
Toll-like Receptor 3 (TLR3) Induces Apoptosis via Death
Receptors and Mitochondria by Up-regulating the
Transactivating p63 Isoform � (TAP63�)*

Received for publication, August 25, 2010, and in revised form, February 27, 2011 Published, JBC Papers in Press, March 2, 2011, DOI 10.1074/jbc.M110.178798

Ruili Sun‡§¶1, Yu Zhang§1, Qingshan Lv�1, Bei Liu**, Miao Jin‡‡, Weijia Zhang§, Qing He‡, Minjie Deng‡, Xueting Liu‡,
Guancheng Li§, Yuehui Li§, Guohua Zhou§, Pingli Xie§, Xiumei Xie�, Jinyue Hu‡§2, and Zhaojun Duan‡‡3

From the ‡Central Laboratory, Renmin Hospital, Wuhan University, Wuhan 430060, the §Cancer Research Institute, Central South
University, Changsha 410078, the ¶Department of Laboratory Medicine, XinXiang Medical University, XinXiang 453003, the
�Department of Geriatric Cardiology, Xiangya Hospital, Central South University, Changsha 410008, the **Department of
Pathology, Affiliated Tianyou Hospital, Wuhan University of Science and Technology, Wuhan 430064, and the ‡‡National Institute
for Viral Disease Control and Prevention, China Center for Disease Control and Prevention, Beijing 100052, China

Toll-like receptor 3 (TLR3), a member of the pathogen recog-
nition receptors, is widely expressed in various cells and has
been shown to activate immune signaling pathways by recogniz-
ing viral double-stranded RNA. Recently, it was reported that
the activation of TLR3 induced apoptosis in some cells, but the
detailed molecular mechanism is not fully understood. In this
study, we found that in endothelial cells polyinosinic-polycyt-
idylic acid (poly(I-C)) induced dose- and time-dependent cell
apoptosis, which was elicited by TLR3 activation, as TLR3 neu-
tralization and down-regulation repressed the apoptosis.
Poly(I-C) induced the activation of both caspases 8 and 9, indi-
cating that TLR3 triggered the signaling of both the extrinsic
and intrinsic apoptotic pathways. Poly(I-C) up-regulated tumor
necrosis factor-related apoptosis-inducing ligand and its recep-
tors, death receptors 4/5, resulting in initiating the extrinsic
pathway. Furthermore, poly(I-C) down-regulated anti-apopto-
tic protein, B cell lymphoma 2 (Bcl-2), and up-regulatedNoxa, a
key Bcl-2 homology 3-only antagonist of Bcl-2, leading to the
priming of the intrinsic pathway. A p53-related protein, the
transactivating p63 isoform � (TAp63�), was induced by TLR3
activation and contributed to the activation of both the intrinsic
and extrinsic apoptotic pathways. Both the cells deficient in p63
gene expression by RNA interference and cells that overex-
pressed the N-terminally truncated p63 isoform � (�Np63�), a
dominant-negative variant of TAp63�, by gene transfection,
survived TLR3 activation. Taken together, TAp63� is a crucial
regulator downstream of TLR3 to induce cell death via death
receptors and mitochondria.

Toll-like receptors (TLR)4 recognize different pathogen-as-
sociated molecular patterns, leading to the activation of innate

immune response and the priming of subsequent adaptive
immune response by controlling multiple functions of den-
dritic cells (1, 2). Expressed in conventional dendritic cells and
in a variety of epithelial cells, including airway, uterine, corneal,
vaginal, cervical, biliary, and intestinal epithelial cells (1), toll-
like receptor 3 (TLR3) was the first member of the TLR family
known as a pattern recognition receptor and has been demon-
strated to detect a conserved viral molecular pattern, double-
stranded RNA (dsRNA), now regarded as a universal viral
pathogen-associated molecular pattern (3).
TLR3 has been reported to promote the cross-priming of the

cytotoxic T cell response against viral infection (4). Immuniza-
tion with virus-infected cells or cells containing synthetic
dsRNA leads to a striking increase in cytotoxic T cell cross-
priming against cell-associated antigens. TLR3 is expressed in
the central nervous system and plays important roles in the
control of herpes simplex virus 1, which spreads from the epi-
thelium to the central nervous system via cranial nerves (5).
However, several recent studies have reported conflicting con-
clusions about TLR3 in host immunity to viruses. TLR3-defi-
cientmice have been shown to bemore resistant to lethal infec-
tion and have a reduced incidence of liver disease associated
with hepatotropic Punta Toro virus infection compared with
wild-type mice (6). The recombinant strain Western Reserve
vaccinia virus has been reported to be more deleterious to the
wild-type mice than the TLR3-deficient mice (7). More impor-
tantly, TLR3 has been reported to mediate West Nile virus
entry into the brain, causing lethal encephalitis by impairment
of the blood-brain barrier (8).
p63 is a p53-related gene that was cloned in 1998 (9). The

high level of sequence similarity between the p63 and p53 pro-
teins, particularly in the DNA-binding domain, allows p63 to
transactivate p53-responsive genes, leading to cycle cell arrest
and apoptosis. The p63 gene expresses three alternatively
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from the promoter upstream of the first exon or from an alter-
native promoter located in intron 3. Thus, it produces at least
six mRNA variants, which encode six different p63 protein iso-
forms (transactivating p63 (TAp63) �, �, and � and N-termi-
nally truncated p63 (�Np63) �, �, and �) (9, 10). The TAp63
isoforms are able to bind to DNA through a p53 response ele-
ment and activate the transcription of target genes to induce
cell cycle arrest or apoptosis. However, the �Np63 isoforms,
which lack the transactivation domain, can bind to DNA
through a p53 response element and exert dominant-negative
effects over p53, p73, and p63 activities either by competing for
the DNA-binding sites or by direct protein interaction. Com-
pared with p53, TAp63 isoforms differentially recognize
responsive elements, resulting in target gene specificity (11).
One important p63 isoform, TAp63�, induces apoptosis via the
death receptor apoptotic pathway in which the expression of
CD95, the TNF receptor, and the tumor necrosis factor-related
apoptosis-inducing ligand (TRAIL) receptors is triggered and
via the mitochondrial apoptotic pathway in which the expres-
sion of pro-apoptotic B cell lymphoma 2 (Bcl-2) family mem-
bers, such as Bax, is up-regulated (12). p63 has been further
implicated inmany p53-independent pathways, including stem
cell regeneration, epidermalmorphogenesis, and limb develop-
ment (13, 14). Therefore, p63 is not functionally redundant to
p53.
Recently, TLR has been reported to elicit apoptosis in several

cells. Inmelanoma cells, TLR3 induced the Toll/IL-1R domain-
containing adapter inducing IFN� (TRIF)-dependent activa-
tion of pro-apoptotic signaling, which was under the control of
inhibitor of apoptosis proteins (15). In pancreatic � cells,
dsRNA inducedTLR3-dependent apoptosis by the activation of
the interferon regulatory factor 3 (IRF3) pathway (16). TLR3
also triggers apoptosis of human prostate cancer cells through a
protein kinase C (PKC) �-dependent mechanism (17). In
human breast cancer cells, TLR3 induces apoptosis that
involves the molecular adapter, TRIF, and type I IFN autocrine
signaling (18). Moreover, TLR3-mediated cell death involves
the activation of caspases and engages both extrinsic and intrin-
sic apoptotic pathways (19). IFN� has been reported to sensi-
tize human umbilical vein endothelial cells to apoptosis
induced by dsRNA (20). However, the detailed mechanism of
TLR3-induced cell apoptosis is not fully understood.
In this study, we found that TRAIL death receptors 4/5

(DR4/5) and Noxa elicited the extrinsic and intrinsic apoptosis
pathways, respectively, in TLR3-induced endothelial cell apo-
ptosis, which was regulated by TAp63�, a p53-related protein.
By analyzing the cells deficient in p63 gene expression and the
cells overexpressing �Np63�, a dominant-negative variant of
TAp63�, we have established that TAp63�, as a pivotal control
point, functions downstream of TLR3 to elicit cell apoptosis.

EXPERIMENTAL PROCEDURES

Cell Lines and Reagents—The immortalized human umbil-
ical vein endothelial cells (HUVECs) expressing endothelial cell
characteristic markers, endothelial nitric-oxide synthase,
CD31, and Ve-cadherin (21) were obtained from the American
Type Culture Collection (ATCC, Manassas, VA). The cells
were grown in DMEM containing 10% fetal calf serum (FCS)

and antibiotics. Primary HUVECs were purchased from Scien-
Cell Research Laboratories and maintained in endothelial cul-
ture medium (ScienCell, Carlsbad, CA) supplemented with 5%
FCS, 1% endothelial cell growth supplement, and antibiotics.
All cells were cultured in a humidified atmospherewith 5%CO2
at 37 °C. Mouse anti-human phospho-nuclear factor-�B (NF-
�B) p65 (Ser-536) (7F1) mAb, rabbit anti-human NF-�B p65
antibody,mouse anti-human caspase 8 and 9mAbs, rabbit anti-
human poly(ADP-ribose) polymerase (PARP), and Bcl-2 anti-
bodies and human p53 siRNA were purchased from Cell Sig-
naling Technology (Beverly, MA). Mouse anti-human TRAIL/
TNFSF10, TNF�/TNFSF1A, and INF� mAbs, recombinant
human TNF�/TNFSF1A, INF�, general caspase inhibitor
Z-VAD-FMK, caspase 8 inhibitor Z-IETD-FMK, and caspase 9
inhibitor Z-LEHD-FMK were purchased from R&D Systems
(Minneapolis, MN). Human TNF� ELISA kit, mouse anti-hu-
man �-actin mAb, and fluorescein isothiocyanate (FITC)-an-
nexin V/propidium iodide (PI) apoptosis kits were purchased
from Jingmei Co. (Shenzhen, China). Pro-apoptosis chemical
staurosporine was purchased from Cayman Chemical (Ann
Arbor, MI). Mouse anti-human TLR3mAb (clone TLR3.7 with
the function to neutralize TLR3) was purchased from HyCult
Biotechnology (Uden, The Netherlands). Mouse anti-human
Noxa mAb was purchased from Abcam (Cambridge, UK).
Polyinosinic-polycytidylic acid (poly(I-C)), a synthetic analog
of dsRNA was purchased from InvivoGen (San Diego). p53
inhibitor pifithrin-� and PARP inhibitors DPQ and PJ-34 were
purchased from Alexis Biochemicals (San Diego). Human
TLR3 shRNAplasmidwas purchased fromSantaCruz Biotech-
nology (Santa Cruz, CA). Human TRAIL ELISA kit was pur-
chased from Boster Biochemicals (Wuhan, China).
Reverse Transcription-PCR (RT-PCR)—Total RNA was

extracted from 2 to 5 � 106 cells using TRIzol (Invitrogen), as
described by themanufacturer.mRNAwas reverse-transcribed
with RevertAid (MBI Fermentas, Burlington Ontario, Canada)
at 42 °C for 60 min, and the resulting cDNA was subjected to
PCR (95 °C for 1 min followed by 25–35 cycles at 95 °C for 30 s,
60 °C for 30 s, and 68 °C for 1 min and an extension for 10 min
at 68 °C). PCR products were separated on 1.0% agarose gels
and visualized with ethidium bromide. Forward and reverse
primer pairs are listed (5� to 3�) as follows: Bcl-2-F, CGTTTG-
GCAGTGCAATGGT, and Bcl-2-R, TTCTTGATTGAGCGA-
GCCTT; �Np63-F, TACCTGGAAAACAATGCCCA, and
�Np63-R, ATGGCTGTTCCCCTCTACTC; DR4-F, CAATG-
GGAACATAGCCCTTTG, andDR4-RAAACACACCCTGT-
CCATGCA; DR5-F, TCTGATCACCCAACAAGCCCT, and
DR5-R, ACAATCACCGACCTTGACCAT; GAPDH-F, AAT-
CCCATCACCATCTTCCA, and GAPDH-R CCTGCTTCAC-
CACCTTCTTG; IFN�-F, AGCTGCAAGTCAAGCTGCTCT,
and IFN�-R, TTCTTCACAGCCAAGATGGA; IFN�-F, TCT-
CCTCCAAATTGCTCTCCT, and IFN�-R TACTCCTTGG-
CCTTCAGGTAA; IL-1�-F, TTGAAGCTGATGGCCCTA-
AAC, and IL-1�-R, CACCAAGCTTTTTTGCTGTG; IL-6-F,
CCAGTACCCCCAGGAGAAGAT, and IL-6-R, TTGCCT-
TTTTCTGCAGGAAC; IL-8-F, TTGGCAGCCTTCCT-
GATTT, and IL-8-R, TCAAAAACTTCTCCACAACCC;
MDM2-F, TTCGTGAGAATTGGCTTCC, and MDM2-R,
GGCAGGGCTTATTCCTTTTCT; Noxa-F, CCAAACTCTT-
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CTGCTCAGGAA, and Noxa-R, ATCACAGGTCATCTCCC-
TTCA; p21-F, TGGGGATGTCCGTCAGAA, and p21-R
TTCCTCTTGGAGAAGATCAGC; p53-F, AGCTGTGGGT-
TGATTCCACAC, and p53-R TTTCTTCTTTGGCTGG-
GGA; p63�-F, ATGAACAAGCTGCCTTCTGTG, and p63�-R
ACAGCATCAATAACACGCTCA; TAp63-F, GCCCATTG-
ACTTGAACTTTG, and TAp63-R, GGGTCATCACCTTGA-
TCTGGA; TLR3-F, AAAACCTTTGCCTTCTGCAC, and
TLR3-R,GGAATCGTTACCAACCACATT;TNF�-F, TGAC-
AAGCCTGTAGCCCATGTT, and TNF�-R, AGGGCAATG-
ATCCCAAAGTAGA; and TRAIL-F, TTCACAGTGCTCCT-
GCAGTCT, and TRAIL-R, AGTTTATTTTGCGGCCCAGA.
FlowCytometry—Human endothelial cells, grown to subcon-

fluency, were harvested and washed with fluorescence-acti-
vated cell sorting (FACS) buffer (5 mmol/liter EDTA, 0.1%
NaN3, and 1% FCS, in Dulbecco’s phosphate-buffered saline
(PBS)). After incubation with a monoclonal antibody against
human TLR3 for 40 min on ice, the cells were stained with a
FITC-labeled secondary antibody and examined for protein
expression by flow cytometry (BD Biosciences).
Cell Death Assay—The death of cells was detected by FITC-

annexin V/PI staining. In general, 1–2 � 106 cells were washed
twice with PBS and then labeledwith FITC-annexin V and PI in
binding buffer, according to instructions provided by the man-
ufacturer. Fluorescence signals of FITC and PI were detected
on a FACScan (BD Biosciences). The log of FITC-annexin V
fluorescence was displayed on the x axis, and the log of PI fluo-
rescence was displayed on the y axis. For each analysis, 10,000
events were recorded.
Cytokine Measurements by ELISA—Production of human

TNF� and TRAIL, found in the culture supernatants and cell
lysates of human endothelial cells, in response to various con-
centrations of poly(I-C), was detected by ELISA kits, according
to the manufacturer’s standard protocols.
Immunoblot—Endothelial cells were lysed in 150 �l of 1�

SDS sample buffer (62.5mmol/liter Tris-HCl (pH 6.8), 2% SDS,
10% glycerol, and 50 mmol/liter DTT), sonicated for 3 s, and
then boiled for 5 min. The cell lysate was then centrifuged at
10,000� g at 4 °C for 10min. Total proteinwas electrophoresed
on 4–12% gradient Tris-glycine precast gels (Invitrogen) and
transferred onto Immobilon P membranes (Millipore). The
membranes were blocked by incubation in 3% nonfat dry milk
for 1 h at room temperature and then incubated with primary
antibodies in PBS containing 0.01%Tween 20 overnight at 4 °C.
After incubation with a horseradish peroxidase-conjugated
secondary antibody, the protein bands were detected with
SuperSignal chemiluminescent substrate-stable peroxide solu-
tion (Pierce) and BIOMAX-MR film (Eastman Kodak Co.).
When necessary, the membranes were stripped with Restore
Western blot stripping buffer (Pierce) and re-probed with anti-
bodies against various cellular proteins.
siRNA Plasmid Construction and Transfection—For the con-

struction of human p63 RNAi plasmid, a 21-oligonucleotide
(GAGTGGAATGACTTCAACTTT) corresponding to nucle-
otides 2058–2078 in exon 14 of the humanp63mRNA(LOCUS
NM_003722) was inserted into pRNAT-U6.1-Neo (GenScript,
Piscataway, NJ) with BamHI and HindIII. The plasmid was
transfected into endothelial cells with Lipofectamine 2000

(Invitrogen), according to the manufacturer’s standard
protocols.
Expression Plasmid Construction and Transfection—All

enzymes used for the construction of recombinant plasmids
were products of MBI Fermentas (Burlington Ontario, Can-
ada). Total RNA was isolated from squamous carcinoma
CNE1 cells using TRIzol reagent and reverse-transcribed.
The 1767-bp cDNA of human�Np63� was produced by PCR
using the primers sense (5�-GCTAACATGTTGTACCTGG-
AAAAC-3�) and antisense (5�-TCACTCCCCCTCCTCTT-
TGA-3�) and inserted into the pMD19-T vector (Takara,
Japan). The white clones (after blue-white screening) were
subject to PCR screening, and positive plasmids were
expanded. The amplified cDNA was digested by restriction
enzymes BamHI and HindIII and inserted into pcDNA3.1�.
The �Np63� cDNA inserted into the constructs was
sequenced and verified as identical to the published
sequences. The transfection of cells with the plasmid was
performed in a 6-well culture plate with 60–80% confluence
of cells using Lipofectamine 2000, according to the manufac-
turer’s standard protocols. Stable transfected cells were
selected with 800 �g/ml G418 for 3 weeks.
Quantitative Real Time RT-PCR (qRT-PCR)—The qRT-PCR

was performed according to the manufacturer’s standard pro-
tocols. Briefly, total RNA from cells was isolated and reverse-
transcribed as above. The cDNA was amplified using TaqMan
Universal PCR master mix (Applied Biosystems) and an ABI
Prism 7500 sequence detection system (Applied Biosystems).
Amplification of the target genes was normalized using the
amplification levels of glyceraldehyde-3-phosphate dehydro-
genase (GAPDH) as an endogenous control. The efficiency of
the PCR was tested by amplification of the target from serially
diluted cDNA generated from the reverse transcription of a
stock set of human RNA. Data analysis and calculations were
performed using the 2���CT comparativemethod, as described
by the manufacturer. Gene expression is shown as the fold
inductions of a gene measured in poly(I-C)-treated samples,
relative to samples cultured with medium.
Statistical Analysis—All experiments were performed at

least three times, and the representative results are shown.
Results are expressed as the mean � S.D. Differences between
groups were examined for statistical significance using Stu-
dent’s t test, and p values equal to or less than 0.05 were con-
sidered statistically significant.

RESULTS

Poly(I-C) Induces Cell Apoptosis in Endothelial Cells—The
activation of TLR3 induces apoptosis in various cells (15–20).
We first detected the effect of poly(I-C), a synthetic dsRNA
analog, on endothelial cell apoptosis. We found that the treat-
ment of resting primary HUVECs with poly(I-C) for 24 h elic-
ited a slight apoptotic effects (data not shown). However, when
the cells, pretreated with 1 �g/ml poly(I-C) for 24 h, were re-
stimulatedwith poly(I-C) for another 24 h, a significant fraction
of cells underwent detachment (Fig. 1A). To quantitate the frac-
tion of dead cells, we stained unfixed cells treated by poly(I-C)
for 24 h with FITC-annexin V/PI and performed flow cyto-
metry analysis. This assay detects all early apoptotic (annexin
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V-positive/PI-negative), late apoptotic (annexin V-positive/PI-
positive), and necrotic (annexin V-negative/PI-positive) cells.
Fig. 1B shows the annexin V/PI profiles of primary endothelial
cells in response to the increasing concentrations of poly(I-C).
Up to 30% of endothelial cells underwent cell apoptosis within
24 h by poly(I-C) treatment. In immortalized HUVECs,
poly(I-C) induced dose- and time-dependent cell apoptosis
(Fig. 1, C and D) without a poly(I-C) pretreatment, and up to
40% of the cells underwent cell apoptosis within 24 h.
Poly(I-C) Induces TLR3-dependent Cell Apoptosis—IFN�

sensitizes freshly isolated HUVECs to double-stranded RNA-
induced apoptosis (20), and we found poly(I-C) induced cell
apoptosis in both primary and immortalized endothelial cells
(Fig. 1). To determine the contribution of TLR3 in poly(I-C)-
induced cell apoptosis, we first detected the TLR3 gene expres-
sion in immortalized HUVECs. As shown in Fig. 2, A and B,
resting immortalizedHUVECs expressedTLR3 gene transcript
and protein. The expression of TLR3 was slightly up-regulated
by treatment with poly(I-C) at both the gene and protein levels.
In primary HUVECs, Western blot results show that the treat-
ment with 0.1–1 �g/ml poly(I-C) up-regulated the expression
of TLR3. However, TLR3 levels were low in 5–10 �g/ml poly(I-
C)-treated cells (Fig. 2C), because most of the cells underwent
apoptosis. Quantitative real time RT-PCR data show that
poly(I-C) significantly up-regulated the gene expression of
TLR3 in primary HUVECs (Fig. 2D). We then examined the
potential of poly(I-C) to elicit TLR3-medicated signaling trans-
duction. The results show that the treatment of immortalized
HUVECs with 1 �g/ml poly(I-C) induced the phosphorylation
of the NF-�B p65 subunit (Fig. 2E). Poly(I-C) treatment also
up-regulated the transcripts coding for cytokines, including
IL-1�, IL-6, IL-8, TNF�, and IFN�, in immortalized HUVECs
(Fig. 2F). When a TLR3-neutralizing antibody was adminis-
tered to inhibit TLR3 activation in both primary and immortal-

ized HUVECs, apoptosis induced by poly(I-C) was repressed
significantly (Fig. 2G). Moreover, TLR3 shRNA transfection
significantly inhibited poly(I-C)-induced cell apoptosis (Fig.
2H). Thus, we conclude that TLR3 contributed to the cell apo-
ptosis induced by poly(I-C) in endothelial cells, although there
are other pathogen-associated molecular pattern receptors,
such as RIG-I and MDA5, which recognize dsRNA (22).
Both the Intrinsic and Extrinsic Apoptosis Pathways Contrib-

ute to the Cell Apoptosis Induced by Poly(I-C)—The following
are the two main pathways known to contribute to the induc-
tion of apoptosis: a death receptor-initiated caspase 8-depen-
dent pathway known as the extrinsic pathway; and amitochon-
drion-initiated caspase 9-dependent pathway known as the
intrinsic pathway (23). An understanding of the particular
pathway involved in TLR3-induced cell death is important
because it might provide insight into the potential factors that
are responsible for initiating cell suicide and allow for the devel-
opment of a more targeted therapy. To elucidate the detailed
mechanism of TLR3-induced cell death in endothelial cells, we
first examined the involvement of these two pathways by mea-
suring the activation of caspases 8 and 9 and their common
downstream molecule, PARP, which is a specific hallmark of
apoptotic cell death.Western blot analysis shows that poly(I-C)
treatment led to the cleavage of caspase 8, resulting in the
release of cleaved fragments p41/43 (Fig. 3A), indicating the
activation of the extrinsic pathway. Similarly, poly(I-C) treat-
ment also led to the cleavage of caspase 9, resulting in the
release of cleaved fragments p35/p37 (Fig. 3A), suggesting
the activation of the intrinsic pathway. To prove further the
involvement of caspases in TLR3-induced cell death, caspase
8-specific inhibitor Z-IEHD-FMK, caspase 9-specific inhibitor
Z-LEHD-FMK, andpan-caspase inhibitor Z-VAD-FMK,which
have been reported to improve cell survival in sepsis by prevent-
ing lymphocyte apoptosis (24), were administered to the cul-

FIGURE 1. Poly(I-C) induces endothelial cell apoptosis. A, poly(I-C) induced the detachment of primary HUVECs. Cells, pretreated with 1 �g/ml poly(I-C) for
24 h, were re-stimulated with or without 10 �g/ml poly(I-C) for 24 h, and the cells in representative fields were photographed. Cells, treated with 2 �M

staurosporine, were photographed as a positive control. B, poly(I-C) induced apoptosis in primary HUVECs. Cells, pretreated with 1 �g/ml poly(I-C) for 24 h,
were re-stimulated with the indicated concentrations of poly(I-C) for 24 h. Unfixed cells were stained with FITC-annexin V/PI. Cell apoptosis was measured by
flow cytometry analysis. C, poly(I-C) induced the dose-dependent cell apoptosis in immortalized HUVECs. Cells were treated with the indicated concentrations
of poly(I-C) for 24 h. Cell apoptosis was measured as in B. Data are shown as percentages and represented as mean � S.D. of triplicates. Cells treated with 1 �M

staurosporine were used as a positive control. *, p � 0.05 compared with the control group. D, poly(I-C) (10 �g/ml) induced time-dependent cell apoptosis in
immortalized HUVECs. *, p � 0.05 compared with the control group.
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ture to test the effect of caspase inhibition on poly(I-C)-induced
cell death.As expected, the inhibition of caspase 8 or 9 led to the
dose-dependent decrease of cell apoptosis, but the down-regu-
lation of cell apoptosis was partial, and the levels of cell apopto-
sis were not down-regulated to that as low as the background
levels (Fig. 3B). On the contrary, pan-caspase inhibitor Z-VAD-
FMK completely repressed cell death to the background level
(Fig. 3B). When we analyzed the cellular signaling downstream
of the caspases, we found that poly(I-C) treatment led to the
cleavage of PARP, resulting in the release of the cleaved frag-
ment p89 (Fig. 3C). Additionally, PARP inhibitors dose-depen-
dently repressed poly(I-C)-induced cell death (Fig. 3D). These
results indicate that both the extrinsic and intrinsic pathways
contributed to poly(I-C)-induced cell apoptosis.
TNF� Does Not Contribute to the Initiation of the Extrinsic

Pathway—The extrinsic pathway was initiated by extracellular
death ligands, such as TNF�, TRAIL, and FasL, binding to their
cell surface death receptors, TNFRs, DR4/5, and Fas, respec-
tively. As TNF� positively regulates brain-blood barrier perme-
ability to promote virus entry into the central nervous system
(8), and poly(I-C) up-regulated the expression of TNF� gene

transcript (Fig. 2F), we paid special attention to the effect of
TNF� on the cell apoptosis induced by TLR3 activation. ELISA
analysis shows that the treatment of cells with increasing con-
centrations of poly(I-C) dose-dependently up-regulated TNF�
secretion in the culture supernatant of immortalized HUVECs
(Fig. 4A). However, when the cells were treated with increasing
concentrations of TNF�, no cell apoptosis was detected in
immortalized HUVECs (Fig. 4B), although the treatment of
cells with TNF� induced the phosphorylation of NF-�B (Fig.
4C), which is one of the most important signaling molecules
downstream of the TNF receptors (25). Furthermore, TNF�
neutralization by monoclonal antibodies did not decrease the
cell apoptosis induced by poly(I-C) in immortalized HUVECs
(Fig. 4D). These results indicate that TNF� did not contribute
to TLR3-induced cell death.
IFN� Is Not Involved in Poly(I-C)-induced Cell Apoptosis—

We found that poly(I-C) up-regulated the gene expression of
interferon type I IFN� (Fig. 2F). To determine whether IFN� is
involved in poly(I-C)-induced cell apoptosis, immortalized
HUVECs were treated with recombinant IFN�, and cell apo-
ptosis was detected by FITC-annexin V/PI staining. The results

FIGURE 2. Poly(I-C) induces TLR3-dependent apoptosis. A, poly(I-C) up-regulated gene expression of TLR3. Immortalized HUVECs, treated with the indicated
concentrations of poly(I-C) for 24 h, were harvested, and the gene expression of TLR3 was measured by RT-PCR. GAPDH transcript was measured as a loading
control. B, immortalized HUVECs expressed TLR3 protein. Cells, cultured in the presence or absence of 10 �g/ml poly(I-C) for 24 h, were harvested. The
expression of TLR3 protein was measured by flow cytometry. Mouse isotype Ig was used as a control. C, poly(I-C) up-regulated the expression of TLR3 protein
in primary HUVECs. Cells, treated with the indicated concentrations of poly(I-C) for 24 h, were harvested and lysed with sample buffer. Equal amounts of total
proteins were electrophoresed and blotted for the detection of TLR3 protein expression. �-Actin protein was detected as a loading control. D, poly(I-C)
significantly up-regulated the gene expression of TLR3 in primary HUVECs. Cells were treated as in Fig. 1B. The gene transcript of TLR3 was measured by
qRT-PCR. GAPDH gene expression was detected as an endogenous control. *, p � 0.05 compared with the control group. E, poly(I-C) induced the phosphory-
lation of the NF-�B p65 subunit. Immortalized HUVECs, starved overnight with serum-free medium, were cultured in the presence of 2 �g/ml poly(I-C) at 37 °C
and lysed at the indicated time points. Phospho-p65 (P-p65) and total p65 (T-p65) were detected by Western blot. F, RT-PCR results show that poly(I-C)
up-regulated the gene expression of cytokines in immortalized HUVECs. G, TLR3 neutralization abrogated poly(I-C)-induced cell apoptosis. Immortalized
HUVECs (iHUVEC) and 1 �g/ml poly(I-C) pretreated (37 °C for 24 h) primary HUVECs (pHUVEC) were cultured in the absence or presence of mouse anti-human
TLR3 antibody at 37 °C for 1 h and then treated with or without 2 �g/ml poly(I-C) for 24 h. Cell apoptosis was tested as in Fig. 1B. Mouse isotype Ig was used as
a control. Data are represented as mean � S.D. of triplicates. *, p � 0.05 compared with the poly(I-C) treatment group. H, TLR3 down-regulation by RNA
interference abrogated poly(I-C)-induced cell apoptosis in immortalized HUVECs. Wild-type (Wt), nonspecific shRNA (NSsi), and TLR3 shRNA (TLR3si)-trans-
fected cells were treated with 2 �g/ml poly(I-C) for 24 h. Cell apoptosis was detected as in Fig. 1B. *, p � 0.05 compared with the control group.
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show that IFN� treatment did not induce cell apoptosis (Fig.
4E). Moreover, when immortalized HUVECs, pretreated with
IFN�-neutralizing antibody, were re-stimulatedwith poly(I-C),
the cell apoptosis induced by poly(I-C) was not decreased (Fig.
4F), suggesting that IFN� was not involved in poly(I-C)-in-
duced cell death.
Extrinsic Pathway Is Triggered by TRAIL Reacting with

DR4/5—In theTNF family, TRAIL is another initiator that trig-
gers cell death by reacting with its receptors, DR4 and DR5, via
the extrinsic pathway (26). The recognition of multiple myco-
bacterial components by TLR2 and TLR4 induces the release of

TRAIL from neutrophils (27), suggesting that the activation of
TLRs is a source of TRAIL. In our study, we found that resting
primary and immortalized HUVECs expressed lower levels of
TRAIL, DR4, and DR5 (Fig. 5, A and B). The treatment of cells
with poly(I-C) up-regulated the gene transcripts of TRAIL and
its receptors (Fig. 5,A and B) in a dose-dependent manner, and
ELISA results show that the up-regulation of TRAILwas signif-
icant in primary HUVECs (Fig. 5C), suggesting that TRAIL and
DR4/5 counterparts may be involved in poly(I-C) induced cell
death. This is supported by the observation that the TRAIL
neutralization by monoclonal antibodies down-regulated the

FIGURE 3. Poly(I-C) activates both the intrinsic and extrinsic pathways. A, poly(I-C) activated both caspases 8 and 9. Immortalized HUVECs, treated with the
indicated concentrations of poly(I-C) for 24 h, were lysed with sample buffer. The cleaved fragments from caspases 8 and 9 were detected by Western blot. 2
�M staurosporine (SP) was used as a control. B, caspase inhibitors down-regulated the cell apoptosis induced by poly(I-C). Immortalized HUVECs were cultured
in the absence or presence of caspase 8 inhibitor (Z-IETD-FMK), caspase 9 inhibitor (Z-LEHD-FMK), or pan-caspase inhibitor (Z-VAD-FMK) at 37 °C for 1 h,
followed by the treatment with or without 2 �g/ml poly(I-C) for 24 h. Cell apoptosis was tested as in Fig. 1B. Data are represented as mean � S.D. of triplicates.
*, p � 0.05 compared with the poly(I-C) treatment group. C, Western blot results show that poly(I-C) activated the caspase downstream molecule PARP. D, PARP
inhibitors down-regulated the cell apoptosis induced by poly(I-C). *, p � 0.05 compared with the poly(I-C) treatment group.

FIGURE 4. TNF� and IFN� do not trigger cell apoptosis. A, poly(I-C) up-regulated the expression of TNF� in immortalized HUVECs. Cells were treated with the
indicated concentrations of poly(I-C) for 24 h. The supernatant was harvested to detect the TNF� secretion by ELISA. Data are represented as mean � S.D. of
triplicates. *, p � 0.05 compared with the medium control. B, TNF� (37 °C for 24 h) did not induce cell apoptosis in immortalized HUVECs. C, TNF� (50
ng/ml) induced NF-�B signaling in immortalized HUVECs. D, TNF� neutralization did not inhibit poly(I-C)-induced cell apoptosis in immortalized
HUVECs. E, IFN� (37 °C for 24 h) did not induce cell apoptosis in immortalized HUVECs. F, IFN� neutralization did not inhibit poly(I-C)-induced cell
apoptosis in immortalized HUVECs.
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cell apoptosis induced by poly(I-C) from41.5 to 28.3% (Fig. 5D).
These results indicate that TRAIL reacting with DR4/5 trig-
gered the extrinsic pathway.
Poly(I-C) Down-regulates the Anti-apoptotic Molecule, Bcl-2,

andUp-regulates the Pro-apoptoticMolecule, Noxa—TheBcl-2
family of intracellular proteins is the central group of regulating
factors of the intrinsic apoptosis pathway, and its opposing
fractions of anti- and pro-apoptotic members arbitrate the life-
or-death decision (28). To confirm the initiator for the activa-
tion of the intrinsic pathway, we first assessed the status of the
pro-survival subfamily after the treatment with poly(I-C). As
expected, in both primary and immortalized HUVECs, TLR3
activation by poly(I-C) dose-dependently down-regulated both
the gene (Fig. 5, E and F) and the protein expression (Fig. 5, G
andH) of Bcl-2, which is one of themost potential molecules to
inhibit cell death in response to many cytotoxic insults (28).
Other members in the pro-survival subfamily, such as Bcl-xl,
were not regulated (data not shown). When we examined the
pro-apoptotic subfamily, we found that poly(I-C) had little
effect on the expression of Bax subfamily members (data not
shown); however, a significant up-regulation ofBcl-2 homology

3 (BH3)-only subfamily member Noxa, which is an important
mediator for p53 induced cell death (29), was found at the gene
level in immortalized (Fig. 5E) and primary (Fig. 5F) cells and at
the protein level in immortalized (Fig. 5G) and primary (Fig.
5H) cells. In addition, TLR3 inhibition by RNA interference
repressed the down-regulation of Bcl-2 and the up-regulation
of Noxa (Fig. 5I) in immortalized HUVECs. Taken together,
these results suggest that the poly(I-C)-induced down-regula-
tion of anti-apoptotic Bcl-2 and up-regulation of pro-apoptotic
Noxa is related to TLR3 activation and may contribute to the
trigger of the intrinsic pathway.
p53 Does Not Contribute to Poly(I-C)-induced Cell Apoptosis—

The tumor suppressor gene, p53, has been identified as a tran-
scription regulator of Bcl-2 and Noxa (29, 30). Therefore, we
wished to determine whether poly(I-C)-mediated cell death is
regulated by p53. As p21 andmurine doubleminute 2 (MDM2)
are two important p53 target genes (31, 32), we first detected
the expression of these genes induced by TLR3 activation in
immortalized HUVECs. The RT-PCR results show that
poly(I-C) treatment up-regulated the gene expression of p21
but not the expression ofMDM2 (Fig. 6,A and B); furthermore,

FIGURE 5. TRAIL-DR4/5 and Noxa trigger the extrinsic and intrinsic pathways, respectively. A and B, RT-PCR results show that poly(I-C) (37 °C for 24 h)
up-regulated the gene expression of TRAIL, DR4, and DR5 in immortalized (A) and 1 �g/ml poly(I-C) pretreated primary (B) HUVECs. C, poly(I-C) up-regulated the
protein expression of TRAIL in primary HUVECs. Cells, pretreated with 1 �g/ml poly(I-C), were re-treated with the indicated concentrations of poly(I-C) for 24 h.
TRAIL in the cell lysates was assayed by ELISA. *, p � 0.05 compared with the control. D, TRAIL neutralization repressed the cell apoptosis induced by poly(I-C)
in immortalized HUVECs. *, p � 0.05 compared with the poly(I-C) treatment group. E and F, RT-PCR results show the effect of poly(I-C) (37 °C for 24 h) on the gene
expression of Bcl-2 and Noxa in immortalized (E) and primary (F) HUVECs. G and H, Western blot results show the effect of poly(I-C) on the protein expression
of Bcl-2 and Noxa in immortalized (G) and primary (H) HUVECs. I, inhibition of TLR3 repressed the poly(I-C)-induced down-regulation of Bcl-2 and up-regulation
of Noxa in immortalized HUVECs. Cells were transiently transfected with human TLR3 shRNA plasmid and then treated with 2 �g/ml poly(I-C) for 24 h. The
protein expression of TLR3, Bcl-2 and Noxa was detected by Western blot.
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poly(I-C) treatment did not regulate p53 gene expression (Fig.
6,A and B). Then, we chose a p53-specific inhibitor pifithrin-�,
which has been reported to protectmice from the side effects of
cancer therapy by inactivating p53 (33), to test whether p53 is
involved in poly(I-C)-induced cell death in immortalized
HUVECs. Unexpectedly, p53 inhibition by pifithrin-� did not
repress the cell death induced by poly(I-C) (Fig. 6C). Moreover,
when p53 was down-regulated by RNA interference (Fig. 6D),
the cell apoptosis induced by poly(I-C) was not down-regulated
in immortalized HUVECs (Fig. 6E). These results indicate that
p53 did not contribute to the cell death induced by poly(I-C).
TAp63� Is Involved in Poly(I-C)-induced Cell Apoptosis—

TAp63�, a p53-related protein, has been reported to induce
apoptosis via death receptors and mitochondria (12). Thus, we
postulated that it may contribute to poly(I-C)-induced cell
death. To confirm this hypothesis, we analyzed the expression
and the activation of p63 in resting and poly(I-C)-treated cells.
The results show that the resting cells expressed low levels of
TAp63� transcript and protein but that poly(I-C) treatment led
to the up-regulation of TAp63� gene expression in both
immortalized (Fig. 6F) and primary (Fig. 6G) HUVECs and that
the protein expression in both immortalized (Fig. 6H) and pri-
mary (Fig. 6I) cells was up-regulated in a dose-dependent man-
ner. These up-regulations were TLR3-dependent, because

TLR3 down-regulation by RNA interference inhibited the
observed up-regulations (Fig. 6J). These results indicate that
p63 may be involved in the regulation of TLR3-induced cell
death.
The biological significance of our findings depends on

whether the loss of p63 is sufficient to suppress the cell apopto-
sis induced by TLR3 activation. To test this point, p63 expres-
sion was inhibited by RNA interference in immortalized
HUVECs (Fig. 7A). Poly(I-C) up-regulated the expression of
p63 in wild-type (Wt) and nonspecific shRNA (NSsi)-trans-
fected cells but did not up-regulate p63 expression in p63
shRNA (p63si)-transfected cells (Fig. 7A), suggesting that p63
expression was efficiently inhibited by RNA interference.
When the cells were treated with poly(I-C), the inhibition of
p63 with specific shRNA virtually abrogated the poly(I-C)-in-
duced cell apoptosis compared with that in wild-type cells,
whereas cell apoptosis was not regulated in nonspecific
shRNA-transfected cells (Fig. 7B). As expected, the inhibition
of p63 by shRNA abrogated poly(I-C)-induced down-regula-
tion of Bcl-2 and poly(I-C)-induced up-regulation of Noxa (Fig.
7C), resulting in the inactivation of caspase 9 (Fig. 7D). To our
surprise, p63 inhibition also abrogated the activation of caspase
8 (Fig. 7D), indicating that TAp63� also regulated the extrinsic
pathway, which was further demonstrated by the observation

FIGURE 6. Roles of p53 and p63 in poly(I-C)-induced cell apoptosis. A, RT-PCR results show that poly(I-C) up-regulated p21 but neither MDM2 nor p53 gene
expression. B, quantitative expression of p21, MDM2, and p53 in A by qRT-PCR. *, p � 0.05 compared with the control group. C, effect of p53 inhibitor pifithrin-�
(PFT) on poly(I-C)-induced cell apoptosis in immortalized HUVECs. D, p53 expression was down-regulated by RNA interference in immortalized HUVECs. Cells
were transiently transfected with p53 siRNA. p53 gene expression was detected 48 h after the transfection. E, effect of p53 down-regulation on poly(I-C)-
induced cell apoptosis in immortalized HUVECs. Cells were transiently transfected with p53 siRNA and cultured for 24 h and then were treated with poly(I-C) for
24 h for the detection of cell apoptosis. F and G, poly(I-C) up-regulated the gene expression of TAp63�. Immortalized (F) and 1 �g/ml poly(I-C) pretreated
primary (G) HUVECs were treated with the indicated concentrations of poly(I-C) for 24 h. The gene expression of p63 was measured by RT-PCR using a primer
pair in the N terminus to detect the transactivation domain and a primer pair in the C terminus to detect p63�, -�, and -� splices. H and I, Western blot results
show that poly(I-C) up-regulated the protein expression of TAp63� in immortalized (H) and primary (I) HUVECs. J, Western blot results show that the TLR3
down-regulation by TLR3 shRNA transient transfection inhibited the expression of TAp63� in primary HUVECs.
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that p63 shRNA inhibited the expression of TRAIL and DR4/5
(Fig. 7E).Western blot results also show that p63RNA interfer-
ence resulted in the inhibition of the activation of themolecule,
PARP (Fig. 7D). Furthermore, the overexpression of �Np63�
(Fig. 7F), which is a p63 dominant-negative variant, by gene
transfection, inhibited the cell apoptosis induced by poly(I-C)
(Fig. 7G). Taken together, these results indicated that TAp63�
is a critical regulator for the cell apoptosis induced by TLR3
activation.

DISCUSSION

The results presented in this study are compatible with the
model outlined in Fig. 8. TLR3, expressed on the cell surface or
in the endosomal membrane, is activated by endogenous
dsRNA or its exogenous analogs, such as poly(I-C), leading to
the activation of a signal pathway to trigger the expression of
TAp63�, which translocates to the nucleus and binds to DNA
through p53- or p63-responsive elements to up-regulate the
expression of the pro-apoptotic Bcl-2 family member, Noxa,
and down-regulate anti-apoptotic Bcl-2. By engaging anti-apo-
ptotic Bcl-2 homologs (34), Noxa elicits the activation of down-
stream caspase 9 and initiates the intrinsic cell apoptosis path-
way. The down-regulation of Bcl-2 induced by TAp63� also
contributes to the cell apoptosis initiated by this BH3-onlymol-
ecule. Additionally, TAp63� also up-regulates the expression of
TRAIL and its two receptors, DR4 and DR5. The interaction of
TRAIL andDR4/5 accumulates and activates caspase 8, leading
to the initiation of the extrinsic pathway. The activation of
caspase 8 and caspase 9 elicits the activation of the downstream
factors, caspase 3 and PARP, and finally induces cell apoptosis.
Taken together, TAp63�, as a critical regulator downstream of
TLR3, functions to induce cell apoptosis via both death recep-
tors and mitochondria. These results suggest that TAp63� is a

potential target for the prevention and control of the injury
induced by TLR3 activation.
Immune homeostasis is essential for the normal function of

the immune system, and its breakdown leads to fatal inflamma-
tory diseases. The evolutionarily conserved TLR family plays a
key role in the detection and removal of invading pathogens to
maintain homeostasis. The activation of TLRs by their respec-

FIGURE 7. Modulation of p63 expression represses poly(I-C)-induced cell apoptosis. A, p63 was down-regulated by RNA interference in immortalized
HUVECs. Wild-type (Wt), nonspecific shRNA (NSsi), and p63 shRNA (p63si) stably transfected cells were treated with 2 �g/ml poly(I-C) for 24 h. TAp63� protein
was measured by Western blot. B, p63 down-regulation repressed poly(I-C)-induced cell apoptosis in immortalized HUVECs. *, p � 0.05 compared with the Wt
group. C, Western blot results show that p63 RNA interference inhibited the down-regulation of Bcl-2 and the up-regulation of Noxa in immortalized HUVECs.
D, Western blot results show that p63 RNA interference inhibited the activation of caspases 8 and 9 and PARP in immortalized HUVECs. E, RT-PCR results show
that p63 RNA interference inhibited the expression of TRAIL, DR4, and DR5 in immortalized HUVECs. F, �Np63� was up-regulated by gene transfection in
immortalized HUVECs. Cells were transiently transfected with pCDNA3� (Mock) or pCDNA3�/�Np63� and harvested at 48 h post-transfection. The gene
expression of �Np63� was detected by RT-PCR. G, �Np63� overexpression inhibited poly(I-C)-induced cell apoptosis in immortalized HUVECs. Cells were
transfected as in F and cultured for 24 h, treated with 2 �g/ml poly(I-C) for another 24 h, and then assayed for cell apoptosis. *, p � 0.05 compared with control
groups.

FIGURE 8. Model of the pathway by which activated TLR3 induces
TAp63�-dependent cell apoptosis. When activated by endogenous dsRNA
or exogenous poly(I-C), TLR3 induces the up-regulation of TAp63�, which
translocates into the nucleus and binds to the p53- or p63-responsive ele-
ments to initiate the transcription of TRAIL, DR4, DR5, and Noxa and repress
the transcription of Bcl-2. The interaction of TRAIL with its receptors DR4/5
activates caspase 8 and initiates the extrinsic apoptotic pathway, whereas the
up-regulation of Noxa and the down-regulation of Bcl-2 activate caspase 9
and initiate the intrinsic apoptotic pathway. Both caspase 8 and caspase 9
elicit the activation of their common downstream molecules, such as caspase
3 and PARP, and ultimately induce cell death. Taken together, the activation
of TLR3 by poly(I-C) induces cell death via death receptors and mitochondria
by up-regulating TAp63�.
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tive ligands triggers the well characterized myeloid differentia-
tion factor 88 (MyD88)-dependent and/or TRIF-dependent
signaling cascades, leading to the activation of downstream sig-
naling molecules, the production of pro-inflammatory cyto-
kines (1, 35), and the occasional induction of cell death (36),
which is another way to protect the host against the spread of
microbes. TLR2 induces apoptosis in macrophages via the
molecular adapter,MyD88, signaling pathway and the extrinsic
Fas-associated death domain-caspase 8 pathway (37, 38). The
apoptosis induced by TLR4 in macrophages is via the TRIF
pathway but not MyD88 pathways (39). It has been reported
that synthetic dsRNA induces the apoptosis of human breast
cancer cells in a TLR3-dependent manner, which involves the
activation of caspases in the extrinsic apoptotic pathway (18).
Similar to our observations in which TLR3 activates both
caspases 8 and 9, TLR3 has also been reported to induce the
activation of the intrinsic and extrinsic apoptotic pathways in
melanoma (19) and endothelial cells (20).
p63 protein is widely expressed in human andmurine tissues,

particularly in the basal cells of many epithelial tissues, such as
the epidermis, cervix, urothelium, and prostate (9). The p63
transcription isotype, TAp63�, is expressed in the heart, testis,
kidney/adrenal, thymus, brain, and cerebellum (9). In our
study, we found that resting endothelial cells expressed lower
levels of TAp63�, but the treatment with poly(I-C) up-regu-
lated the expression of TAp63� in a dose-dependant manner.
As TAp63� is a mediator of apoptosis via both death receptors
and mitochondria (12), we presumed that TAp63� may be a
mediator of TLR3-induced cell death. This presumption was
proven by the observation that the inhibition of TAp63�
expression by RNA interference repressed the cell death of
endothelial cells. Therefore, we conclude that TAp63� is a
linker between TLR3 and the caspase-dependent cell death.
Noxa is a BH3-only antagonist of Bcl-2 and functions in

mediating p53-dependent apoptosis (40). It has also been
reported that Noxa plays an important role in the induction of
apoptosis by single-stranded RNA viruses and dsRNA in a p53-
independent manner (41). In this study, we reported that TLR3
activation up-regulated the expression of both the gene tran-
script and protein of Noxa, which was also p53-independent
but TAp63�-dependent, because the down-regulation of
TAp63� by RNA interference repressed the up-regulation of
Noxa. Furthermore, TLR3 activation down-regulated the
expression of the anti-apoptosis molecule, Bcl-2. Taken
together, TAp63� is amediator of the activation of the intrinsic
pathway induced by TLR3.
Viruses and agonists of TLR7 and TLR9 have been reported

to induce the expression of TRAIL in plasmacytoid dendritic
cells, endowing the plasmacytoid dendritic cells with the ability
to kill virus-infected cells and the TRAIL-sensitive tumor cells
(42). The detailed signaling pathway to up-regulate TRAIL
expression by viral infection and TLR activation is unclear. In
our study, we found that TLR3 activation up-regulated the
expression of TRAIL and its receptorsDR4/5. However, we did
not know whether TLR3-induced up-regulation of TRAIL was
dependent on TAp63�, even though TAp63� has been re-
ported to induce the expression of Fas and the TRAIL receptors
DR4/5 (12). As the inhibition ofTAp63� decreased cell death to

the background level, we tested the effect of TAp63� RNA
interference on the expression of TRAIL and its receptors, and
we found that the down-regulation of TAp63� repressed the
up-regulation of TRAIL and its receptors DR4/5. These results
suggested that TAp63� is also a mediator of the activation of
the extrinsic pathway.
The signaling pathway of the pro-inflammation and antiviral

infection induced by TLR3 activation has been clearly eluci-
dated. The recognition of dsRNA by TLR3 in the endosomal
membrane or on the cell surface recruits TRIF to the receptor,
which induces pro-inflammatory cytokines and type I IFNs (1).
In our studies, we found that the recognition of poly(I-C) by
TLR3 up-regulated the p53 family member, TAp63�, and then
initiated both the intrinsic and extrinsic pathways in a caspase-
dependent manner that finally resulted in cell death. These
results indicate that TLR3 may induce cell death and an anti-
viral immune response via distinct signaling pathways, as
TAp63� inhibition did not regulate the expression of cytokines,
including IL-1�,TNF�, IL-6, IL-8, and IFN� in endothelial cells
(data not shown). Thus, we conclude that TAp63� is an impor-
tant regulator for TLR3-induced cell apoptosis and may be an
available target for the prevention and control of virus-induced
cell and tissue damage.
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