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Fibroblast growth factor receptor-3 (FGFR-3) expression in
the developing intestine is restricted to the undifferentiated epi-
thelial cells within the lower portion of the crypt.We previously
showed that mice lacking functional FGFR-3 have a significant
decrease in the number of Paneth cells in the small intestine.
Here, we usedCaco2 cells to investigatewhether FGFR-3 signal-
ing can directly modulate expression of Paneth cell differentia-
tion markers through its effects on TCF4/�-catenin or through
other signaling pathways downstream of this receptor. Caco2
cells treated with FGFR-3 ligands or expressing FGFR-3K650E,
a constitutively active mutant, resulted in a significantly in-
creased expression of genes characteristic of mature Paneth
cells, including human �-defensins 5 and 6 (HD5 andHD6) and
Paneth cell lysozyme, whereas enterocytic differentiationmark-
erswere reduced.Activation of FGFR-3 signaling sustainedhigh
levels of �-catenin mRNA expression, leading to increased
TCF4/�-catenin-regulated transcriptional activity in Caco2
cells. Sustained activity of the TCF4/�-catenin pathway was
required for the induction of Paneth cell markers. Activation of
theMAPKpathway by FGFR-3 is also required for the induction
of Paneth cell markers in addition to and independent of the
effect of FGFR-3 onTCF4/�-catenin activity. These studies sug-
gest that coordinate activation of multiple independent signal-
ing pathways downstreamof FGFR-3 is involved in regulation of
Paneth cell differentiation.

Paneth cells are granulated, relatively long lived cells found at
the base of small intestinal crypts that arise by differentiation of
secretory progenitor cells (1). They are most abundant in the
terminal ileum and not present in the normal colon (1, 2). Pan-
eth cells are key effectors of innate mucosal immunity (3–5).
These cells produce a variety of microbicidal peptides, such as

lysozyme, phospholipase A2, �-defensins in humans and crypt-
dins in mice, and RegIII�, that are secreted into the lumen and
neutralize invadingmicroorganisms (3, 6) Consistentwith their
role in innate immunity in the intestine, several studies have
shown that dysregulation of Paneth cell function is associated
with chronic intestinal inflammation in animal models of ileitis
and with Crohn’s disease in humans (7, 8). Experimentally
induced alterations of Paneth cell expression of �-defensins
also lead to changes in the composition of the intestinal micro-
biota andmodulation of proinflammatory T-cell populations in
the intestinal mucosa (8). Thus, the localization of normally
functional Paneth cells adjacent to epithelial stem cells in the
crypt renders them ideally positioned to ensure the integrity of
the intestinal epithelium, by protecting stem cell viability
against luminal bacterial challenge. Additionally, Paneth cells
may play a role in stem cell homeostasis by providing signals
necessary for maintaining the intestinal stem cell niche.
Despite the critical importance of Paneth cells inmaintaining

gut homeostasis, knowledge of the pathways regulating Paneth
cell differentiation and function has only recently begun to
emerge. Studies using transgenic mice or mice with targeted
mutations in epithelial regulatory genes, including components
of the Wnt signaling pathway (Tcf4, Fz5, Sox9, and Apc),
FGFR-3, and PPAR�/�, have identified these genes as key reg-
ulators of Paneth cell differentiation and expression of defensin
peptides in vivo (9–14). However, the lack of an adequate intes-
tinal epithelial cell culture system that can recapitulate features
of Paneth cell differentiation and maturation has hampered
direct investigation of how these signaling pathways may inter-
act in regulating Paneth cell differentiation and functional
maturation.
We recently reported that signaling through FGFR-3 in crypt

epithelial cells regulates both the number of epithelial stem
cells and Paneth cell differentiation during postnatal gut
development (13, 15). FGFR-3 is highly expressed along the
membranes of cells in the lower portion of the crypt in the
developing mouse intestine (15). FGFRs are members of
the receptor-tyrosine kinase family. Ligand binding induces
dimerization, autophosphorylation, and initiation of a signal
transduction cascade that ultimately results in modification of
gene expression. Ligands for FGFR-3, FGF1, FGF2, and FGF9,
are up-regulated in the postnatal murine small intestine from
birth through the sucklingweaning transition, when cryptmor-
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phogenesis is occurring (15). By postnatal day 21, FGFR-3�/�

mice show a marked deficit in a number of Paneth cell markers
and a significant reduction in the number of lysozyme-positive
Paneth cells. Additionally, thesemice also have a reduced num-
ber of intestinal crypts compared with wild-type mice that is a
reflection of diminished numbers of crypt stem cells (13). These
data suggest that FGFR-3-mediated signaling events play a role
in the developmental regulation of the stem cell compartment
as well as in the commitment of progenitor cells to Paneth cell
lineage-specific differentiation.
Although theWnt pathway has emerged as the master regu-

lator for maintaining the undifferentiated crypt stem cell com-
partment, paradoxically, signaling through this pathway also
regulates differentiation of the Paneth cell lineage (16–19).
Paneth cells positioned at the crypt base display a high level of
Wnt signaling, although they do not divide (12). Thus, theWnt
signal in Paneth cells, delivered by the Frizzled-5 (Fz5) receptor,
drives cellular maturation of Paneth cells that have been allo-
cated to that lineage. Although Wnt is the most well known
regulator of TCF4/�-catenin signaling, other growth factors,
such as the FGFR-3 ligands FGF2 and FGF9, can also mediate
signaling via this pathway (13, 20).
FGFRs can signal through a multitude of different signaling

pathways, depending on the cell type andmaturational stage of
the cell. The best characterized of these pathways are the
MAPK pathway, including ERK1/2, p38, and JNK kinases; the
PI3K-Akt pathway; and the phospholipase C� pathway (21). To
investigate whether these signaling pathways interact with the
Wnt-mediated TCF4/�-catenin complex in regulating the
expression of markers of Paneth cell differentiation, we used
Caco2, a colon carcinoma derived epithelial cell line that
expresses FGFR-3 (22), as a functional model of small intestinal
differentiation. Upon reaching confluence in culture, this cell
line expresses markers characteristic of the absorptive cell lin-
eage of the small intestine, mimicking some of the phenotypic
changes that occur as enterocytes differentiate, concomitant
with the down-regulation of TCF4/�-catenin transcriptional
activity (23–25).Herewe demonstrate that 1) signaling through
FGFR-3 induces de novo expression of markers of the Paneth
cell lineage and down-regulates markers characteristic of the
absorptive enterocyte lineage; 2) induction of Paneth cell dif-
ferentiation markers by FGFR-3 is dependent on its ability to
maintain high levels of �-catenin mRNA expression and sus-
tained activation of the TCF4/�-catenin signaling pathway; 3)
activation of the TCF4/�-catenin signaling pathway by itself is
not sufficient to induce the expression of Paneth cell lineage
markers; and 4) ERK1/2 and p38 MAPK are required for the
expression of markers of Paneth cell differentiation indepen-
dent of the effects of FGFR-3 on TCF4/�-catenin signaling.
This novel Caco2model of Paneth cell maturationmay provide
a means to identify and characterize the pathways that play a
role in this process and that interact with FGFR-3 to effect
Paneth cell-specific gene expression in the intestine.

MATERIALS AND METHODS

Cell Culture—Caco2 cells obtained from the ATCC (Manas-
sas, VA) were grown in a humidified atmosphere with 5% CO2
in T25 flasks. Culture medium was minimal essential medium

with Earle’s balanced salt solution (Invitrogen) containing 0.1
mM nonessential amino acids and 1.5 g/liter sodium bicarbon-
ate, 0.75 g/liter sodium pyruvate, supplemented with 10%
bovine growth serum (Hyclone, Logan, UT). Cultures were
used between passages 6 and 16. For all experiments, cells were
plated at a subconfluent cell density ontoMillicell hanging filter
inserts (3-�mpore size, Polyethylene Terephthalate,Millipore,
Billerica, MA) and grown for the times indicated in the data
figures.Monolayer resistance, measured daily with the EVOM2

ohm meter (World Precision Instruments, Sarasota, FL) was
used as a measure of culture confluence. FGF9 (50 ng/ml),
FGF2 (10 ng/ml), and FGF18 (50 ng/ml) (R&D Systems, Min-
neapolis, MN) solubilized in culture medium containing hepa-
rin sodium salt (1.25 �g/ml; Sigma) were added to both sides of
the filter unless otherwise indicated. FGFs were added daily,
beginning at 24 h postplating and until cells were harvested for
assay (time points shown in the figures). Small molecule inhib-
itors for PI3K (10 �M LY 294002), p38 (5 �M SB 203580), and
MEK1/2 (5 �M UO126) were purchased from Calbiochem.
Inhibitors were added to the culture medium 30 min prior to
FGF9 addition and 24 h prior to either luciferase assay or HD5
mRNA expression assayed by quantitative RT-PCR. To inhibit
glycogen synthase kinase 3� (GSK3�), LiCl was added to the
medium daily at a final concentration of 10 mM. Medium was
changed every 24 h for subsequent Western blot and quantita-
tive RT-PCR assays. For luciferase activity, LiCl was added to
cells transiently transfected with the TCF4 reporter plasmid,
pTOPFlash, inOpti-MEMI (Invitrogen) 24 h after transfection.
EGF (50 ng/ml final concentration) added daily beginning at
24 h postplating and until cells were collected after 96 h of EGF
treatment was used to stimulate theMAPK pathway independ-
ently of FGFR-3. For assessment of phospho-ERK1/2, cultures
were incubated with EGF (50 ng/ml) for 5 min before total
protein extraction. Some cultures received both EGF and LiCl
at the final concentrations given above. To inhibit destruction
of ubiquitinated phospho-�-catenin some cultures were
treated with the proteasome inhibitor MG132 (Sigma). Twen-
ty-four hours postplating, cells were preincubated for 4 h with
MG132 (10 �M), followed by 24 h of treatment with FGF9 (50
ng/ml final) before harvesting.
Transient Transfection Protocol—Caco2 cells grown as

described above were trypsinized, recovered by centrifugation,
resuspended in Opti-MEM I (Invitrogen), and transfected
using siLentFect reagent (Bio-Rad). Cells were transfected with
3 �g of the TCF4 reporter plasmid, pTOPFlash, and 3 �g of
pUC18 containing one of the following FGFR-3 constructs
(kindly provided by DJ Donoghue): 1) a plasmid (FGFR-3WT)
that encodes a myristoylation signal linked to the juxtamem-
brane and intracellular domains of wild-type FGFR-3 (amino
acid residues 399–806) to target this receptor to the plasma
membrane, thereby yielding a ligand-independent receptor; 2)
FGFR-3K650E, encoding a constitutively active mutant of the
FGFR-3WT plasmid described above; or 3) FGFR-3K508R, en-
coding a kinase dead mutant of the FGFR-3WT plasmid
described above (26, 27). Control cells were transfected with
pUC18, the empty vector. Some cultures that were transfected
with pTOPFlash also received daily additions of FGF9 (final
concentration 50 ng/ml) (R&D Systems) starting at 24 h post-
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transfection and ending at 96 h post-transfection (2 days post-
confluence). A plasmid expressing Renilla luciferase was
included as an internal control for transfection efficiency.
Luciferase activity was assayed with the Dual Glo luciferase
assay system (Promega, Madison, WI) at 48, 72, 96, and 120 h
post-transfection, at which times cultures were confluent, 1, 2,
and 3 days postconfluence, respectively. Samples were read
using the VeritasTM microplate luminometer (Turner Biosys-
tems, Sunnyvale, CA). Some cultures were co-transfected with
plasmids expressing dominant negative TCF4 (dnTCF4; see
supplemental material) or shRNA for �-catenin (plasmids
kindly provided by Dr. van de Wetering) (28).
Lentiviral Packaging Protocol—For lentiviral packaging, the

coding sequences of FGFR-3WT, FGFR-3K650E, and FGFR-
3K508R described above were cloned into the pBOB vector. To
insert the FGFR-3 mutant constructs into the pBOB lentiviral
vector, restriction enzyme sites AgeI and PstI were used. The
FGFR-3 sequenceswere confirmed to be correct using dideoxy-
nucleotide sequencing. The pBOB vector contains a CMV pro-
moter-driven cassette followed by an IRES and GFP coding
sequence, which allows bicistronic expression of GFP with the
target gene. This permits infected cells to be visualized by
immunofluorescent detection of GFP. HEK293T cells at 50%
confluence were used to generate lentivirus particles with the
appropriate FGFR-3 constructs as described (29) with modifi-
cation. The pBOB lentiviral vector and packaging vectors were
a kind gift fromDr. Chen Li (University of Virginia, Charlottes-
ville, VA). Briefly, 10-cm dishes were coated with 0.001% poly-
L-lysine. Per 10-cm dish, the following amounts of DNA were
used: 1) 6.5 �g of pMDL/RRE, 2) 2.5 �g of pRSV.REV, 3) 3.5 �g
of pVSVG, and 4) 10 �g of either pBOB, FGFR-3WT, FGFR-
3K650E, or FGFR-3K508R. The specified amount of DNA was
mixed with 1.5 ml of Opti-MEM I and combined with 30 �l of
Lipofectamine 2000 (Invitrogen) mixed with 1.5 ml of Opti-
MEM I for 20 min at room temperature. The Lipofectamine/
DNAmixture was then combined with 6 � 106 HEK293T cells
resuspended in 7ml ofOpti-MEM I, and 24 h later, themedium
was replaced with DMEM (containing 10% FBS, Invitrogen).
Shed virus was collected by removing the cell medium at 2 and
3 days post-transfection and filtered through a 0.45-�msyringe
filter prior to being added directly to Caco2 cells. Infected cells
were visualized by anti-GFP indirect immunofluorescence.
Immunofluorescence Microscopy—Cellular expression of

�-catenin and GFP was examined in Caco2 cell monolayers
fixed in 4% paraformaldehyde/methanol as described (30). Pri-
mary antibodies were mouse anti-�-catenin (1:50; Transduc-
tion Laboratories, San Jose, CA) and chicken anti-GFP (1:1000;
Abcam, Cambridge, MA). Bound anti-�-catenin and anti-GFP
were visualized with Alexa Fluor 488 goat anti-mouse (1:500;
Invitrogen) andAlexa Fluor 555 goat anti-chicken (1:500; Invit-
rogen), respectively. Antibody specificities were determined by
replacing the primary antibodies with an irrelevant rabbit or
mouse IgG (data not shown). Antibody reactions were visual-
ized using a Zeiss Axioskop equipped with epifluorescence
optics and a SPOT II digital camera.
Real-time RT-PCR—Expression of APOA1 (apolipoprotein

A1), SI (sucrase-isomaltase), TFF3 (trefoil factor 3), AGR2
(anterior gradient homolog 2), MUC1, MUC2, MUC3, chro-

mogranin, secretin, PYY, HD5 (human defensin 5), and HD6
(human defensin 6) mRNA and �-catenin in confluent Caco2
cultures treated with either FGF9, FGF2, or FGF18 and
untreated controls was quantified by real-time PCR analysis
using the Applied Biosystems validated Celera Assay on
Demand kit and the ABI PRISM SDS7000 sequence detection
system (Applied Biosystems, Foster City, CA). For reverse tran-
scription, randomhexamers (1�g) and 10 ng of total RNAwere
used in a final reaction volume of 20 �l containing 200 units of
Superscript (Invitrogen). Lysozyme primers were 5�-AAAAC-
CCCAGGAGCAGTTAAT-3� and 5�-CAACCCTCTTTGCA-
CAAGCT-3�. PCR was performed in triplicate for 40 cycles
using 10% of the volume of the first strand synthesis in a total
volume of 50 �l that included 25 �l of SYBR Green master mix
(Applied Biosystems) and a 250 nM final concentration of prim-
ers. The �CT method was used to quantify all relative mRNA
levels as described (60), using 18 S RNA as the reference and
internal standard. The TaqMan primer-probe set for 18 S RNA
with the Vic/Tamra detection systemwas used tomeasure 18 S
RNA in replicate samples to those taken for the above listed
mRNA quantifications.
Western Blot Analysis—HD5 proteins were analyzed by

immunoblotting as described previously with some modifica-
tions (31). Cell culture medium was collected, lyophilized, and
reconstitutedwith non-reducing 3� SDS loading buffer (0.17M

Tris, pH8.8, 6%SDS, 23%glycerol). The samplewas resolved on
a 10–20%Tris-Tricine4 gel (Bio-Rad) and transferred to a poly-
vinylidene fluoride microporous membrane (Immobilon-P
transfermembrane,Millipore, Billerica,MA) for 20min at 25 V
using a Bio-Rad semidry transfer apparatus. Proteins were fixed
to themembrane for 30min with 0.05% gluteraldehyde in Tris-
buffered saline (TBS). To prevent nonspecific antibody binding
to membranes, blots were treated for 30 min at room tempera-
ture with 1� PBS, 0.1% Tween. HD5 was detected by anti-HD5
(1:1000 (32)) and visualized byHRP-conjugated anti-rabbit IgG
(1:2000; ECL kit, Amersham Biosciences). Antibodies were
diluted in 1� PBS, 0.1% Tween, 5% dried milk.

Phospho-ERK1/2, phospho-GSK3�, and phospho-�-catenin
were assessed in total protein sample isolated by lysing cells in
10 mM Tris, pH 7.5, 150 mM NaCl, 1% Triton X-100, 0.5 Non-
idet P-40, 1.5 mM MgCl2 1 mM EGTA, 1 mM EDTA, complete
protease inhibitor (Roche Applied Science), 1 mM PMSF, 200
mM sodium orthovanadate, 1 mM microcystin and incubated
for 30 min on ice. After centrifugation at 10,000 � g for 10 min
at 4 °C, the supernatant was recovered, and the protein concen-
tration was determined by a Bradford assay. Proteins were
resolved by SDS-PAGE and transferred to polyvinylidene fluo-
ride microporous membranes (Immobilon-P Transfer mem-
brane, Millipore, Billerica, MA) for 1 h at 100 V. Western blot-
ting was performed for phospho-ERK1/2 (phospho-p42/44
MAPK (Thr202/Tyr204) at 1:1000; Cell Signaling Technology),
total ERK (ERK2, 1:5000; Santa Cruz Biotechnology, Inc. (Santa
Cruz, CA)), phospho-GSK3� (Ser9) and total GSK3� (both
antibodies at 1:1000; Cell Signaling Technology), phospho-�-
catenin (Ser33/Ser37/Thr41; 1:1000; Cell Signaling Technology),

4 The abbreviation used is: Tricine, N-[2-hydroxy-1,1-bis(hydroxymethyl)eth-
yl]glycine (systematic).
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and total �-catenin (1:5000; BD Transduction Laboratories).
To prevent nonspecific antibody binding to the membranes,
blots were treated for 1 h at room temperature with 1� PBS,
0.1%Tween containing 5%drymilk solids. All primary antibod-
ieswere incubated overnight at 4 °C. Secondary antibodieswere
incubated for 1 h at room temperature, and the reaction was
detected using Amersham Biosciences ECL PlusTM (GE
Healthcare). Bandswere visualized using theMolecular Image�
ChemiDocTM XRS� imaging system (Bio-Rad).
Statistics—Data were analyzed by pairwise t tests using the

pooled estimate of variance andBonferroni’s correction of the p
values for multiple comparisons. Pairwise Wilcoxon Mann-
Whitney tests with Bonferroni’s adjustment of p values formul-
tiple comparisons were used for analysis of non-parametric
data. Differences were considered statistically significant for
p � 0.05.

RESULTS

Ligands for FGFR-3 Induce Expression of Intestinal Paneth
Cell Genes in Caco2 Cells—We previously reported that mice
globally lacking functional FGFR-3 manifest a deficit in the
number of Paneth cells in the small intestine during postnatal
gut development, suggesting that FGFR-3 signaling is critical
for the differentiation and/or maturation of these cells (13). To
assess whether activation of FGFR-3-mediated signaling in
intestinal epithelial cells directly affected expression of differ-
entiation markers characteristic of the mature Paneth cell lin-
eage, we first examined whether ligands of FGFR-3 could affect
the expression of such markers in several intestinal epithelial
cell lines (supplemental Fig. 1). Treatment of cells with FGF9, a
high affinity ligand for FGFR-3, induced both Caco2 and T84
cells to express high levels of mRNA encoding HD5, a major
Paneth cell-specific �-defensin expressed in the human small
intestinal epithelium. However, FGF9 treatment did not stim-
ulate expression of Paneth cell-specific �-defensins in either
HT29 cells or nontransformed rat intestinal epithelial cells.
Caco2 cells were chosen for further study of FGFR-3 signaling
in Paneth cell differentiation because these cells have very low
constitutive expression of HD5 under basal culture conditions
and are a well characterized model of small intestinal entero-
cytic differentiation. For these studies, cells were grown on
semipermeable membranes and treated for 3 days with FGF2,
FGF9, or FGF18, ligands known to activate FGFR-3, and the
expression of various intestinal cell lineage-specific differenti-
ationmarkers wasmeasured after confluence was attained (Fig.
1). As reported by others (33, 34), there was substantial expres-
sion of the absorptive cell lineage-specific genes SI and APOA1
in untreated confluent cell monolayers. In contrast, the expres-
sion ofHD5 andHD6, specific for Paneth cells within the intes-
tine,was either undetected or barely detectable (Fig. 1,A andB).
However, the addition of FGF2, FGF9, or FGF18 resulted in a
dramatic and significant induction of HD5 and HD6 mRNAs.
Further, although untreated Caco2 cells express lysozyme, a
significant increase in its expression was also observed in
response to FGF treatment (Fig. 1A).
In contrast to the induction of genes expressed in themature

Paneth cell lineage by FGFs, there was a marked suppression of
absorptive enterocyte-specific differentiation exemplified by a

decrease in both APOA1 and SI mRNA in response to each of
the FGFR-3 ligands used (for example, �20- and �5-fold,
respectively, by FGF9) (Fig. 1B). Of the goblet cell markers
expressed by Caco2 cells, there was no significant change in
mRNA levels of MUC3, AGR2, or TFF3 following FGF treat-
ment of the cultures (Fig. 1C). Finally, there was no detectable
expression of multiple markers of neuroendocrine differentia-
tion (chromagranin A and B, PYY, and secretin) (data not
shown) in either control or stimulated cultures.
The induction ofde novo expression ofHD5mRNAbyCaco2

cells required aminimumof 3 days of stimulation by FGF9 (Fig.
2A). Accumulation of secreted precursor HD5 peptide was
detected byWestern blot analysis in the Caco2 growthmedium
after 3 consecutive days of FGF9 treatment (Fig. 2B). In con-
trast, a 10-fold reduction in sucrase-isomaltase expression was
seen after only 24 h of treatment with FGF9 (Fig. 2C). Finally,
the induction of HD5 mRNA was sustained for at least 72 h
following the last addition of FGF9 (Fig. 2D), suggesting that
differentiation of the Paneth cell phenotype is stable.
Activation of FGFR-3 Alone Is Sufficient to Induce Paneth

Cell-specific Gene Expression in Caco2 Cells—The activity of
FGFs on target cells is mediated by binding to FGFRs, a family
of high affinity cell surface receptors with overlapping ligand-
binding specificity. Because we previously observed a defect in
the accrual of Paneth cells in mice lacking FGFR-3 (13), we
asked whether activation of only FGFR-3 in intestinal epithelial
cells was sufficient to induce expression of intestinal Paneth
cell-specific genes. The expression ofHD5 andHD6mRNAwas
determined following infection of Caco2 cells with either the
IRES-pBOB lentiviral vector (see “Materials and Methods”),
encoding the ligand-independent constitutively active mutant

FIGURE 1. Expression of intestinal lineage differentiation markers by
Caco2 cells in response to FGF stimulation. A, Paneth cell markers: HD5 and
HD6 and lysozyme. B, enterocyte cell markers: apoA1 and sucrase-isomaltase.
C, goblet cell markers: MUC3, AGR2, and TFF3. Caco2 cells were treated with
FGF9 (50 ng/ml), FGF2 (10 ng/ml), or FGF18 (50 ng/ml) daily beginning at 24 h
postplating until cells were harvested at confluence. Control cells were not
treated. mRNA levels were determined by quantitative real-time PCR. Values
(mean � S.D. (error bars)) are expressed relative to 18 S rRNA. †, p � 0.05; *, p �
0.01; **, p � 0.001.
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of FGFR-3, FGFR-3K650E (27), or cells infected with the empty
vector alone (Fig. 3). Expression ofHD5 andHD6wasmarkedly
induced only in Caco2 cells that expressed FGFR-3K650E. Fur-

ther, FGF7, a ligand with high binding affinity for FGFR-2 but
not FGFR-3 (35)was significantly less effective in inducingHD5
mRNA (supplemental Fig. 2) than FGF9. This finding suggests a
degree of receptor selectivitywithin the FGF receptor family for
the induction of HD5 expression.
Induction of Paneth Cell-specific Gene Expression by FGFR-3

Signaling Is Basolaterally Polarized—Caco2 cells grown on
semipermeable supports develop structural and functional
polarity, and the resulting monolayer closely resembles trans-
porting epithelia in situ (36). Such cultures showed robust
induction of both HD5 and HD6 mRNA in response to FGF9
onlywhen administered to the basolateral aspect of the cultures
(Fig. 4). In comparison with the apical application of FGF9,
treatment on the basolateral side of the monolayer increased
HD5 andHD6 expression�5- and�2.5-fold, respectively. The
differences in apical versus basolateral stimulation of HD5 and
HD6 expression suggests basolateral polarization of FGF recep-
tor signaling in these cells.
Induction of Paneth Cell-specific Gene Expression Requires

Sustained Activation of the TCF4/�-Catenin Pathway—Be-
cause activation of the TCF4/�-catenin transcription complex
is critical to Paneth cell differentiation, we hypothesized that
signaling through FGFR-3 was effecting Paneth cell differenti-
ation by modulating TCF4/�-catenin activity. Because activa-
tion of the TCF4/�-catenin transcriptional complex requires
nuclear translocation of �-catenin from cytoplasmic pools and
subsequent formation of a complex with TCF4, we first exam-
ined whether FGFR-3 activation affected the nuclear localiza-
tion of�-catenin in Caco2 cells (Fig. 5,A–F).�-Catenin expres-
sion and localization determined by immunofluorescence
showed that cells expressing the constitutively active FGFR-
3K650E, visualized as GFP-positive cells (Fig. 5A), had a marked
increase in nuclear localization of �-catenin (Fig. 5, compare B
with E) consistent with increased TCF4/�-catenin transcrip-
tional activity (Fig. 5, merged image, compare C with F). Con-
versely, cells expressing the control vector, pBOB, had little
discernable nuclear localization of �-catenin (Fig. 5, E and F).

Using pTOPFlash reporter to measure TCF4/�-catenin-me-
diated transcriptional activity, we confirmed that signaling

FIGURE 2. HD5 protein is secreted into the medium of Caco2 cultures
stimulated with FGF9. A and C, HD5 and sucrase-isomaltase mRNA levels in
Caco2 cells treated with FGF9 (50 ng/ml) for the indicated times. Vehicle rep-
resents culture receiving only growth medium. B, Western blot analysis of
HD5 secreted into the medium of Caco2 cells treated with FGF9 for 72 h.
Control (Ctr) is medium from untreated culture. Recombinant proHD5 is
shown for reference. D, HD5 mRNA levels determined at times indicated after
the last FGF9 addition and daily medium change. mRNA levels (mean � S.D.
(error bars)) are expressed relative to 18 S rRNA.

FIGURE 3. Ligand-independent FGFR-3 signaling induces expression of
Paneth cell markers of differentiation. HD5 (A) and HD6 (B) mRNA levels
were determined in Caco2 cells expressing a constitutively active receptor
construct, FGFR-3K650E, or the control vector pBOB. Cells were harvested for
RNA at 48, 96, and 120 h postplating. Levels of mRNA were determined by
quantitative real-time PCR and expressed relative to 18 S rRNA. Values are the
mean � S.D. (error bars) of n � 3. *, p � 0.001 for 96 h K650E versus 96 h pBOB;
**, p � 0.001 for 120 h K650E versus 120 h pBOB.

FIGURE 4. Paneth cell differentiation response of Caco2 cells to FGF
requires basolateral stimulation. Caco2 cells grown on semipermeable
membranes were given FGF9 (50 ng/ml) daily on either the apical or the
basolateral surface. Cells were harvested at 3 days postconfluence, and total
RNA was extracted. HD5 (A) and HD6 (B) mRNA levels were determined by
quantitative real-time PCR and expressed relative to 18 S rRNA. Vehicle rep-
resents cells receiving only growth medium. Values are the mean � S.D. (error
bars) of n � 3. N.S., not significant.
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through FGFR-3 alone is sufficient to prolong TCF4/�-catenin
activity after cultures reached confluence, a time when this
activity normally is in dramatic decline (24, 25). Thus, FGFR-
3K650E-expressing cells had�4-fold greater pTOPFlash activity

than cells expressing either the wild-type myristoylated
FGFR-3 (FGFR-3WT); a kinase-dead mutant, FGFR-3K508R; or
the empty vector pBOB (Fig. 5G).
To examine whether the FGFR-3 induction of Paneth cell

markers of differentiation was also dependent on activity of the
TCF4/�-catenin pathway, we established conditions for the
down-regulation of TCF4/�-catenin activity in Caco2 cells by
expressing a �-catenin shRNA. TCF4/�-catenin activity was
again measured using the pTOPFlash luciferase reporter (Fig.
5H). As anticipated, expression of FGFR-3K650E alone was suf-
ficient to increase TCF4/�-catenin activity, whereas co-expres-
sion of �-catenin shRNA significantly reduced pTOPFlash
activity (�2.9-fold reduction) in cells expressing FGFR-3K650E
(Fig. 5H). Consistent with this finding, expression of �-catenin
shRNA also abrogated the increase in pTOPFlash activity seen
in FGF9-stimulated cells (supplemental Fig. 3). As expected, the
induction of HD5 mRNA resulting from expression of FGFR-
3K650E was also significantly diminished (�2.3-fold reduction)
in cells co-transfected with the �-catenin shRNA (Fig. 5I).
These results are consistent with our prediction that the induc-
tion of intestinal Paneth cell genes by FGFR-3 signaling requires
sustained activation of the TCF4/�-catenin pathway.
The Induction of Paneth Cell-specific Gene Expression and

Sustained Activation of the TCF4/�-Catenin Pathway by
FGFR-3 Signaling Is Modulated by Maintenance of High Levels
of�-CateninmRNA—CanonicalWnt pathway signal transduc-
tion is achieved by the stabilization and accumulation of cyto-
plasmic �-catenin that then translocates to the nucleus to bind
TCF4 and affect gene transcription ofWnt pathway responsive
genes. Central to this scenario is the obligatory inhibition of the
�-catenin destruction complex that, in the absence ofWnt sig-
naling, inhibits the accumulation of �-catenin by tagging it for
destruction via a series of dephosphorylation-phosphorylation
events (37). Because we found that signaling through FGFR-3
was able to sustain high levels of TCF4/�-catenin activity, we
examined whether this was achieved through modulation of
components of the �-catenin destruction complex (Fig. 6
and supplemental Fig. 4). GSK3� directly phosphorylates
�-catenin, serving to target it for destruction by the protea-
some. Phosphorylation of GSK3�, usually in response to Wnt
signaling, abrogates the ability of GSK3� to phosphorylate
�-catenin. In contrast to our expectations, the level of GSK3�
phosphorylation in Caco2 cells treated with FGF9 for 5 or 10
min was not different from that seen in untreated control cul-
tures, although phospho-ERK1/2 showed robust stimulation by
5min of incubation with FGF9 (Fig. 6A). Furthermore, the level
of�-catenin phosphorylation at Ser33/37 and Thr41 was also not
altered by FGF9 treatment (Fig. 6B). Although expression of the
components known tomake up the�-catenin destruction com-
plex,APC, axin,CK1,GSK3�, PPP2CA, and PPP2R1A, was also
unaffected by FGF9 treatment of Caco2 cells, �-cateninmRNA
expression was dramatically augmented (supplemental Fig. 4).
Further, confluent Caco2 cultures, in the absence of FGF9, had
less than half of the �-catenin mRNA levels found in subcon-
fluent cultures (Fig. 6C). However, growing cells in the presence
of FGF9 significantly sustained �-catenin mRNA expression
(Fig. 6C). Expression of �-catenin shRNA abrogated the
increase in both �-catenin and HD5 mRNA levels in response

FIGURE 5. Activation of FGFR-3 signaling induces TCF4/�-catenin activ-
ity. A–F, immunofluorescence of Caco2 cells infected with lentivirus encod-
ing constitutively active FGFR-3K650E (A–C) or pBOB (D–F) containing a CMV-
driven cassette with an IRES-GFP for bicistronic expression. Cells were stained
with anti-GFP (red; A and D) and anti-�-catenin (green; B and E). Nuclear local-
ization of �-catenin was observed in the FGFR-3K650E-expressing cells (C;
merged image; the arrowhead points to cells expressing both GFP and
�-catenin) but was rare in the pBOB-expressing cells (F; merged image). G, �-
catenin/TCF4-mediated transcriptional activity was assayed in lysates of
Caco2 cells transiently transfected with pTOPFlash reporter. Cells were
infected with lentivirus for pBOB, FGFR-3WT, K650E, or K508R. Data are shown
as individual points, and the bar represents the mean of n � 4. p � 0.001 for
K650E versus pBOB. H, TOPFlash reporter activity determined as above in
response to inhibition of �-catenin by shRNA in cells infected with the K650E
mutant of FGFR-3. I, HD5 mRNA expression level in response to �-catenin
shRNA was determined by real-time PCR in total RNA isolated from cells
infected with the K650E mutant of FGFR-3. Values are the mean � S.D. (error
bars) of n � 3, and mRNA values (mean � S.D.) are expressed relative to 18 S
rRNA.
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to FGF9 (Fig. 6D). Taken together, these data indicate that
FGFR-3 signaling sustains TCF4/�-catenin activity by main-
taining high levels of �-catenin mRNA expression and not
through the inhibition of the �-catenin destruction complex.
Sustained Activation of the TCF4/�-Catenin Pathway Is Nec-

essary but Not Sufficient to Induce the Expression of Markers of
Paneth Cell Differentiation—To determine whether the effect of
FGFR-3 signaling on Paneth cell differentiation is solely through
its up-regulation of TCF4/�-catenin activity, we stimulated the
activation of this transcription complex independently of FGFR-3
by treatingCaco2cellswithLiCl.LiCl inhibitsGSK3�kinaseactiv-
ity in the �-catenin destruction complex, resulting in decreased
degradation of �-catenin. As anticipated, LiCl induced TCF4/�-
catenin-mediated transcriptional activity�3-fold at 96h, asmeas-
ured by the pTOPFlash reporter (Fig. 7A). Strikingly, therewas no
induction of HD5 mRNA expression in cells treated with LiCl,
whereas FGF9 induced a robust expression of HD5 mRNA, as
observed previously (Fig. 7B). Secreted HD5 propeptide accumu-
lated in the culturemediumofCaco2 cells treated onlywith FGF9
but not in themediumof LiCl-treated cultures (Fig. 7C). Stimulat-
ing TCF4/�-catenin activity through the inhibition of GSK3� in
the absence of FGFR-3 activation was insufficient to induceHD5
expression, strongly suggesting that FGFR-3 signaling alsomodu-
lates other effectors and/or pathways that are required to induce
Paneth cell HD5 expression in addition to its effects on TCF4/�-
catenin activity.
FGFR-3-mediated Induction of Intestinal PanethCell-specific

Gene Expression Requires Activation of ERK1/2 and p38MAPK

Independent of TCF4/�-Catenin Activation—Because TCF4/
�-catenin signaling alone was not sufficient to induceHD5 and
HD6 expression, and FGFR-3 can initiate multiple signaling
cascades upon activation by ligand, we examined which other
pathways, in conjunction with TCF4/�-catenin signaling,

FIGURE 6. Maintenance of �-catenin mRNA levels is required for HD5 expression in response to FGF9. A, Caco2 cells were treated with the FGFR-3 ligand,
FGF9 (50 ng/ml), for the times indicated, and total protein preparations were resolved by gel electrophoresis and Western blotted for total and phospho-
ERK1/2 and total and phospho-GSK3� as described under “Materials and Methods.” B, Western blot for phospho-�-catenin (Ser31/33 and Thr41) and total
�-catenin in total protein extracts from Caco2 cells treated with FGF9 (50 ng/ml) for 24 h in the presence or absence of the proteasome inhibitor, MG132, as
described under “Materials and Methods.” The phosphorylation status of neither GSK3� nor �-catenin was altered in response to FGFR-3. C, �-catenin mRNA
levels determined by quantitative real-time PCR in total RNA isolated from cells treated with FGF9 (50 ng/ml) for the times indicated. All values are the mean �
S.D. (error bars) of n � 4. D, �-catenin and HD5 mRNA expression levels in response to �-catenin shRNA were determined by quantitative real-time PCR in total
RNA isolated from cells treated with FGF9 for 3 days. Values are the mean � S.D. of n � 3.

FIGURE 7. Sustained TCF4/�-catenin activity without FGFR-3 signaling is
not sufficient to induce HD5 mRNA expression. Caco2 cells transfected
with pTOPFlash were treated with LiCl (10 mM) added to the medium begin-
ning at 24 h post-transfection (A), and luciferase activity was determined at
the times indicated. B and C, cells were treated with either LiCl (10 mM) or
FGF9 24 h postplating, and HD5 mRNA (B) and protein (C) expression was
determined 3 days later. Control (Ctr) represents untreated cultures. N.S., not
significant. Error bars, S.D.
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might be involved in the FGFR-3-mediated regulation of
expression of markers characteristic of Paneth cell differentia-
tion in Caco2 cells. For these experiments, we used the small
molecule inhibitors for PI3K (LY294002), p38 MAPK (SB
203580), and ERK1/2 (UO126). Treating Caco2 cells with
LY294002, SB203580, and UO126 had no significant effect on
TCF4/�-catenin activity in response to FGF9 as measured by
pTOPFlash (Fig. 8A). However, cells treated with the ERK1/2
and p38 MAPK inhibitors expressed significantly less HD5
mRNA in response to FGF9 (Fig. 8B). These results indicate
that although the effects of FGFR-3 activation on TCF4/�-
catenin signaling are independent of PI3K, p38 MAPK, and
ERK1/2, the up-regulation of intestinal Paneth cell-specific
markers in response to FGF9 treatment also required activation
of the ERK1/2 and p38 MAPK pathways. Both p38 MAPK and
ERK1/2 were phosphorylated in response to the concentration
of FGF9 that induced HD5 expression in Caco2 cells (data not
shown).
Activation of Signaling Pathways in Addition to the TCF4/�-

Catenin andMAPK Pathways Is Required for Induction of Pan-
eth Cell-specific Gene Expression—Finally, we examined
whether sustained activation of theTCF4/�-catenin pathway in

conjunction with stimulation of the MAPK pathways inde-
pendent of FGFR-3 was sufficient to induce expression ofHD5
mRNA. Caco2 cells were treated with LiCl, as before, together
with EGF at a concentration that stimulated ERK1/2 phosphor-
ylation (Fig. 9). Neither EGF alone nor EGF in combination
with LiCl could stimulate HD5 mRNA expression comparable
with that seen after FGF9 treatment (Fig. 9B). Taken together,
these data strongly suggest that regulation of intestinal Paneth
cell-specific differentiation markers in Caco2 cells by FGFR-3
requires the activation of additional pathways parallel to and
distinct from those identified by our studies.

DISCUSSION

In this study, we report that activation of FGFR-3 in Caco2
cells by ligands or by expression of a ligand-independent, con-
stitutively activemutant of FGFR-3, FGFR-3K650E, results in the
coordinately induced expression of multiple genes characteris-
tic of mature intestinal Paneth cells. The induction of intestinal
Paneth cell-specific gene expression required the independent
activation of the ERK1/2 and p38 pathways by FGFR-3 in addi-
tion to the effects of this receptor on maintaining sustained
activation of the TCF4/�-catenin pathway. These data are con-
sistent with our prior in vivo observation that mice lacking
functional FGFR-3 had a significantly reduced number of Pan-
eth cells and diminished mRNA levels for the intestinal Paneth
cell markersMMP-7, lysozyme, and cryptdin-5 in the postnatal
developing intestine, along with diminished nuclear localiza-
tion of �-catenin (13). The sustained activation of TCF4/�-
catenin by FGFR-3 signaling that we observe here represents a
novel pathway that does not involve regulation of the activity of
the �-catenin destruction complex per se; rather, it is depen-
dent on the maintenance of high �-catenin mRNA expression

FIGURE 8. ERK1/2 and p38 MAPK pathways in addition to TCF4/�-catenin
signaling are necessary for HD5 expression in response to FGFR-3 signal-
ing. A, �-catenin/TCF4-mediated transcriptional activation was assayed by
luciferase activity in Caco2 cells transiently transfected with pTOPFlash and
Renilla. B, HD5 mRNA levels were determined by quantitative real-time PCR. A
and B, cells were treated for the last 24 h before harvest at 120 h post-trans-
fection with PI3K (LY 294002), p38 MAPK (SB 203580), or ERK1/2 (UO126)
inhibitors. FGF9 (50 ng/ml) was added daily beginning at 24 h post-transfec-
tion, and cells were harvested at 120 h post-transfection. Values are the
mean � S.D. (error bars) of n � 3. *, p � 0.001.

FIGURE 9. Independent induction of TCF4/�-catenin activity and MAPK
signaling is insufficient to induce Paneth cell-specific defensin expres-
sion. A, Western blot analysis of ERK1/2 phosphorylation in cells treated with
EGF (50 ng/ml) or vehicle. Three experimental replicates for each treatment
group are shown. B, induction of HD5 mRNA in Caco2 cells treated with LiCl
(10 mM), EGF (50 ng/ml), LiCl plus EGF, or FGF9. Although EGF treatment
stimulated ERK1/2 phosphorylation, the combination of LiCl and EGF treat-
ment did not induce expression of HD5 mRNA as seen in response to FGF9.
ND, not detected. Values are the mean � S.D. (error bars) of n � 3. *, p 	 0.001
versus untreated control.
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at a time when this mRNA level would have dropped dramati-
cally. Our current results suggest that the effects of FGFR-3 on
Paneth cell differentiation require independent activation of
multiple signaling pathways downstream of FGFR-3 in undif-
ferentiated epithelial progenitors within the crypt epithelium.
Caco2 cells spontaneously differentiate along the absorptive

cell lineage as a function of confluence and time in culture (24,
36, 38). This feature has rendered them a usefulmodel bywhich
to study the phenotypic changes that occur as intestinal cells
migrate along the crypt-to-villus axis. However, less attention
has been given to their expression of some goblet cell-specific
markers and, under certain circumstances, of Paneth cellmark-
ers (39–42). Our current work demonstrates that signaling
through FGFR-3, which is abundantly expressed by Caco2 cells
(43) and possibly other FGFRs can induce the de novo expres-
sion of Paneth cell �-defensins HD5 and HD6 in these cells.
This induction results from the activation of FGFR-3 by ligand
binding or expression of the constitutively active receptor,
FGFR-3K650E, and does not require additional interactions with
accessory cells, such as fibroblasts. This finding suggests that
activation of FGFR-3 at the basal lateral cell surface of undiffer-
entiated crypt epithelial cells is probably sufficient to induce the
signaling cascade that ultimately results in expression of Paneth
cell markers of differentiation or maturation in vivo.
Paneth cells, located at the base of intestinal crypts in close

proximity to stem cells, are key effectors of innate immunity,
safeguarding the intestinal stem cell compartment frommicro-
bial invasion through their production ofmicrobicidal peptides
and enzymes (3, 44). HD5, a major defensin of human Paneth
cells, is synthesized as a prepropeptide that must be proteolyti-
cally cleaved to generate the fully active mature peptide (2, 45,
46). Paneth cells store proHD5 in their granules. ProHD5 is
cleaved either as it exits the cell or in the lumen after it is
secreted. Trypsin, also present as an inactive zymogen in Pan-
eth cells, is believed to be the serine protease that converts
proHD5 to the mature active form in the intestine (2, 45).
Although Caco2 cells produce trypsin, they also express �1-an-
titrypsin (47, 48). Our finding of only proHD5, and not mature
peptide, in the culturemedium of cells treated with FGF9 is not
surprising in view of their production of �1-antitrypsin and
given the additional presence of serum �1-antitrypsin in the
growth medium. A current limitation of this model is the fact
that under conditions used to induce HD5 expression, proHD5
is not found in intracellular storage granules (data not shown).
This finding suggests that Caco2 cells may lack the accessory
machinery required to form dense core granules or that other,
yet to be identified, signals are required in conjunction with
FGFR-3-mediated signaling to fully manifest the mature Pan-
eth cell phenotype.
The present studies show that FGFR-3 signaling resulted in

sustained high levels of TCF4/�-catenin-mediated transcrip-
tional activity and that this was necessary for the induction of
expression of markers of Paneth cell differentiation in Caco2
cells. This latter effect was primarily dependent on �-catenin
binding to TCF4 and not to other possible-binding partners
(49) because expression of dnTCF4 virtually negated the FGF9-
mediated induction of HD5 mRNA expression. These results
are consistent with prior studies showing that the canonical

Wnt pathway regulates Paneth cell differentiation and, possi-
bly, specification of the Paneth cell lineage in the intestine
through Wnt/Frizzled-5 signaling and through regulation of
Sox9, an HMG-box transcription factor expressed in intestinal
crypt cells, including Paneth cells (10–12). Our current in vitro
results support the hypothesis that the in vivo paucity of Paneth
cells previously reported in FGFR-3 null mice was at least in
part due to the modulation of TCF4/�-catenin activity by
FGFR-3 in crypt progenitor cells (13). It is possible that other
members of the FGF receptor family could subserve this role of
FGFR-3 under some circumstances because FGFR-3 null mice
do not completely lack Paneth cells.
Surprisingly, FGFR-3 signaling did not seem to regulate the

stability of intracellular�-catenin per se as indicated by the lack
of any changes in either the expression of components of the
�-catenin destruction complex or in the phosphorylation levels
of GSK3� and �-catenin in response to FGF9. Rather, our cur-
rent studies strongly suggest that the FGFR-3-mediated sus-
tained activity of theTCF4/�-catenin complex and induction of
Paneth cell-specific genes seen in Caco2 cells are accomplished
chiefly through maintaining high levels of �-catenin mRNA at
times when this expression would be greatly decreased in con-
fluent cultures in the absence of FGF9 treatment. The necessity
of sustaining high levels of TCF4/�-catenin activity is in agree-
ment with the studies of Andreu et al. (9). Using hypomorphic
�-catenin mutant mice, these authors demonstrated that only
the Paneth cell lineagewas highly sensitive to changes in overall
�-catenin levels. Our demonstration that overexpression of
�-cateninmRNA induced by FGFR-3 signalingmay be amech-
anism for modulating the activity of the TCF4/�-catenin com-
plex is also consistent with these studies. Recent studies of
Goentoro and Kirschner (50) afford a second possible interpre-
tation of our findings. These authors suggest that transcription
of some Wnt signaling response genes may be sensitive to the
Wnt-induced magnitude of change in �-catenin levels rather
than the absolute level of �-catenin. These authors suggest a
model whereby induced changes in �-catenin levels are more
sensitive to perturbations in the rates of �-catenin synthesis
than to changes in the activity of the degradation complex.
Thus, it is possible that sustained expression of high levels of
�-catenin mRNA in response to FGFR-3 renders cells more
sensitive to a given level of Wnt signaling. Indeed, RKO cells in
which �-catenin was overexpressed were more responsive to
Wnt stimulation than control cells (50).
We also found that regulation of Paneth cell differentiation

by FGFR-3 signaling probably involves the sequential or parallel
induction of multiple downstream signaling cascades. Consis-
tent with this hypothesis, activation of both TCF4/�-catenin-
dependent and TCF4/�-catenin-independent signaling cas-
cades downstream of FGFR-3 were required for effective
induction of HD5. This conclusion is also supported by the
finding that the LiCl-mediated stimulated and sustainedTCF4/
�-catenin activity, although necessary, was not sufficient in
itself to drive de novo HD5 mRNA transcription or protein
expression. Because the MAPK pathway (which includes ERK
1/2), p38, JNK kinases, and the PI3K-Akt pathway are key
downstream signal transduction pathways responsive to FGFR
activation (51), we examined whether some of these pathways
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were involved in regulating TCF4/�-catenin signaling or Pan-
eth cell gene expression using small molecule inhibitors.
Although the inhibition of ERK1/2, p38, and PI3K did not abro-
gate FGF9 stimulation of TCF4/�-catenin signaling, ERK1/2
and p38 emerged as necessary for the FGFR-3 induction ofHD5
expression independent of TCF4/�-catenin signaling. How-
ever, HD5 expression in response to MAPK activation in con-
junction with TCF4/�-catenin signaling displayed growth fac-
tor selectivity. Caco2 cells in which TCF4/�-catenin signaling
was stimulated with LiCl and treated with EGF to activate the
MAPK pathway did not express significant levels of HD5 as
compared with FGF9-treated cells. The observation that EGF-
mediated stimulation of MAPK could not substitute for FGF9
in the induction of HD5 suggests the possibility that other sig-
naling pathways activated by FGFR-3 may also be required.
Another hypothesis is that induction of Paneth cell-specific dif-
ferentiation is sensitive to the magnitude of MAPK activity.
This possibility is suggested by the studies of Aliaga et al. (52),
who demonstrated that both cell cycle progression and differ-
entiation in Caco2 cells were dependent on different levels of
MAPK signaling pathway activity. Additionally, active ERKwas
observed in the intestinal crypts (52). It is plausible that
FGFR-3, which is highly expressed along the membranes of
cells in the lower third of the intestinal crypt in a region where
crypt progenitor and Paneth cells reside, may be readily avail-
able to activate ERK in vivo (53). The mechanism by which
FGFR-3 signaling interacts with both theTCF4/�-catenin tran-
scription complex and the MAPK pathway to regulate specific
Paneth cell differentiation markers remains to be determined.
Our current findings suggest that FGFR-3 signaling may be

another pathway that canmodulate intestinal epithelial cell fate
in addition to the already well described Wnt, Notch, and
Hedgehog pathways that are known to regulate crypt stem cell
fate, proliferation, and differentiation (19). Of note is the recent
demonstration that Paneth cells provide essential signals
needed by Lgr5 intestinal stem cells for their survival (54, 55).
Consistent with our previous observation that FGFR-3�/�

mice have reduced numbers of intestinal crypt stem cells and a
paucity of Paneth cells, Sato et al. (54) recently showed that
reduction of Paneth cells in an inducible Paneth cell depletion
model correlated with a concomitant reduction of crypt stem
cells. These recent data strongly support our hypothesis that
FGFR-3 signaling may regulate intestinal crypt stem cell num-
bers by regulating the differentiation of the Paneth cell
phenotype.
That distinct downstream signaling pathways activated by

FGFR-3 may mediate the coordinate induction of Paneth cell
markers of differentiation versus suppression of the absorptive
cell phenotype is suggested by the dramatic difference in the
time of response to FGFR-3 signaling between sucrase-isomal-
tase and HD5 expression. These results suggest that FGFR-3
signaling effects are cell- and context-specific, in agreement
with prior findings by others (56, 57), and may have distinct
effects on different progenitor cell subtypes within the crypt.
Although the Notch signaling pathway is predominantly
responsible for the in vivo determination of the absorptive ver-
sus the secretory cell lineage via its downstream effectors
Math1 and Hes1, it is unlikely that FGFR-3 is directly interact-

ing with this pathway.We detected no difference in the expres-
sion of intestinalMath1 orHes1 betweenwild type and FGFR-3
null mice (data not shown), suggesting that FGFR-3 signaling is
acting downstream of Notch to effect Paneth cell differentia-
tion. Determination of whether FGFR-3 signaling exerts con-
text-specific effects on secretory precursors versus enterocytic
progenitors in modulating the differentiation of the respective
lineages via regulation of diverse signaling cascades will require
further study.
We previously found that ligands for FGFR-3 are induced in

response to epithelial injury or inflammation in the gut and that
induction of Paneth cell hyperplasia in the SAMP1/Yitmouse, a
murine model of human Crohn disease, is temporally associ-
ated with up-regulation of FGF ligand expression in the sur-
rounding mesenchyme. These observations suggest that
FGFR-3 signaling regulates intestinal Paneth cell differentia-
tion or metaplasia under pathophysiologic circumstances in
addition to its role in the regulation of Paneth cell differentia-
tion during gut development (53, 58). Although HD5 expres-
sion in the intestinal epithelium is restricted to Paneth cells,
extraintestinal expression of this defensin gene has also been
reported in epithelial cells of the human reproductive tract (31,
59). Whether FGFR-3 has a role in regulating HD5 expression
at these extraintestinal sites is currently unknown.
In conclusion, our present studies strongly suggest a novel

role for FGFR-3 signaling in regulating intestinal epithelial cell
differentiation. Signaling through FGFR-3 induces the expres-
sion of markers of Paneth cell differentiation while suppressing
markers of the enterocyte lineage. Paneth cell differentiation,
mediated by signaling through FGFR-3, required the indepen-
dent modulation of TCF4/�-catenin activity and activity of the
MAPKpathway.Our findings suggest that FGFR-3may orches-
trate this complex interplay of multiple signaling pathways to
effect Paneth cell-specific differentiation or maturation during
intestinal development aswell as in response to intestinal injury
and inflammation. Defining the mechanism(s) by which
FGFR-3 signaling regulates Paneth cell differentiation will
enhance understanding of the role of Paneth cells in the stem
cell niche.
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