCA6C6TTATCCA6TT6CCATAAAA6CT
Q 6 E E E I R K Q V Q N Y K A K L S P 6 V L V I P A 8 Y P V A I K A

1154 TCATCAAATCTCAATTt66T666ATTT66CATCAAT6CT6MCARCCA6A6ATACTTCCTtCA"T6A86AA6ACAAT6T6ATAA6TCA6ATACATAACCA
S S N L N L V F 6 I N A E N N Q R Y F L A 6 E E D N V I S Q I H K P

1259 GTGAAA6AACTT6CATTCCCT6SATCA6CTCAARA6TA6ATAC6CTACTA6A6AATCAAAACTCCTTTGCAAT6CTCAACCTCAASAAAGAGA
V K E L A F P 6 S A Q E V D TL L E N Q K Q S H F A N A Q P Q E R E R

1364 GSAACCAA6AAATAAA }TCATCT6TACTCAATTTTTCTTTTTAATA6TATCAAAT6TTATGTATGTAT6CTCTAAAGTACTATCTCATA6T&A6
6 S Q E I K D H L Y S I L 6 S F -

1469 CAAATAATAAAACGACTCTCTCTT6TAACTATAATTATAACTCCACCTTTCTACTAAGAATAAATAAATTAABAATGTTT6T6T6CAAAAAAA

Multiple and overlapping polyadenylation signals with plant-specific features (5) are underlined.
Previous experiments on cotranslational processing of this abundant vicilin primary translation product

revealed the presence of a transient N-terminal signal peptide (3). Since serine is the predominating N-

terminal amino acid of the purified holoprotein (6) the most probable signal peptide cleavage point is, in
agreement with an algorithm of prediction (7) between amino acids 27 and 28, (see arrow) resulting in a mature
vicilin subunit of 436 amino acids (11:49,900). The mature subunit, lacking methionyl, cysteinyl, and
tryptophanyl residues, is nutritionally very isbalanced. No potential glycosylation site is present in
contrast to most of the homologous vicilin-like subunits from other species (8) so far investigated.
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