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Abstract
Forkhead box O-class (FOXO) proteins are evolutionally conserved transcription factors. They
belong to a family of proteins consisting of FOXO1, FOXO3a, FOXO4 and FOXO6 in humans.
Increasing evidence suggests that FOXO proteins function as tumor suppressors by
transcriptionally regulating expression of genes involved in cell cycle arrest, apoptosis, DNA
repair and oxidative stress resistance. Activation of various protein kinases, including Akt, IκB
kinase (IKK) and ERK, leads to phosphorylation of FOXO proteins and their ubiquitination
mediated by E3 ligases such as SKP2 and MDM2 in human primary tumors and cancer cell lines.
As a result, the tumor suppressor functions of FOXO proteins are either diminished or abrogated
due to their ubiquitination proteasome degradation, thereby favoring cell transformation,
proliferation and survival. Thus, ubiquitination and proteasome degradation of FOXO proteins
plays an important role in tumorigenesis and represents a viable target for cancer treatment.

Introduction
Phosphatase and tensin homolog deleted in chromosome 10 (PTEN) is frequently mutated or
deleted in a large spectrum of human tumor types [1,2]. PTEN functions primarily as a lipid
phosphatase by antagonizing the effect of phosphoinositide 3-kinase (PI3K) [3,4]. Loss of
PTEN increases the levels of phosphatidylinositol (3,4,5) trisphosphate (PIP3) in the plasma
membrane, which in turn leads to activation of protein kinase B (PKB or Akt).

Akt plays a central role in cell survival by activating or inactivating a number of
downstream effector proteins including FOXO transcription factors [5]. Increasing evidence
suggests that FOXO proteins possess tumor suppression functions by regulating expression
of genes involved in apoptosis, cell cycle arrest, oxidative stress resistance and DNA repair
[5]. Activation of Akt due to frequent loss of PTEN or constitutively activation of PI3K in
human tumors results in phosphorylation and inhibition of FOXO proteins [6]. Akt
phosphorylation also induces nuclear export of FOXO proteins through the nuclear pore
complex, which is dependent on 14-3-3 chaperone proteins and the exportin receptor,
chromosomal region maintenance protein 1 (CRM1) [7,8]. Thus, the nuclear, transcription-
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dependent tumor suppressor function of FOXOs is abolished due to Akt-mediated
phosphorylation and nuclear exportation (Fig. 1).

Akt activation promotes FOXO protein degradation
In addition to Akt-mediation phosphorylation of FOXO, Akt activation promotes
degradation of these proteins, and this process is inhibited by proteasome inhibitors [9].
Also, insulin induces FOXO1 protein degradation in HepG2 cells [10], and this degradation
requires FOXO1 phosphorylation mediated by the PI3K/Akt pathway. Consistent with this,
levels of FoxO1 are high in serum-starved normal chicken embryo fibroblasts, and FoxO1
protein undergoes rapid phosphorylation and degradation following platelet-derived growth
factor treatment [11]. Moreover, Akt phosphorylation-dependent proteasome degradation of
FoxO1 plays a key role in oncogenic transformation induced by the PI3K/Akt pathway.
Thus, Akt inhibits the activity of FOXO by promoting phosphorylation and nuclear
exportation of these proteins, and also by inducing their degradation by the proteasome. In
addition to Akt, other kinases such as IκB kinase (IKK) and ERK also promote proteolysis
of FOXO3a [12,13].

SKP2 works in concert with Akt to induce FOXO1 ubiquitination and
proteasome degradation

The ubiquitin-proteasome system (UPS) plays an essential role in protein degradation.
Before client proteins are recognized and targeted for degradation by the proteasome,
ubiquitin is transferred and covalently attached to substrates via sequential activation of
three enzymes including ubiquitin-activating enzyme (E1), ubiquitin-conjugating enzyme
(UBC, E2) and ubiquitin ligase (E3). Because there is only one E1 protein in mammals (and
relatively few E2 proteins), substrate targeting specificity is believed to be mediated by E3.
Based upon structure similarities E3 ligases are classified into two main classes: the RING-
finger proteins and the HECT-domain proteins. The SKP1-CUL1-F-box protein (SCF)
complex is a multi-subunit RING-finger E3 ligase, which targets FOXO1. CUL1 provides a
scaffold function within this complex by recruiting the adaptor protein SKP1 and the RING-
finger protein RBX1 (Fig. 2A). SKP1 binds to the F-box domain of the F-box containing
proteins such as SKP2 and β-TrCP (Fig. 2A). Most SCF substrates are recognized by and
bound to the F-box subunit. Through specific domains, such as the leucine-rich repeat
(LRR) in SKP2 and the WD40 domain in β-TrCP, SCF complexes specifically recognize
and bind to the substrates. Because substrate phosphorylation is essential for targeting of the
substrates by SCF complexes, the phosphorylation sites are often called ‘phospho-degron’.
CUL1 also binds to the RING-finger protein RBX1, which recruits UBC (E2) into the SCF
complexes through its RING-finger domain. By binding to both substrate and the E2
enzyme, the SCFSKP2 E3 complex enables transfer of the ubiquitin protein onto the substrate
(Fig. 2A).

FOXO1 is specifically bound by SKP2 in a number of cell types [14]. Consistent with the
role of Akt in FOXO1 degradation, SKP2 binding of FOXO1 requires Akt-mediated
phosphorylation of FOXO1 at serine 256 [14]. SKP2 also induces polyubiquitination and
degradation of FOXO1. Importantly, SKP2-induced ubiquitin-dependent proteasome
degradation requires Akt phosphorylation of FOXO1 at serine 256 [14]. Therefore, like
other well-studied substrates of SCFβ-TrCP and SCFSKP2 complexes, such as IκBα, β-
Catenin and p27KIP1, recognition and binding of FOXO1 by SKP2 requires the phospho-
degron motif that contains the serine 256 phosphorylation site (Fig. 2B). Although to date it
is unclear which lysine residue(s) in FOXO1 is specifically targeted by SCFSKP2 for
ubiquitination, these residues are likely localized within the first 260 amino acids in the
NH2-terminus of FOXO1 [14]. Interestingly, among the known SCF targeting substrates,
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including IκBα, β-Catenin and p27KIP1, the ubiquitin accepting lysines are usually located
9–14 amino acids within the region NH2-terminal to the phospho-degron motif (Fig. 2B).
Thus, it is possible that SCFSKP2 utilizes a similar mechanism in targeting FOXO1 for
ubiquitination and degradation (Fig. 2B).

Regulation of SKP2-mediated ubiquitination and proteasome degradation
of FOXO1 by other pathways

In addition to inducing phosphorylation of FOXO1, which is an essential step for SKP2-
mediated ubiquitination and proteasome degradation of FOXO1, Akt may contribute
FOXO1 degradation by other means. Loss of PTEN increases the levels of SKP2 mRNA,
and this effect of PTEN is Akt-dependent [15]. SKP2 levels and stability are regulated by
another E3 ligase anaphase-promoting complex/cyclosome and its activator Cdh1 (APC/
CCdh1) [16,17]. Akt phosphorylates SKP2 at serine 72; however, the functional significance
of this phosphorylation is being debated. Two reports suggest that this phosphorylation
promotes cytoplasmic localization of SKP2 and impairs APC/CCdh1-mediated degradation
of SKP2 in the nucleus [18,19]. However, another report suggests that Akt-mediated
phosphorylation of SKP2 at serine 72 does not affect the subcellular localization of SKP2
[20]. Moreover, it has been shown that conditional knockout of the nuclear cofactor CBP in
thymocytes increases SKP2 protein levels and promotes development of T cell lymphomas
[14,21]. Intriguingly, in addition to being an important transcription coactivator, CBP is a
key functional component of the APC/CCdh1 E3 ligase [22]. Thus, it can be speculated that
loss of CBP impairs APC/CCdh1 E3 activity and thereby promotes stabilization of SKP2
[14,21]. Importantly, high levels of the SKP2 protein are inversely correlated with low
levels of the FOXO1 protein in CBP-knockout T cell lymphomas [14]. SKP2-mediated
degradation of FOXO1 has also been shown in other tumor types [23,24]. Thus, many
cancer relevant pathways converge on the regulation of the levels of SKP2 protein, which
may in turn affect FOXO1 protein levels via the ubiquitin proteasome pathway.

Monoubiquitination and deubiquitination of FOXO proteins
The single molecule RING-finger E3 ligase murine double minute 2 (MDM2) promotes
ubiquitination of various FOXO factors including FOXO1, FOXO3a and FOXO4,
suggesting that MDM2 acts as a general E3 ligase for FOXO protein degradation [13,25,26].
Activation of ERK by the Ras/Raf pathway leads to FOXO3a phosphorylation and
downregulation [13]. ERK-phosphorylated FOXO3a is further subjected to MDM2-
mediated ubiquitination and proteasome degradation [13]. Intriguingly, knockout or
knockdown of MDM2 alone increases FOXO3a protein levels, and this effect was shown to
be mediated by MDM2-induced polyubiquitination of FOXO proteins [26] whereas another
study showed that MDM2 catalyzes multiple mono-ubiquitination of FOXO4 rather than
poly-ubiquitination [25]. Monoubiquitination of FOXO4, which promotes its nuclear
localization, was also observed in cultured cells in response to oxidative stress [27].
Moreover, monoubiquitinated FOXO4 can be deubiquitinated by the deubiquitinating
enzyme herpesvirus-associated ubiquitin-specific protease (HAUSP)/USP7 [27]. Based on
these findings, it has been proposed [25] that ERK-phosphorylated FOXO proteins,
especially FOXO3a, can be monoubiquitinated by a priming E3 ligase such as MDM2 and
that this induces nuclear localization of FOXO proteins (Fig. 1). This process may be
reversed by the deubiquitination of FOXO proteins mediated by HAUSP/USP7. Under
certain conditions, e.g., when MDM2 levels are high, FOXO proteins become
polyubiquitinated (Fig. 1). It has also been proposed that monoubiquitinated FOXO protein
can be further converted into a polyubiquitinated form by branching E3 ligases such as
SKP2 [25].
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Role of proteasome degradation of FOXO proteins in cell transformation
and tumorigenesis

Activation of FOXO proteins upregulates expression of genes involved in cell cycle arrest,
apoptosis and DNA repairs, implying that these proteins function as tumor suppressors [5].
Indeed, forced expression of FOXO1 and FOXO3a in PTEN-mutated prostate and kidney
cancer cells induces apoptosis and cell cycle arrest, respectively [14,28]. The anti-tumor
function of FOXO1 is largely diminished in cells overexpressing SKP2 [14]. In contrast, co-
expression of SKP2 with an Akt phosphorylation-resistant mutant of FOXO1 promotes
neither the proteasome degradation of this mutated form of FOXO1, nor the mutant-induced
death of prostate cancer cells [14]. Thus, degradation of FOXO1 contributes to Akt-
mediated cell growth and survival, as well as SKP2-induced tumorigenesis [23]. These
findings were confirmed in an independent study using chicken embryo fibroblasts (CEF) as
a working model [11], where it is well established that PI3K and Akt induce transformation.
Intriguingly, FoxO1 expression is suppressed in CEF transformed by PI3K and Akt, and this
effect is mediated by PI3K/Akt-induced proteasome degradation of FoxO1 [11].
Importantly, phosphorylation-dependent proteasome degradation of FoxO1 plays an
important role in oncogenic transformation by PI3K/Akt [11].

Surprisingly, FOXO3a protein is localized in the cytoplasm of some breast tumors lacking
Akt phosphorylation or activation [12]. The cytoplasmic localization FOXO3a is regulated
by IκB kinase (IKK) phosphorylation of FOXO3a, which also induces proteasome
degradation of FOXO3a [12]. Moreover, cytoplasmic localization of FOXO3a is correlated
with IKK expression as well as poor survival in breast cancer. Importantly, constitutive
expression of IKK promotes cell proliferation in cultured cancer cells and tumorigenesis in
mice, but these effects of IKK can be reversed by FOXO3a [12]. Thus, IKK phosphorylation
of FOXO3a also serves as a vital mechanism in promoting cell growth and tumorigenesis.

Another well-established cancer relevant kinase cascade is the Ras-MEK-ERK pathway,
where activation of ERK induces phosphorylation of FOXO3a at multiple residues [13].
ERK phosphorylated FOXO3a can be recognized by the E3 ligase MDM2, resulting in
ubiquitination and proteasome degradation of FOXO3a [13]. Also, ERK/MDM2-mediated
proteasome degradation of FOXO3a plays an important role in promoting cell proliferation
and tumorigenesis [13].

In summary, FOXO proteins act as tumor suppressors by transcriptionally regulating
expression of a large number of genes that promote apoptosis, cell cycle arrest, oxidative
stress resistance and DNA repair. Importantly, the anti-tumor functions of these transcription
factors are often abolished by kinase-mediated phosphorylation and E3 ligase-mediated
ubiquitination and proteasome degradation. Thus, deregulation of FOXO proteins may play
an essential role in promoting cancer cell growth and survival.

Acknowledgments
This work was partially supported by grants from the National Institutes of Health (CA134514 and CA130908) and
the Department of Defense (W81XWH-07-1-0137 and W81XWH-09-1-622) to H.H., and the National Cancer
Institute (CA125747, CA121277 and CA091956) and The T.J. Martell Foundation to D.J.T.

References
1. Li J, Yen C, Liaw D, Podsypanina K, Bose S, Wang SI, Puc J, Miliaresis C, Rodgers L, McCombie

R, Bigner SH, Giovanella BC, Ittmann M, Tycko B, Hibshoosh H, Wigler MH, Parsons R. PTEN, a
putative protein tyrosine phosphatase gene mutated in human brain, breast, and prostate cancer.
Science. 1997; 275:1943–1947. [PubMed: 9072974]

Huang and Tindall Page 4

Biochim Biophys Acta. Author manuscript; available in PMC 2012 November 1.

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript



2. Steck PA, Pershouse MA, Jasser SA, Yung WK, Lin H, Ligon AH, Langford LA, Baumgard ML,
Hattier T, Davis T, Frye C, Hu R, Swedlund B, Teng DH, Tavtigian SV. Identification of a
candidate tumour suppressor gene, MMAC1, at chromosome 10q23.3 that is mutated in multiple
advanced cancers. Nat. Genet. 1997; 15:356–362. [PubMed: 9090379]

3. Maehama T, Dixon JE. The tumor suppressor, PTEN/MMAC1, dephosphorylates the lipid second
messenger, phosphatidylinositol 3,4,5-trisphosphate. J. Biol. Chem. 1998; 273:13375–13378.
[PubMed: 9593664]

4. Cantley LC, Neel BG. New insights into tumor suppression: PTEN suppresses tumor formation by
restraining the phosphoinositide 3-kinase/AKT pathway. Proc. Natl. Acad. Sci. U.S.A. 1999;
96:4240–4245. [PubMed: 10200246]

5. Huang H, Tindall DJ. Dynamic FoxO transcription factors. J. Cell Sci. 2007; 120:2479–2487.
[PubMed: 17646672]

6. Brunet A, Bonni A, Zigmond MJ, Lin MZ, Juo P, Hu LS, Anderson MJ, Arden KC, Blenis J,
Greenberg ME. Akt promotes cell survival by phosphorylating and inhibiting a Forkhead
transcription factor. Cell. 1999; 96:857–868. [PubMed: 10102273]

7. Brunet A, Kanai F, Stehn J, Xu J, Sarbassova D, Frangioni JV, Dalal SN, DeCaprio JA, Greenberg
ME, Yaffe MB. 14-3-3 transits to the nucleus and participates in dynamic nucleocytoplasmic
transport. J. Cell Biol. 2002; 156:817–828. [PubMed: 11864996]

8. Van Der Heide LP, Hoekman MF, Smidt MP. The ins and outs of FoxO shuttling: mechanisms of
FoxO translocation and transcriptional regulation. Biochem. J. 2004; 380:297–309. [PubMed:
15005655]

9. Plas DR, Thompson CB. Akt activation promotes degradation of tuberin and FOXO3a via the
proteasome. J. Biol. Chem. 2003; 278:12361–12366. [PubMed: 12517744]

10. Matsuzaki H, Daitoku H, Hatta M, Tanaka K, Fukamizu A. Insulin-induced phosphorylation of
FKHR (Foxo1) targets to proteasomal degradation. Proc. Natl. Acad. Sci. U.S.A. 2003;
100:11285–11290. [PubMed: 13679577]

11. Aoki M, Jiang H, Vogt PK. Proteasomal degradation of the FoxO1 transcriptional regulator in cells
transformed by the P3k and Akt oncoproteins. Proc. Natl. Acad. Sci. U.S.A. 2004; 101:13613–
13617. [PubMed: 15342912]

12. Hu MC, Lee DF, Xia W, Golfman LS, Ou-Yang F, Yang JY, Zou Y, Bao S, Hanada N, Saso H,
Kobayashi R, Hung MC. IkappaB kinase promotes tumorigenesis through inhibition of forkhead
FOXO3a. Cell. 2004; 117:225–237. [PubMed: 15084260]

13. Yang JY, Zong CS, Xia W, Yamaguchi H, Ding Q, Xie X, Lang JY, Lai CC, Chang CJ, Huang
WC, Huang H, Kuo HP, Lee DF, Li LY, Lien HC, Cheng X, Chang KJ, Hsiao CD, Tsai FJ, Tsai
CH, Sahin AA, Muller WJ, Mills GB, Yu D, Hortobagyi GN, Hung MC. ERK promotes
tumorigenesis by inhibiting FOXO3a via MDM2-mediated degradation. Nat. Cell Biol. 2008;
10:138–148. [PubMed: 18204439]

14. Huang H, Regan KM, Wang F, Wang D, Smith DI, van Deursen JM, Tindall DJ. Skp2 inhibits
FOXO1 in tumor suppression through ubiquitin-mediated degradation. Proc. Natl. Acad. Sci.
U.S.A. 2005; 102:1649–1654. [PubMed: 15668399]

15. Mamillapalli R, Gavrilova N, Mihaylova VT, Tsvetkov LM, Wu H, Zhang H, Sun H. PTEN
regulates the ubiquitin-dependent degradation of the CDK inhibitor p27(KIP1) through the
ubiquitin E3 ligase SCF(SKP2). Curr. Biol. 2001; 11:263–267. [PubMed: 11250155]

16. Bashir T, Dorrello NV, Amador V, Guardavaccaro D, Pagano M. Control of the SCF(Skp2-Cks1)
ubiquitin ligase by the APC/C(Cdh1) ubiquitin ligase. Nature. 2004; 428:190–193. [PubMed:
15014502]

17. Wei W, Ayad NG, Wan Y, Zhang GJ, Kirschner MW, Kaelin WG Jr. Degradation of the SCF
component Skp2 in cell-cycle phase G1 by the anaphase-promoting complex. Nature. 2004;
428:194–198. [PubMed: 15014503]

18. Lin HK, Wang G, Chen Z, Teruya-Feldstein J, Liu Y, Chan CH, Yang WL, Erdjument-Bromage
H, Nakayama KI, Nimer S, Tempst P, Pandolfi PP. Phosphorylation-dependent regulation of
cytosolic localization and oncogenic function of Skp2 by Akt/PKB. Nat. Cell Biol. 2009; 11:420–
432. [PubMed: 19270694]

Huang and Tindall Page 5

Biochim Biophys Acta. Author manuscript; available in PMC 2012 November 1.

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript



19. Gao D, Inuzuka H, Tseng A, Chin RY, Toker A, Wei W. Phosphorylation by Akt1 promotes
cytoplasmic localization of Skp2 and impairs APCCdh1-mediated Skp2 destruction. Nat. Cell
Biol. 2009; 11:397–408. [PubMed: 19270695]

20. Bashir T, Pagan JK, Busino L, Pagano M. Phosphorylation of Ser72 is dispensable for Skp2
assembly into an active SCF ubiquitin ligase and its subcellular localization. Cell cycle. 2010;
9:971–974. [PubMed: 20160477]

21. Kang-Decker N, Tong C, Boussouar F, Baker DJ, Xu W, Leontovich AA, Taylor WR, Brindle PK,
van Deursen JM. Loss of CBP causes T cell lymphomagenesis in synergy with p27Kip1
insufficiency. Cancer Cell. 2004; 5:177–189. [PubMed: 14998493]

22. Turnell AS, Stewart GS, Grand RJ, Rookes SM, Martin A, Yamano H, Elledge SJ, Gallimore PH.
The APC/C and CBP/p300 cooperate to regulate transcription and cell-cycle progression. Nature.
2005; 438:690–695. [PubMed: 16319895]

23. Dehan E, Pagano M. Skp2, the FoxO1 hunter. Cancer Cell. 2005; 7:209–210. [PubMed: 15766658]
24. Calvisi DF, Ladu S, Pinna F, Frau M, Tomasi ML, Sini M, Simile MM, Bonelli P, Muroni MR,

Seddaiu MA, Lim DS, Feo F, Pascale RM. SKP2 and CKS1 promote degradation of cell cycle
regulators and are associated with hepatocellular carcinoma prognosis. Gastroenterology. 2009;
137:1816–1826. [PubMed: 19686743]

25. Brenkman AB, de Keizer PL, van den Broek NJ, Jochemsen AG, Burgering BM. Mdm2 induces
mono-ubiquitination of FOXO4. PLoS ONE. 2008; 3:e2819. [PubMed: 18665269]

26. Fu W, Ma Q, Chen L, Li P, Zhang M, Ramamoorthy S, Nawaz Z, Shimojima T, Wang H, Yang Y,
Shen Z, Zhang Y, Zhang X, Nicosia SV, Zhang Y, Pledger JW, Chen J, Bai W. MDM2 acts
downstream of p53 as an E3 ligase to promote FOXO ubiquitination and degradation. J. Biol.
Chem. 2009; 284:13987–14000. [PubMed: 19321440]

27. van der Horst A, de Vries-Smits AM, Brenkman AB, van Triest MH, van den Broek N, Colland F,
Maurice MM, Burgering BM. FOXO4 transcriptional activity is regulated by monoubiquitination
and USP7/HAUSP. Nat. Cell Biol. 2006; 8:1064–1073. [PubMed: 16964248]

28. Nakamura N, Ramaswamy S, Vazquez F, Signoretti S, Loda M, Sellers WR. Forkhead
transcription factors are critical effectors of cell death and cell cycle arrest downstream of PTEN.
Mol. Cell. Biol. 2000; 20:8969–8982. [PubMed: 11073996]

Huang and Tindall Page 6

Biochim Biophys Acta. Author manuscript; available in PMC 2012 November 1.

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript



Figure 1.
Regulation of FOXO proteins by phosphorylation-dependent ubiquitin proteasome
degradation pathways. Stimulation of cells by growth factors and insulin results in the
activation of Akt and ERK through the Ras- and PI3K-dependent pathways. This in turn
leads to phosphorylation of FOXO transcription factors. Akt-mediated phosphorylation
promotes the localization of FOXO1 and other FOXO proteins in the cytoplasm, where the
substrate-binding F-box protein SKP2 in the SCFSKP2 E3 ligase binds to and induces
ubiquitination and subsequent proteasome degradation of FOXO1. Activation of ERK by the
Ras-Raf-MEK cascade also leads to phosphorylation of FOXO proteins, such as FOXO3a.
This phosphorylation further facilitates the recognition of FOXO3a by the E3 ligase MDM2,
which promotes either monoubiquitination or polyubiquitination in the presence of high
levels of MDM2 or other E3 ligases such as SKP2. Monoubiquitination of FOXO proteins
such as FOXO4 is subjected to deubiquitination mediated by the deubiquitination enzyme
HAUSP/USP7.
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Figure 2.
Ubiquitination of FOXO1 by the SCFSKP2 E3 complex. A, a diagram showing the
components of the SKP1-CUL1-F-box protein SKP2 (SCFSKP2) ubiquitin E3 ligase
complex. F, F-box. LRR, leucine rich repeats. B, a putative positioning model for the
destruction domain in the known substrates of SCFβ-TRCP and SCFSkp2 complex E3 ligases.
One prediction of this positioning model is that ubiquitin (Ub) accepting lysine residues are
usually located 9–14 amino acids upstream of the phosphodegron site(s) in the substrates of
the SCF E3 ligases.
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