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The indicated gene for the Tn2501 transposase encodes a protein of 994
amino acids. This shows similarity to transposases of other class II trans-—
posable elements, although the sequences do not align exactly and "padding"
is required to obtain maximum % positional identity. When compared with the
Tn2l transposase (1), this is 557 and with the Tn3 transposase (2) 317.

L SSEEQERLTLVYTIPDDETITILTRMCTFLNEQ QDTIA ALTIN

A’I’GCCACGGCGACAGA’I’AC’NAGCAG’NAAGAGCAGGAGOGCT‘NCTGGTTATTCCAGA’NANMA’I'MTTC’NAOCCGMNTGT'I‘TI‘C‘NAA‘ICAACAGGATAT’ICCACTCA'H‘M’I’ 120
K HRRPANRLGTFA AUVLLTCYTLHR G P DK S S R
MACACCGGCGGCCAGCMAMCVNGGCTTNCTGTAHACTC‘NHAW’NGACCTGGA’I"H‘AT'IC(XSGACAMAGCMNTCCCNACAGTAGOGTCATATCCAGMTCGCT 240

RLKLOQPDLWPETYA ASREQ QTR RWETHIL L SPFSRSL
TCCOGAC‘NAAGCTNAGCCTGATTTATGGC%GMTATGCHCMBM}AGCMACCOGUOGGAACATCTGAmAGCmATCGA‘I’ACCNMATI‘ATCTCCGTTCAGCCGATCAC‘I’G 360
Q I R H H M RTDIKGTFMLAETEMLNUWLIHSNNVIFPSVD
CAAAAAGAC‘I'GTATC(X}GCATCNCATCCCTANCGANCGAACAGACMAGGGTTTA‘I‘GmeGMGAAA’!GCTCAATNGCTACATAGCAA'I’M‘I‘GTTATI"H‘OCCTTC‘IGmA‘l‘ 480

ERTLAEAVTLAD AL TAQLETZK QHTIKSALTDS STLTLTEKSE
GTGA'IOGAAWGAmCI'NCOGMGCCGTCACGC‘I'OGC'NATAGAGCGGTATTTTCAGCACI'I‘ACCGCACAAC‘NGMAM}CAGCM‘AMTCAGCACNGACAGTC‘ICCTCMATCAGAG 600
G EQASRLAWLTLO QPPGEKTINGE KNVLOQ N S
GGTGAACAAGC‘I‘TCOWCCNGCA‘I‘GGTTA(.'I"I‘CABCCTOCGGGTMMTCAANGTMGMOGNC‘NCAACATATWACWGCTTMTTCCAMWGOGCTGGGATTGCCNANGT T20

I L S I HQNRLTLTIKTILA G L AKFTDVRRYATLUVCUV
ATTACGC‘ITICCAT‘"‘“‘" TTGCTT “ ""“’““-" TC AA "CACOGA’!‘GTCAGA&TTAWCTACGCTGGTIN&TC 840
Q EAQATLTDEVIELUHERTILGTLTFSTR RLQLT

G K
AT'I‘CAGGAAGCGCAGGCCACAC'I‘GAC‘!GANAGGTTAMMCNCACGAACGTATNWACI'CTATTCAG'IWGGCAMAOGCACACAAGCOG!OAGGC'HCMCTGANGGGMA 960

I 0 S K VTVGQALLHARESGETDTPWAATIETDVLZPWOQQETFI
CTCA'ICCAGAECAAGTTGAAGCMTA'!GTTAO’GMG‘I‘CAMCAC’I’GCNCANOCMSAGMTCWGEMGATCOC“}GGCIGWATAGAAGANTCCTIWNGCM}GAGTTCATC 1080

N SLEETO QFLSRKGNTFDFPLUHLTIT K AP

AACAGCC'NGAAGAAACGCMmTCCCGTAAOGGCMmDGAmmCACmA'I'CACNMAAATACAGTAWCTGCGTMATAOGCCOWDGTANC‘I‘TTCAGCAT'I'GCAG 1200

DTIRDMTYR®RIK QLR RIKTVPPAAPTGTFTITPES
'ITCA'NGOGACACCTCCOG(X?CAGACAC'ICAGCGA’lGCGCNGACACCA'l‘CAMGACA‘l'GTACw'I'AMCAACIT!XZTMAGTI‘DCX}CCAGCAGCTCCMCAGGMTTATCCMGMAGC 1320

W RKLVLTZ®PSGIDTREK EF CVMN D WV KGS
TGGCGAAAAC‘mGTAC‘l’GAOGCCmAGGMTCGACCGCAAGTACTACGAGTTTTGOGTM'NMITJMCTCAMGGGGOGHAOGATCGGGTGATATATGGGTAMAGGA‘I’OGCGCOGC 1440
N FDDJYLTIPAAE R HNDO QL OLAVQT D CRAYLOQARMT
TACAGMAT‘HNANAHATCTCATCCOGGCTGCNAGTTNAGMA AAA'IGACCAG’I‘TACAM. TGGCCGT ATACCTTCAGGCCCGTATGACG 1560

L L ASRL M AL AGDTLP S DKG VK I T PLEWNSUVZPSG
CTTCTNCA'!CGOGTCNGAAGAAG'l'l'AAWCGAmmeGG‘mAmCCGAWmATATCTCAGATMAGGCGTMMATCACTCCGC‘IOGAGAACAGNmmmG 1680
A S PFADLVYGMLPHPIEKTITETIHL E E VDNUWTGTFTHR N
GCTTCCCCCT'I"I'GCCGATT'NGTHA'I‘GGCA'IGC'ITOCNATCDGMMTT‘“‘A‘ AGAT! ACTGG: lﬂwrmnmcc'rcnamcmmmmnu'r 1800
R K DGRLLLTTTILADGTINTLSGLTZ KMAESTCZPGATTI KT SSLTES®G
AACG’NAGACCAMAGMX}GMGACNTTGMCACCACTATFGUGCGGACGGCATCMTC‘NGGGC‘!G ACAAAAA TCCTGCCC ACAARATCG SGAAGGT 1920
1 R T Y S AALAELVNAQKARPLAAFWGDGTTSS SD
ATTCAGGCA‘I‘GGTACATCAOGGA‘I’GMACCTATTCM}OGGCAC'NGCOGAGCIGGTCMCX)CTCAGM‘GOGOGACCEC“;GCNCATTCTGGGGOGAOGGTACMCATOGTOGTCAGAC 2040
G QNFRVGSHGEG NLKYGQEPGVQIYT
GGGCMMCTTTOGGGTM}GCIBTCACOGGCGTTANOOGGTCMGTCMTCI‘TM!TI mACAOGCM‘ANTCAGACCMTATAGCCWTTCI‘AC 2160
A K VISTPRVRDS vV L L LYHE E T
GCCMAG‘ICATCAGCO&G‘IG(X‘-OGACI'CMCCCATG‘!GC‘HGA‘I'GGTCNCTGTATCANM‘GWATC‘I’OGMA‘I‘I‘ACOGAGCATTACAOOGATACCGCAGGTTTCAC‘MAACA'NTT 2280
F F APRTIRDLUHDIKR F I K A ERYPGLOQSVIS
ﬂcccrmnccnmc‘mcArmcc‘rmuucocmncoocmmncnmmAmcmmmAﬂm A CGAGCGCTA' T n.AG'I‘CCG‘l‘CATATCA 2400
TTSLNTIEK H W EILRLAASTIKOQGTUVTASLMIEKTEKIHL

ACAAOCAGCC‘I‘GAATATCAMGACATTGMWACMANAGATA‘I‘TANCCTAOCM}CCMAH’MACAGGGGAC‘I'G‘I‘CACCGCAmC‘l’GA'IGATTAMAAGTmOCAGTI‘AC 2520
A K ALRETIGRTIERTLTFMLDUWEFRDZPGLT RTETE R G
CCAAAACAGM'NGACI‘KSCCMAGWCF:AGAGAGATMOCGCA‘I‘OGAGG}GAMC‘IGTTI’ATGCEGAC‘NGTTTCGTGATOCCGGGMOCGACGTGTACAGGCAGGGCNMT 2640
G

K G EARNALARA M HRLGETIRDRGLENO QSYRAS
CCGTAATGCCCTTGCGCGAGC m‘l“l“l‘l TCAOuuuw ArcmmncocccccnmccAmwanmAmcc 2760
A I TLWNTVYTIETRA ATIES STLTEKTR S L S PLGWEHTI

GCGA‘ICACGTTANGAACAWGTATA’l’A‘I'AGMAGK;CCA'I"NM}’l‘CACI’AMACGAAAAGGTATTC(XZATTMTMTCAACTGGTATCICATCTTTCTCCCC‘IG@C‘KGGGAACA’I‘ATC 2880
N L SGDY G S G D S

W I
MTCTGAGTBGCGATTADGTCTGGCGTMTAATA’H‘AMCTAGGGTCGSGAMA‘I’AC@CTCATMCGCACAGTOGACACCGM'HGTACAAMAACAGTC‘H‘AGOGTGGGATM’I'HCC 3000
GTTTTCCAGGCGGACCCC 3018

The complete nucleotide sequence of the tnpA gene of Tn2501. The 5'-3' strand
of the terminal 3018bp of Tn2501 is shown, and the position of the tnpA gene
and its encoded transposase indicated. The last 48bp at the 3' end are the in-
verted repeat of the element (3), and nucleotides 1-613 have already been
published {4).
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