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The mouse glandular kallikrein gene, mGK-5, is expressed in salivary
glands in a sexually dimorphic fashion (1). This is in contrast to the
neighbouring gene, mGK-6, which encodes renal kallikrein, or kininogenase,
and is expressed at equal levels in salivary glands of both sexes (1,2).
Nucleotide sequence from the five exons and 607 bp of 5' flanking DNA from
mGK-5 was determined by the enzymatic method (3). mGK-5 and mGK-6 are the
most closely related of the mouse glandular kallikrein genes, being 95%
homologous. Exon-intron boundaries of mGK-5 (boxed) are identical to those of
all other mouse glandular kallikrein genes (4). The gene also has the variant
5'-TTTAAA-3' box typical to kallikrein promoter regions and a normal poly-
adenylation signal (5, both underlined). By analogy with mGK-6 (2), the
protein encoded by mGK-5 (numbers in italics, Ile-l arrowed) has a hydropho-
bic signal sequence (-24 to -8) followed by a zymogen peptide (-7 to -1). The
mature protein is 237 amino acids long and contains residues essential to an
active serine protease. His-41, Asp-96 and Ser-189 form the charge-relay sys-
tem (6), whilst Asp-183 is believed to direct cleavage at basic residues (7).
mGK-5 expression was examined in several mouse tissues but only detected in
salivary gland (not shown). Since mGK-5 and mGK-6 are regulated differently
(1) their 5' flanking regions were compared. No differences apart from single
base insertions, deletions and substitutions were observed (not shown).

GATCCACCTGGCTCTGGCTTCAGTTCCTGGTACTGMGATTGCACCACTACACGCAGCTCGCAMMCTACTCATAGGMCAATAAAATCAGTGATCCAGAGTTCCAAGTCCAAAAAGGM
GCATTTTGGCATTATTTAMAMGGATEGTATCTGCAGGGAGCTTGCAGCCCTCTTGGCTATCACTAGTGCAAAGMTTTGTTCTCAGTGCAACTTTCTCGGGATMTCTTGGACTT
GAGGTACAGGAACTTTCTTAGMACTGGGGCTTGGGTCACTTGCTCCTCCATCCTCCTTTMACACCAACTCACCATTCCCCCTGACCTTGCCCTCTGGCTAAGGTCCCCGGAACTCAAA
CAGCTCCAGAAACAGCAGGACCTGCCCCACCTAATCTCATCCCTGGGAAGGTGTCCAGGGTGACCTAGGGACTACTGCACAGCAGGTGCAACAGGGCCTCCTCTCCCACAGCCAGGAGGG
TGCAAGAAGGAAGTATMCTCTGTCAGAAAGGACAGAGCTTTGGTCAGCATCTGAGCGGCAACAGGACAGGGGAGGGGCTGTGGGAGAGAATGAGGGTTln&MGTCTCCCTGAGGAGC

MeeTrpPheLeuIleLeuPheLeuAlaLeuSerLeuGlyGlyIleA
CTCAACAGCTCCAAGCTCACAGCCTGCAGCTCCTGGACAGCTGTCACCATGTGGTTCCTGATCCTGTTCCTAGCCCTGTCCCTAGGAGGGATTNAGATGAGGGAAAGGGAGGGATCA

spAlaAlaProProVal1GnSerArgllePheGlyGlyPheAsnCysGluLysAsnSerGlnProTrpGlnValAlaValTy
C-intron A-CTGTCCTCCCCCATTGCCCCTATG4W4TGCTGCACCTCCAGTCCMTCACGAATTTTTGGAGCATTTAACTGTGAGAAGAACTCCCAACCCTGGCAAGTGGCTGTGTA
rArgPheThrLysTyrGlnCysGlyGlyValLeuLouAsnAlaAsnTrpValLeuThrAlaAlaHisCysHisAsnAs
CCGCTTCACCAMTATCAMTGCGGGGGAGTCCTGCTGMCGCCAACTGGGTTCTCACTGCTGCCCACTGCCATAATGEhGAGTAAGGGTGGAAACAGGAAAGCA-intron B-CGCTC

_LysTyrGCnValTrpLeuGlyvLysAsnAsnPhePheGluAspCluProSerAlaGlnHisArgLeuVa lSerLysAlaIleProHisProAlspPheA
TATCGCCTTCCATTGCCCC CAATACCAGGrnGGCTGGGCAAAMCAACTTTTTTGAGGATGAACCCTCTGCCCAACACCGGCTTGTCAGCAAAGCCATCCCTCACCCTGACTTCA
snMietSerLeuLeuAsnGluHIsThrProGlnProGluAspAspTyrSerAsnAspLeuMetLeuLeuArgLeuLysLysProAlaAspI1eThrAspValValLysProIleAspLeuP
ACATGAGCCTCCTGAATCAGCACACCCCACAACCTGAGGACGACTACACCAATGACCTGATGCTGCTCCGCCTCAAAAAGCCTGCTGACATCACAGATGTTGTGAAGCCCATCGACCTGC
romhrGluGluProLysLeuclySerThrCysLeuAlaSerGlyTrp(lySer IeThrProVall eT
CCACTGAGGAGCCCAAGCTGGGGAGCACATGCCTAGCCTCAGGCTGGGGCAGCATTAACCCGTCTATECGcTTCTCCAAGCAACAGAGGGTGGCCGTGAGGGGCACAGGAGACTG

CFrcATrluProAlajpA pLeuGinCy.sValAsnPheLysLeuLeuProAsnGluAspCysValLysAlIHIsIleGluL
AGTTGACCTCTGCTCACCACACTCTTGCCTCCTGAT CA ACC ICCCGCAGATG TCTCCACTGTGTGAACTTCAAGCTCCTGCCTAATGAGGACTGTGTCAAAGCCCACATAGAGA
7sValThrAspValflerL.uCysAlaGlyAapMetAspGlyGlyLysAspThrCy>sM t
AG_TGACAGATGTFATGTTGTGTGCAGGAGATATGGATGGAGG CA L C 6 CTTIAT(d1AGAAGCCCCTTCTTGCAGTGAGGT- intron D-CTTACTCCTGTACCTGTCCTCTTT
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sCCTCAGCTCA(GGAGGCCCACTGATCTG;TGATGGTGTTCTCCACG,GTATCACATCATGCG(GCCCTAGCCCTTGCGGTAAACCCAATGTGCCAGGTATCTACACCAAACTTATTAAGTTT 1680
AsnSerTrpIleLysAspThrI1eAlaLysAsnAla*** 237
AACTCI ACTMTTAATT CCATGTTCTCAATAMGCCCACCATGCAGCA AATCGAGTTC AAGTTCTGACATTCTCTGGTCTTCTGG 1800
TGTGCACTACCTGTCATGTTCACTCAGCTAAGCTTAGGACTTCCAAAGTTGATCAGCCAGGGACAGGAGTACATGTACTGTTGGCTACAGAGGTGGGTTGAGACAAATCGAGACAAAAGG 1920
CTCAGACCATGTCAGGGATGCCACTTGAGTCTCCTCTGGCAAGGAAAATGTTCAGATC
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