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Vicilin, the 75 seed globulin of field bean (¥icia faba L.) represents approximately 30% of the storage
protein in sature seeds (1), Two types of subunits with M. ~70kD and~50kD sees to fors the trimeric
quarternary structure of the holoprotein (2). The 1561bp cONA insert of clone plidl (3) was sequenced using
the solid phase variant (A} of the chemical degradation procedure . The insert has one long open reading frase
coding for the 483 amino acids (M=52,700) of the most prominent field bean previcilin subunit:

§ TTRGACTTTARTTCARATCARCATGBCABCTACCACATTGARAGATTCATTTCCACTTTTGACETTETTEEGAATCECTTTCCTAGCTTCABTGTBTCTTICT
104 TgTAGATgDSAbICgthMaCCgTT’T‘TG‘T,CTPS&GTéTAEﬁAéSTEWﬁMETC‘T’I"’lSGE\SA;IG%M‘&CGGTCMA{TCﬁTCTTC?CCAMXM;TS?L’TC?A
209 CATTCCARRCTACTTGABAATCTCCARRRTTACCGTCTTTTGEARTATARATCTAARCCTCACACCATATTTCTTCCACARCAAACTGACBCCEATTTCATCCTT
34 GTTS?CC%IA%’ISM%ASCTh%ﬁcgmgﬁéﬂ?M.T.MI‘(‘:CAMMAGMMZTCCT&MﬂC%TGASCGASBAG:IMCA?MAAC’?TCSIG&SETMI?M‘T.Y
A9 BgTTX‘IT‘fﬁs%TAgl‘«CSASﬂTS}\CSkGSlT\GSXTC%T&MIMTMXIC%TG?CATCCBCG?M&TMSETSRMCTCASTETTTCT?M?GT&O%TAAT
54 cmnccmcsmm?cr?mgmem%cugcmaxmgrtrnmsmcclmmccsmmmmmmmnmxmcmsmmrsss
629 thMMMC&IA&GASMCTIQMJTA&&W%&C:RGMMS;M'?AGTCAMMAT&MG“MCMTTMMEN%MMGA
734 Aé?ﬁgl\m‘lgmgﬂccwtmm'lICTG‘E\ATCTGMC(';GTECAETTESMK\AGgTCéISQSCCCAitTMTgﬁmaﬁl;ngM:M}ﬂpS‘éﬁ
839 ATCACCCCARRGAGRARTCCACARCTTCARBACTTGARTATATTTGTCAATTATETEEAAATTARTGABBBATCTCTTTTGTTGCCACACTACAATTCARGEECE
944 MAGI’GMAG%M%AG;CA:‘INE\AG%M%M%SS‘%TT?ISSACTTBISSGTCMAEAMTE&GMCBAACSGBSCCTGAGA&AGKATMBACGQRSE\MESGM
1049 CARGEAGAABAABAGATARGBAAACARG TECARARTTACAAAGLTARBT TETCTCCAGETEATET TTTAGTARTTCCAGCBBETTATCCAGTTECCATAARABLT
1134 TghIgAMTCECRéTTEGSTRS(%A"'ISGCQ'{CMTGCTB%GA:CRMMMAN?CC?TS%&GETSgﬁséhﬁgtMTG‘T;G“{MS‘CsSA}MATMA
1259 GTGARRBARCTTECATTCCCTEEATCAGCTCARGAGETAGATACGCTACTAGAGARTCAGANACARTCTCACTTTECARATECTCARCCTCARGARAGAGARAGA
1364 GSMGCC%I\GkMTMZGS:TC&TC?STQCT%M%TT\T'SS‘G?TTCTTTTTkMgﬁGIM?CMMSTTATSTATGTA'?GCTCThWTA&“%AS%TCMAgTS:S
1469 WTAMAMCGACTCTCTC?ISTMCTMMTTA‘T.MgTC(sIACETTTCTRCTMGMTMMMATIMSMTSTUBTGTGCMMMA

Multiple and overlapping polyadenylation signals with plant-specific features (5) are underlined.

Previous experiments on cotranslational processing of this abundant vicilin primary translation product
revealed the presence of a transient N-terminal signal peptide (3). Since serine is the predominating WN-
terninal amino acid of the purified holoprotein (6) the most probable signal peptide cleavage point is, in
agreeaent with an algoriths of prediction {7) between amino acids 27 and 28, {see arrow) resulting in a mature
vicilin subunit of 436 asino acids (N=49,900). The wmature subunit, 1lacking methionyl, cysteinyl, and
tryptophanyl residues, is nutritionally very imbalanced. No potential glycosylation site is present in
contrast to most of the homologous vicilin-like subunits fros other species (8) so far investigated.
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