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Abstract
Background—Variation in TLR2 gene (TLR2/−16934) is associated with allergic diseases
amongst farmers' children, but not amongst children not living on farms.

Objective—To test the hypothesisis that the same genetic variant which confers protection in the
farming environment is associated with reduced risk of developing allergic phenotypes amongst
urban children attending day-care in early life.

Methods—In two population-based birth cohorts (Manchester, UK-MAAS and Tucson, USA-
IIS) participants were recruited prenatally and followed prospectively (MAAS: 3, 5, 8 and 11
years; IIS: 1, 2, 3 and 5 years). We assessed allergic sensitization and atopic wheezing at each
follow-up.

Results—727 children participated in Manchester and 263 in Tucson. We found no significant
associations between TLR2/−16934 and sensitization and atopic wheeze in either cohort. However
different pattern emerged when we explored the interaction between TLR2/−16934 and day-care
attendance on these outcomes. We found a significant interaction between day-care and
TLR2/-16934 on the development of sensitization in the longitudinal model in MAAS, in that
children carrying T allele who attended day-care were less likely to be sensitized than those who
did not attend day-care, whilst amongst AA homozygotes the association tended to be in the
opposite direction. In a longitudinal model in IIS, we found a significant interaction between day-
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care attendance and TLR2/-16934 on the development atopic wheezing. Significant interactions
between TLR2/-16934 and day-care were maintained when adjusting for socioeconomic status

Conclusions—The effect of day-care on sensitization and atopic wheezing may differ among
children with different variants of theTLR2 gene.
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gene*environment interactions; asthma; allergic sensitisation; birth cohorts; TLR2

INTRODUCTION
Asthma and allergies are the most common chronic diseases in childhood in western
societies1. Although evidence from twin studies suggests a strong genetic component2, there
has been little replication among genetic studies3. The fundamental role of the environment
in the development of these conditions is emphasised by the rapid increase in prevalence
which occurred in the last 4–5 decades1, a time frame too short to be attributable to genetic
factors alone. Various environmental exposures have been associated with the development
of asthma and allergies. However, as with genetics, the dataon the role of environment are
often inconsistent, with the same environmental exposure (e.g.day -care attendance) in
different studies conferring an increase in risk4, protection5–9 or no effect 10, 11. The
conflicting evidence on the effect of genetic variants and environmental exposures on
allergic phenotypes may be in part due to the fact that they have largely been studied
separately. We propose that the development of sensitization and/orasthma is likely a
consequence of environmental factors actin g upon genetically susceptible individuals
through gene-environment interactions. Thus, to understand the role of either genes or
environment, it is essential to study both.

The hygiene hypothesis proposes that relative reduction in immune stimulation by microbial
exposure consequent to increasedhygiene may result in a slower post -natal maturation of
the immune system, resulting in higher prevalence of allergies12, 13. The most convincing
evidence for the role of suchexposure comes from studies amongst farmers in central
Europe, with lower prevalence of allergic diseases amongst farmers' children compared to
those not living on farms 14, 15. A recent study in this setting reported that variation in toll-
like receptor 2 gene (TLR2/−16934, rs4696480)is strongly associated with the frequency of
allergies, and farmers children carrying a T allele were significantly less likely to have
asthma, sensitisation and hay-fever compared to children with genotype AA16. No such
association was found amongst children not living on farms. Similarly, variations in TLR2
were shown to modify the associations between country living in childhood and adult
asthma in France17. In contrast, results from Japan indicated that polymorphisms in TLRs
are not associated with the development of atopy-related phenotypes18.

Children who attend day-care may be exposed to a higher microbialload than those cared for
at home19–21, and consequently have a lower risk of developing allergic phenotypes.
However, similar to many other environmental exposures, studies investigating the
associations between day-care attendance and allergic disease have produced conflicting
results4–11.

We hypothesized that the same genetic variant which confers a reduction in risk of allergic
phenotypes in the farming environment may be associated with a reduction in risk amongst
urban children attending day-care in early life. To test this hypothesis, we used data
collected prospectively in two separate population-based birth cohorts.
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METHODS
Study design, setting and participants

Two population samples were studied (Manchester and Tucson). Both studies were
approved by local research ethics committees. Informed consent was obtained from all
parents, and children gave their assent if appropriate.

The Manchester Asthma and Allergy Study (MAAS)22–26 and Tucson Infant Immune Study
(IIS)27–29 are unselected birth cohort studies (for detailed description see Online
supplement). Participants were recruited prenatally, and followed prospectively attending
review clinics at ages 3, 5, 8 and 11 years (MAAS) and 1, 2, 3 and 5 years (IIS). .

Definitions of variables
Day-care attendance—In MAAS, Day-care included children who regularly attended
day-care at any time during the first two years of life and No day-care included children who
were looked after at home or by a child-minder9. In IIS, Day-care included children who
were regularly cared for outside of the home at any time during the first nine months of
life27.

Sensitization—In MAAS we carried out skin prick testing (SPT) to common allergens at
age 3, 5, 8 and 11 years and defined sensitization as a wheal diameter 3mm greater than
negative control to at least one allergen. In addition, we measured specific IgEs at age s3, 5
and 8 years. In IIS , we measured specific IgEs at age s1, 2 3 , and 5 years and defined
sensitization as sIgE>0.35 kUA/L to at least one allergen.,

Atopic wheeze—Questionnaires were administered to collect information on parentally-
reported symptoms. Current wheeze was defined as wheeze in the last 12 months, and atopic
wheeze as current wheeze in the presence of sensitization at corresponding age.

Airway reactivity (MAAS)—Assessed by Eucapnic Voluntary Hyper-ventilation (EVH)
challenge at age 5 years (Online supplement). Bronchial hyper responsiveness (BHR) was
defined as a change in lung function after challenge greater than the ninetieth percentile for
the reference subjects (skin test-negative, never-wheezing at age 5)30.

Genotyping
Genotyping was performed using the Single Base Extension method (Sequenom, Hamburg,
Germany; MAAS) and 5 -exonuclease assays (Taqman, Applied Biosystems; IIS); see
Online supplement. For all analyses, AT and TT genotypes were combined to assess our a
priori hypothesis that the association between day-care and sensitization would be evident
for children carrying a T-allele.

Statistical methods
We used Stata 11.1 and SPSS 15.0 for all analyses. In order to minimize false positive
results due to multiple testing and capitalize on the longitudinal nature of the collected data,
we made a priori decision to use longitudinal rather than cross-sectional analyses of the two
phenotypes of interest (sensitization and atopic wheeze) as the primary outcomes. For
completeness, the data on a secondary outcome (current wheezing) are presented in the
Online supplement.

Longitudinal analyses were performed by Generalized Estimating Equations (GEE) using
the exchangeable correlation structure and the logit link function. We investigated other
covariates which might influence clinical outcomes of interest (socioeconomic status,
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number of siblings and position of sib-ship), and models were adjusted as appropriate. For
airway reactivity in MAAS at age 5 years, the categorical associations were assessed using
logistic regression models. Only children of European ancestry were included in the
analysis.

RESULTS
Participants

In Manchester we reviewed 1025 children at age 8 years; of those, 122 were randomized to
an environmental intervention31 and excluded from this analysis. Samples for genotyping
were provided by 727C aucasian children, of whom 504 attended day-care. Of the total IIS
population (n=482), the analyzed sample included 263 Caucasian children with data on
genotype, day -care and at least one outcome. Genotype frequencies were consistent with
other populations (AA 22.0% and 26.6%, AT 50.9% and 48.7%, TT 27.1% and 24.7%,
MAAS and IIS respectively); no deviation from Hardy-Weinberg equilibrium could be
detected.

Descriptive data
Tables 1 and E1 summarize gender, day-care attendance and clinical outcomes overall and
by TLR2/−16934 in the two cohorts. There were no significant associations between
TLR2/−16934 and any clinical outcomes in either cohort. Data ongender, and clinical
outcomes by day -care attendance are presented in Table 2 and E2. In MAAS, day-care was
significantly associated with reduced atopic wheeze at age 8(Tables 2) and reduced wheeze
at ages 5 and 8 (E-Table 2). In IIS, day-care was significantly associated with increased
wheeze at age 1 and reduced sensitization at age 2(Table 2 and E-Table 2). These findings
are consistent with our previously reported data9, 27 . In the MAAS cohort, we found that
socioeconomic status was significantly associated with day-care attendance and some of the
outcomes (e.g. children from a higher socioeconomic class were more likely to attend day-
care; additionally, these children were less likely to develop wheeze in early life, but more
likely to develop sensitization). In IIS, we found no association between socioeconomic
status and day-care. There was no significant association between the number of siblings
and position of sib-ship with exposure of interest and clinical outcomes in either cohort,;
therefore these have not been included in the longitudinal models.

Interaction between TLR2/−16934 and day-care
When we explored the interaction between TLR2/−16934 and day-care attendance on
clinical outcomes, genotype-specific patterns emerged that were similar in the two
populations. All estimates for odds ratios and confidence intervals from longitudinal models
for allergic sensitization and atopic wheeze are presented in Table 3 . Significant
interactions between TLR2/-16934 and day-care were maintained when adjusting for
socioeconomic status; it is of note that adjusting for socioeconomic status did not materially
change the odds ratios inthese models.

Sensitization—In both cohorts the effect of day-care on sensitization differed by
TLR2/−16934 genotype . In MAAS, in a longitudinal model including skin prick tests from
all 4 time-points (3, 5, 8 and 11 years), we found a significant interaction between day-care
and TLR2/-16934 on the development of sensitization(p=0.0 5, Table 3). Results did not
materially change when sensitization was defined by IgE (Table 3, E-Figure 1). For either
measure of atopic sensitization and at each time point, children carrying a T allele who
attended day-care tended to have lower risk of sensitization than those who did not attend
day-care (Figure 1a, E-Figure 1). In contrast, among children with AA genotype, day-care
attendance appeared to increase the risk of sensitization (Table 3, Figure 1a, E-Figure 1).
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Similarly, in IIS, in a longitudinal model including data from all 4 time-points, children
carrying a T allele were significantly less likely to develop sensitization if they attended
day-care (p=0.03), though the interaction between day-care and TLR2/-16934 was not
statistically significant (p=0.10, Table 3). Inspection of the patterns suggested that among
children withan AA genotype, day -care did not appear to have an effect on sensitization at
ages 1 and 2 years, but there was a trend towards increase at ages 3 and 5 years amongst
children who attended day-care (Figure 1b).

Data on current wheeze are presented in E-Tables 1–3 and E-Figures 2 and 3.

Atopic wheeze—In a longitudinal model in IIS including data from ages 1, 2, 3 and 5
years, we found a significant interaction between day-care attendance and TLR2/-16934 on
the development atopic wheezing (p=0.01; Table 3), in that children with AA genotype who
attended day-care had higher risk of atopic wheezing than those who did not attend day-care,
whilst among T-allele carriers day-care attendance appeared protective. Although we
observed a similar pattern in MAAS, the interaction between day-care and genotype failed
to reach statistical significance (Table 3). In a longitudinal model of atopic wheezing (IgE)
in the UK cohort, day-care was associated with protection only amongst T-allele carriers
(p=0.017), whilst the direction of the association in children with AA genotype appeared to
be in the opposite direction (Table 3, E-Figure 4). Inspection of the patterns (Figure 2a)
suggested that the interaction between day-care attendance and TLR2/-16934 was not
evident prior to age 8 years (consistent with the finding that atopic wheeze at age 8 years
was less common amongst children who attended day-care, Table 2).

Bronchial hyperresponsiveness (MAAS)—For the whole population there was no
association between day-care and BHR at age 5 years. However, in children with T allele,
day-care was associated with less BHR, whereas among AA homozygotes day-care was
associated with more BHR (Figure 3). The interaction between TLR2/−16934 and day-care
was statistically significant (adjusted for baseline lung function: p=0.04).

DISCUSSION
Key results

In two independent unselected birth cohorts from distinct geographic areas, we
demonstrated that the association between day care attendance with sensitization and atopic
wheezing appears dependent on a genetic variant in TLR2. Day-care was protective, but only
amongst children carrying the T allele for TLR2/−16934, whilst among AA homozygotes
there was no association between day-care attendance and outcomes of interest, or the
association tended to be in the opposite direction. In the MAAS cohort, socioeconomic
status was significantly associated with day-care attendance and some of the outcomes, but
the significant interactions between day-care and TLR2/−16934 were maintained after
adjusting for this factors with no material changes in the odds ratios for these models. These
results were further strengthened by the similar findings for physiological measures strongly
related to childhood asthma (dry air bronchial hyperreactivity) in one of the cohorts. Our
results are consistent with those in children raised in a farming environment, where T allele
carriers were less likely to have asthma and sensitisation compared to AA homozygotes16.
We postulate that attending day-care and being raised on farm are markers of increased
exposure to microbial products, which may have different or even opposite effects on
asthma and allergies amongst carriers of different TLR2/−16934 genotype.
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Limitations and Strengths
We did not directly measure exposure to microbial agents, but used day-care attendance as a
proxy. Several reports have shown that children attending day-care centers experience more
infections than children cared for at home19, 20, and exposure to endotoxin (a component of
the cell wall of gram-negative bacteria) is markedly higher in day-care centers than in
homes32. The precise nature of the exposures in either the farming or day care environments
nonetheless remain to be identified. Another limitation is that we reliedon parental reports of
wheezing, which may beunreliable as many parents have little understanding of what
physicians mean by the term “wheeze”33.

We made every effort to minimize false positive results due to multiple testing, but we
acknowledge that we cannot fully eliminate the possible impact of multiple testing on the
degree to which conclusions related to the statistical interactions can be considered reliable.
The analysis was hypothesis-driven and limited to one genotype comparison in two carefully
defined phenotypes. We minimized the number of phenotypes tested by capitalizing on the
longitudinal nature of data collection, and used longitudinal rather than a series of cross-
sectional analyses. We used slightly different definitions of “day-care” attendance in the two
populations. This is an inevitable consequence of the different provisions for maternity leave
in the two countries, which influenced the age of entry to day-care. In contrast to the USA,
in the UK, paid maternity leave is provided for at least 9 months, and children are usually
looked after by their mothers at home during this time (consequently, only 30 children in
Manchester started nursery within the first six months of life and we could not use more
similar definitions of day-care). It is worth noting that we used similar definitions of day-
care to those used in our previous studies which demonstrated that in the whole populations,
early day-care exposure reduced IgE levels (IIS)27 and reduced risk of wheezing (MAAS)9.
We therefore believe that our definitions of day-care exposure in the two cohorts are
appropriate for the distinct geographical areas and represent reasonable proxy measures of
the exposure to infectious agents .

We acknowledge that the findings in two cohorts are not identical, and that the interaction
terms are either not significant or are only marginally below the conventional 0.05 level. For
example, the interaction between day-care attendance and TLR2/-16934 was significant for
sensitization in MAAS and atopic wheeze in IIS, but failed to reach statistical significance
for atopic wheeze in MAAS and sensitization in IIS. Clearly, our conclusions would be
stronger if the p-values for interaction were all significant and if all were in the 0.001 range
or below. However, even when the interaction did not reach statistical significance, all
trends across different phenotypes in two populations were in the same direction. How does
this compare with “replication” in studies of asthma and other complex diseases? Despite
more than a decade of intensive work using a range of approaches from family based linkage
and candidate gene-based association studies through to whole genome association studies,
genetic studies have produced heterogeneous results with little replication3. It should be
noted that in this context replication refers to the finding of any association between the
gene and any asthma or allergy phenotype. The gene is usually considered as the unit of
replication, reflecting the fact that not only is it frequently a different SNP within the gene
that is a risk for disease, but sometimes even the opposite allele of the same SNP that is the
risk allele in different populations3. This phenomenon has been noted in most complex
diseases; precise replication (i.e. the same association of the same SNP with the same
phenotype) is very rare34. Thus, whilst we recognize that the findings in our two cohorts are
not identical, it is reassuring that the direction of the interaction between the same SNP and
similar environmental exposure across phenotypes in the two different populations was very
similar. Finally, we do not have the functional explanation for our findings. The
TLR2/−16934 polymorphism is a marker for a group of highly linked TLR2 SNPs, and any
of these SNPs may be responsible for the interaction described. We chose TLR2/−16934 for
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these studies because it had been previously associated with asthma and allergies infarming
environment 16. TLR2 expression is increased in blood cells from children of farmers
compared with children not raised on farms, suggesting that the innate immune system may
respond to the microbial products present in the farming environment and may modulate the
development of allergic disease35. Whether similar changes in TLR2 are present in children
attending day-care is unknown. TLR2 is the innate immune receptor for molecular patterns
present on the surface of many microbial agents36. It is likely that expression of TLR2 on
the cell surfaces is in part genetically determined, and this differential expression by
genotype could modulate susceptibility to the effects of ligands present in microbial
products.

A major strength of our studies is careful longitudinal phenotyping from birth in two
unselected populations in distinct geographical areas. T he phenotypic expression of asthma
and allergic diseases start early in life and these phenotypes are unstable and may progress
or remit over time. Thus, the optimal study design is a birth cohort, as it overcomes
problems of recall bias and permits longitudinal phenotyping and contemporaneous
measurement of environmental exposures. This approach is crucial for the assessment of
gene-environment interactions.

Interpretation
Published studies investigating the effect of day-care on the development of allergic disease
are inconsistent, with some showing increased risk4, and others decreased risk5–8 or no
effect10, 11. Similarly, polymorphisms in TLRs have been associated with allergic diseases in
some16, but not all studies18. These inconsistencies may be in part consequent to the
differences in study designs, definitions of exposures and outcomes or sample size.
However, they may also reflect the fundamentally different nature of the relationship
between genetic polymorphisms, environmental exposures and phenotype in complex
diseases compared to diseases determined predominantly by genetic factors. The
relationship between genotype and phenotype in complex diseases may not be linear or
unidirectional37, but modulated by a number of environmental factors (for example, we have
recently reported that cat ownership substantially increases the risk of early-life eczema in
children with filaggrin loss-of-function variants, but not amongst those without)38. Thus, the
true associations between genetic variants and phenotype expression may be lost in studies
in which study participants are exposed to a wide range of unmeasured environmental
factors37. It is important to note that we found no association between TLR2 genotype and
clinical outcomes before we explored its interaction with day-care attendance. The true
significance of the genetic variant was only uncovered when the relevant environmental
exposure was taken into account. Similarly, when we carried out the analysis in the whole
population, day-care appeared to be associated with a significant protection from atopic
wheezing. However, this concealed the fact that amongst AA homozygotes, day-care was
not associated with protection, but actually tended to increase the risk of atopic wheezing.
The apparent protective effect in the whole population was consequent to the fact that
children with a T allele (in whom day-care was associated with less atopic wheezing)
outnumbered AA homozygotes (in whom day-care was associated with more atopic
wheezing) by a factor of 3:1. Recent studies in mouse models have strongly suggested that
gene-environment interaction plays a crucial role in determining complex phenotypes.
Valdar et al39 reported the heritability of 88 complex traits that included models of human
disease such as asthma and immunological, biochemical and hematological phenotypes.
They found that environmental covariates were involved in a large number of significant
interactions with genetic background. Moreover, the effects of gene-environment
interactions were more frequent and larger than the main effects: half of the interactions
explained more than 20% of the variance of the complex phenotypes studied. It is thus
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plausible to surmise that the type of gene-environment interactions we have observed are not
limited to the phenotypes we studied, but may be crucial determinants of many other
complex human phenotypes.

Generalizability
Our results suggest that in complex diseases such as asthma and allergies, genetic
predisposition may need to be taken into account when assessing the effect of environmental
exposures, and vice-versa, relevant environmental exposures may need to be factored into
the genetic association studies. Furthermore, we often use epidemiological data to identify
potentially modifiable risk factors to help devise primary prevention strategies. If we
extrapolate our data to the context of primary prevention, the results suggest that only
individuals with particular genotypes may benefit from a specific intervention, whilst the
same intervention amongst individuals with different susceptibility may cause harm.

Conclusions
Our data indicate that the effects of day-care on allergic phenotypes may differ among
children with different variants of the TLR2 gene. Children with T allele for TLR2/−16934
may benefit from attending day-care, whereas for those who are AA homozygotes being
cared for at home may prove beneficial. However, we emphasize that a caution is needed
when interpreting our results, due to marginal p-values of the interaction terms and the fact
that we cannot fully eliminate the multiple testing problem.

Clinical Implications

Extrapolation of our data to the context of primary prevention suggests that only
individuals with particular genotypes may benefit from a specific intervention, whilst the
same intervention amongst individuals with different susceptibility may cause harm.

Supplementary Material
Refer to Web version on PubMed Central for supplementary material.
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TLR2 toll-like receptor 2

MAAS Manchester Asthma and Allergy Study

IIS Tucson Infant Immune Study

SPT skin prick test

EVH Eucapnic Voluntary Hyper-ventilation

BHR Bronchial hyperresponsiveness

GEE Generalized Estimating Equations

SNP Single nucleotide polymorphism
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Figure 1.
Percentage of children with allergic sensitization (assessed by skin prick testing [SPT] or
specific IgE measurement [IgE]) by TLR2/-16934 genotype and day-care attendance in early
childhood
a) Manchester Asthma and Allergy Study (MAAS)
b) Tucson Infant Immune Study (IIS)

Custovic et al. Page 11

J Allergy Clin Immunol. Author manuscript; available in PMC 2012 February 1.

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript



Figure 2.
Percentage of children with atopic wheeze by TLR2/-16934 genotype and day-care
attendance in early childhood; atopy was assessed by skin prick testing (SPT) or specific IgE
measurement (IgE)
a) Manchester Asthma and Allergy Study (MAAS)
b) Tucson Infant Immune Study (IIS)
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Figure 3.
Percentage of children with bronchial hyper-responsiveness (BHR) to Eucapnic Voluntary
Hyper-ventilation (EVH) challenge at age 5 years by TLR2/-16934 genotype and day-care
attendance in the Manchester Asthma and Allergy Study (MAAS)
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Table 1

Gender, day-care attendance and outcomes by TLR2/−16934 genotype.

Variable Whole group Frequency (%) AA Frequency (%) AT+TT Frequency (%) p-value*

MAAS

Population (n=727) 160 (22.0) 567 (78.0)

Male 386/727 (53.1) 78/160 (48.8) 308/567 (54.3) 0.21

Attended day-care 504/727 (69.3) 109/160 (68.1) 395/567 (69.7) 0.71

Sensitization (IgE)

 Age 3 years 29/129 (22.5) 5/27 (18.5) 24/101 (23.5) 0.58

 Age 5 years 116/416 (27.9) 30/96 (31.3) 86/320 (26.9) 0.40

 Age 8 years 167/414 (40.3) 40/88 (45.5) 127/326 (39.0) 0.27

Sensitization (SPT)

 Age 3 years 135/646 (20.9) 33/145 (22.8) 93/501 (20.4) 0.53

 Age 5 years 165/648 (25.5) 34/142 (23.9) 131/506 (25.9) 0.64

 Age 8 years 192/657 (29.2) 34/144 (23.6) 158/513 (30.8) 0.09

 Age 11 years 177/563 (31.4) 38/122 (31.2) 139/441 (31.5) 0.94

Atopic wheeze (IgE)

 Age 3 years 11/128 (8.6) 2/27 (7.4) 9/101 (8.9) 1.00

 Age 5 years 31/412 (7.5) 9/96 (9.4) 22/316 (7.0) 0.51

 Age 8 years 53/412 (12.9) 12/87 (13.8) 41/325 (12.6) 0.72

Atopic wheeze (SPT)

 Age 3 years 38/642 (5.9) 12/145 (8.3) 26/497 (5.2) 0.17

 Age 5 years 48/647 (7.4) 12/142 (8.5) 32/505 (7.1) 0.60

 Age 8 years 69/657 (10.5) 12/144 (8.3) 57/513 (11.1) 0.34

 Age 11 years 57/563 (10.1) 11/122 (9.0) 46/441 (10.4) 0.65

EVH airway hyperreactivity

 Age 5 years 73/473 (15.4) 14/105 (13.3) 59/368 (16) 0.50

IIS

Population (n = 263) 70/263 (26.6) 193/263 (73.4)

Male 120/263 (45.6) 32/70 (45.7) 88/193 (45.6) 1.00

Attended day-care 130/263 (49.4) 34/70 (48.6) 96/193 (49.7) 0.89

Sensitization (IgE)

 Age 1 year 26/209 (12.4) 7/57 (12.3) 19/152 (12.5) 1.00

 Age 2 years 39/187 (20.9) 13/54 (24.1) 26/133 (19.6) 0.55

 Age 3 years 57/178 (32.0) 18/50 (36.0) 39/128 (30.5) 0.48

 Age 5 years 62/153 (40.5) 15/44 (34.1) 47/109 (43.1) 0.36

Atopic wheeze (IgE)

 Age 1 year 6/205 (2.9) 2/56 (3.6) 4/149 (2.7) 0.67

 Age 2 years 10/181 (5.5) 3/52 (5.8) 7/129 (5.4) 1.00

 Age 3 years 17/175 (9.7) 5/49 (10.2) 12/126 (9.5) 1.00

 Age 5 years 16/146 (11.0) 4/42 (9.5) 12/104 (11.5) 1.00

*
Chi-squared test
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Table 2

Gender and outcomes by day-care attendance.

No Day-care Frequency (%) Day-care Frequency (%) p-value*

MAAS

Population 223/727 (30.7) 504/727 (69.3)

Male 112/223 (50.2) 274/504 (54.4) 0.30

Sensitization (SPT)

 Age 3 years 47/196 (24.0) 88/450 (19.6) 0.20

 Age 5 years 51/200 (25.5) 114/448 (25.5) 0.99

 Age 8 years 62/200 (31.0) 130/457 (28.5) 0.51

 Age 11 years 52/166 (31.3) 125/397 (31.5) 0.97

Sensitization (IgE)

 Age 3 years 13/45 (28.9) 16/84 (19.1) 0.20

 Age 5 years 33/134 (24.6) 83/282 (29.4) 0.31

 Age 8 years 55/127 (43.3) 112/287 (39.0) 0.41

Atopic wheeze (SPT)

 Age 3 years 12/194 (6.2) 26/448 (5.8) 0.85

 Age 5 years 15/200 (7.5) 33/447 (7.4) 0.96

 Age 8 years 28/200 (14.0) 41/457 (8.9) 0.05

 Age 11 years 19/166 (11.5) 38/397 (9.6) 0.50

Atopic wheeze (IgE)

 Age 3 years 5/45 (11.1) 7/84 (8.3) 0.61

 Age 5 years 10/134 (7.5 ) 22/282 (7.8) 0.90

 Age 8 years 25/127 (19.7) 28/285 (9.8) 0.01

IIS

Population 133/263 (50.6) 130/263 (49.4)

Male 64/133 (48.1) 56/130 (43.1) 0.46

Sensitization (IgE)

 Age 1 year 16/110 (14.5) 10/99 (10.1) 0.40

 Age 2 years 26/94 (27.7) 13/93 (14.0) 0.03

 Age 3 years 32/88 (36.4) 25/90 (27.8) 0.26

 Age 5 years 35/82 (42.7) 27/71 (38.0) 0.62

Atopic wheeze (IgE)

 Age 1 year 3/109 (2.8) 3/96 (3.1) 1.00

 Age 2 years 7/91 (7.7) 3/90 (3.3) 0.33

 Age 3 years 8/86 (9.3) 9/89 (10.1) 1.00

 Age 5 years 9/78 (11.5) 7/68 (10.3) 1.00

*
Chi-squared test
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