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The indicated gene for the Tn2501 transposase encodes a protein of 994
amino acids. This shows similarity to transposases of other class II trans-
posable elements, although the sequences do not align exactly and "padding"
is required to obtain maximum % positional identity. When compared with the
Tn2l transposase (1), this is 55% and with the Tn3 transposase (2) 31%.

M P R R O I L S S E E Q E R L L V I P D D E I I L T R M C F L N E O D I A L I N
ATGCCACGGCGACAGATACTGAGCAGTGAAGAGCAGGAGCGCTTGCTGGTTATTCCAGATGATGAAATTATTCTGACCCGAATGTGTTTTCTGAATGAACAGGATATTGCACTCATTAAT
K H R R P A N R L G F A V L L C Y L R G P G F I P D K S N V P H S S V I S R I A
AAACACCGGCGGCCAGCAAATCGCCTGGGCTTTGCTGTATTACTCTGTTATCTGCGTGGACCTGGATTTATTCCGGACAAAAGCAATGTCCC TCACAGTAGCGTCATATCCAGAATCGCT
S R L K L O P D L W P E Y A S R E O T R W E H L T E L Y R Y L K L S P F S R S L
TCCCGACTGAAGCTTCAGCCTGATTTATGGCCGGAATATGCTTCAAGAGAGCAAACCCGCTGGGAACATCTGACTGAGCTTTATCGATACCTGAAATTATCTCCGTTCAGCCGATCACTG
Q K D C I R H L H P Y A M R T D K G F M L A E E M L N W L H S N N V I F P S V D
CAAAAAGACTGTATCCGGCATCTGCATCCCTATGCGATGCGAACAGACAAAGGGTTTATGCTGGCGGAAGAAATGCTCAATTGGCTACATAGCAATAATGTTATTTTCCCTTC1GTTGAT
V I E R T L A E A V T L A D R A V F S A L T A o L E K O H K S A L D S L L K S E
GTGATCGAACGGACGCTTGCCGAAGCCGTCACGCTCGCTGATAGAGCGGTATTrTCAGCACTTACCGCACAACTGGAMAAGCAGCATAAATCAGCACTCGACAGTCTGCTCAAATCAGAG
G E O A S R L A W L L O P P G K I N G K N V L O H I D R L N S I A A L G L P D G

GGTGAACAAGCTTCCCGCCT1GGCATGGTTACTTCAGCCTCCGGGTAAAATCAACGGTAAGAACGTGCTOCAACATATCGAcOGGCTTAATTCCATCGCCGCGCT0GGGATTGCCTGATGGT
I T L S I H O N R L L K L A R E G R K M S S R D L A K F T D V R R Y A T L V C V

ATTACGCTTTCCATTCACCAGAACAGGTTGCTTAAGCTGGCGCGTGAGGGCCGGAAAATGAGCAGCAGAGATCTGGCAAAMTTCACCGATGTCAGACGTTACGCTACGCTGGTTTGCGTC
I O E A o A T L T D E V I E L H E R I L G T L F S R A K R T O A E R L O L T G K

ATTCAGGAMGCGCAGGCCACACTGACTGATGAGGTTATCGAACTGCACGAACGTATTCTGGGGACTCTATTCAGTCGGGCAAAACGCACACAAGCCGAGAGGCTTCAGCTG ACGGGGMAA
L I Q S K L K O Y V T V G o A L L H A R E S G E D P W A A I E D V L P W O E F I

CTCATCCAGAGCAAGTTGAAGCAATATGTTACTGTCGGTCAGGCACTGCTG,CATGCCAGAGAATCCGGTGAAGATCCCT'GGGCAGCGATAGAAGATGTCCTTCCCTGGCAGGAGTTCATC
N S L E E T Q F L S R K G N F D P L H L I T E K Y S T L R K Y A P R M L S A L O
AACAGCCTGGAAGAAACGCAGTTTCTGTCCCGTAAGGGCAATTTCGACCCGCTTCACCTGATCACCGAAAAATACAGTACGCTGCGTAAATACGCCCCGCGTATG,CTTTCAGCATTGCAG
F I A T P P A Q T L S D A L D T I R D M Y R K Q L R K V P P A A P T G F I P E S
7TTCA7TCGCGACACCTCCCGCGCAGACACTCAGCGATG,CGCTGGACACCATCAGGGACATGTACCGTAAMCAACTTCGTAAAGTTCCGCCAGCAGCTCCAACAGGATTTATCCCTGAAAGC
W R K L V L T P S G I D R K Y Y E F C V M N E L K G A L R S G D I W V K G S R R
TGGCGAAAAC7TGGTACTGACGCCTTCAGGAATCGACCGCAAMTACTACGAGTTTTGCGTAATGMATGAACTCAAGGCGGCGTTACGATCCGGTGATATATGGGTAAAAGGATCGCGCCGC
Y R N F D D Y L I P A A E F E K S R H N D O L O L A V o T D C R A Y L O A R M T
TACAGAAATTTTGrATGATTATCTCATCCCGGCTGCTGAGTTTGAGAATCCCGACATAATG,ACCAGTTACAACT'GGCCGTTCAGACCGATTGCCGGGCATACCTTCAGGCCCGTATGACG
L L A S R L E E V N A M A L A G D L P D V D I S D K G V K I T P L E N S V P S G

CTTCTTGCAT'CGCGTCTGGAAGAAGTTAACGCGATGGCTCTTGCCGGTGATTGCCCGATGiTTGATATCTCAGATAAAGGCGTAAAAATCACTCCGCTG,GAGAACAGTGTTCCTTCGGGG
A S P F A D L V Y G M L P H P K I T E I L E E V D N W T G F T R H F A H L K N N

GCTTCcCCCTTTGCCGATTTGGTTTATGGCATGCTTCCTCAT'CCGAAAATTACGGAGATACTG,GAAGAAGCCACAACTGGACGGGTTTACGCGTCACTTCGCACACCTCAAAATAATAA
N V R P K D G R L L L T T I L A D G I N L G L T K M A E S C P G A T K S S L E G

AACGTCAGACCAAAAGACGGAAGACTGTTGCTGACCACTATTCTGCCGCACGGCATCAATCTGCCCCTCACAAAAATrGCCCCAGTCCTGCCCGGGGGCAACAAAATCGTCACTCGAAGGT
I O A W Y I R D E T Y S A A L A E L V N A o K A R P L A A F W G D G T T S S S D

ATTCAGGCATGGTACATCAGGGATGAAACCTATTCAGCGGCACTGGCCGAGCTGGTCAACGCTCAGAAAGCGCCACCTC7TGCCCTCATTCTGWGCCCACGGTACAACATCGTCGTCAGAC
G Q N F R V G S H G R Y A G o V N L K Y G Q E P G V Q I Y T H I S D O Y S P F Y
GGGCAAAACTTTCGGGTAGGCAGTCACGGGCGTTATGCCGGTCAGGTCAATCTTAAATA7TGGTCAGGAGCCACCCGTGCMAGATACACGCATATCTCAGACCAATATAGCCCGTTCTAC
A K V I S R V R D S T H V L D G L L Y H E S D L E I T E H Y T D T A G F T E H V

GCCAAAGTGATCAGCCGCCTGCGCGACTCAACCCATGTGCTTCATGGTCTCCTGTATCATCUAGCCCATCTGCAAATTACCGAGCATTACACCGATACCGCAGGTTTCACTGAACATGTT
F A L M H L L G F A F A P R I R D L H D K R L F I H G K A E R Y P G L Q S V I S

TTCGCTCTGATGCATCTGCTGGGATTCGCTTTGCACCGAGGATCCGGGATCTTCATGACAAGCGGCCGTTTATTCATCGGAAGGCCGAGCGCTATCCGGGGCTTCAGTCCGTCATATCA
T T S L N I K D I E A H W D E I L R L A A S I K O G T V T A S L M I K K L A S Y

ACAACCAGCCTGAATATCAAAGACATTGAGGCGCACTGGGATGAGATATTAOCCC TAGCAGCCTCGATTAAACACGGG ACTCGTCACCGCATCGCTGATCGATTAAAAAGTTGGCCACGTTAC
P K O N G L A K A L R E I G R I E R T L F M L D W F R D P G L R R R V O A G L N

CCAAAACAGAA7rGACTAGCCAAAGCGCTGAGAGAGATTGGCCGCATCGAGGGcACGCTGTTTATGC7rGGAcTIGGTCGTGATcCCCGGCcTGCGCCGACGTGTACAGGCAGGGCTGAAT
K G E A R N A L A R A V F M H R L G E I R D R G L E N O S Y R A S G L T L L T A

AAGGGGGAGGCCCGCTAATGCCCCTT,CCCCGAGCGGTGTTTATGCACCGGCTrGGCTGAAATCAGGGATCGTGGCCCrCGAGAA7TCAGAGCTACCGCGCCAGTGGACTCACGTTACTGACTrCCG
A I T L W N T V Y I E R A I E S L K R K G I P I N N Q L V S H L S P L G W E H I

GCGATCACGTTATGGAACACGGTATATATAGAAAGAGCCATTGAGTCACTAAAACGAAAAGGTATTCCGATTAATAATCAACTGGTATCTCATCTTT'CTCCCCTGGGCTGGGAACATATC
N L S G D Y V W R N N I K L G S G K Y R S L R T V D T E L Y K K Q S *
AATCTGAGTGGCGATTACGTCTGGCGTAATAATATTAAGCTAGGGTCCGGAAAATACCGCTCATTACGCACAGTCGACACCGAATTGTACAAAAAACAGTCTTAGCGTGGGATAATTTCC

GTTTTCCAGGCGGACCCC 30 18
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The complete nucleotide sequence of the tnpA gene of Tn2501. The 5'-3' strand
of the terminal 3018bp of Tn2501 is shown, and the position of the tnpA gene
and its encoded transposase indicated. The last 48bp at the 3' end are the in-
verted repeat of the element (3), and nucleotides 1-613 have already been
published (4).
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