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Abstract
Myotonic dystrophy (DM1), the most common adult muscular dystrophy, is a multi-system,
autosomal dominant genetic disorder caused by an expanded CTG repeat that leads to nuclear
retention of a mutant RNA and subsequent RNA toxicity. Significant insights into the molecular
mechanisms of RNA toxicity have led to the surprising possibility that treating DM1 is a viable
prospect. In this review, we briefly present the clinical picture in DM1, and describe how the
research in understanding the pathogenesis of RNA toxicity in DM1 has led to targeted approaches
to therapeutic development at various steps in the pathogenesis of the disease. We discuss the
promise and current limitations of each with an emphasis on RNA-based therapeutics and small
molecules. We conclude with a discussion of the unmet need for clinical tools and outcome
measures that are essential prerequisites to proceed in evaluating these potential therapies in
clinical trials.
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Background and Clinical Relevance
Myotonic dystrophy type 1 (DM1) is a common and debilitating form of muscular dystrophy
that preferentially affects adolescents and young adults. With a prevalence of ranging from
1:8000 (in Caucasians) to approximately 1:20000 (Asian, Japanese and African
populations), it is the most common muscular dystrophy in adults and the second most
common muscular dystrophy overall 1,2. In certain populations, such as the Saguenay region
of Quebec, prevalence can approach 1 in 500 due to founder effects and population isolation
3. The predominant feature of the disease is weakness, but it is a multisystem disorder with
other serious and life-threatening manifestations. In its most common form, onset of
symptoms occurs during adolescence or in the second decade of life, and affected
individuals have a significantly shortened lifespan of 48–55 years 4–6. However, a severe
congenital carries a neonatal mortality rate of 16% 7. A second related form of the disease,
myotonic dystrophy type 2 (DM2) has similar disease manifestations, although they are
generally less severe and usually of later onset 8.

DM1 is an autosomal dominant CTG triplet repeat disorder with variable expression. In
successive generations, the phenomenon of genetic anticipation is often observed and is
associated with instability of the repeat sequence. Individuals with five to 37 repeats are
asymptomatic and not at risk for having affected offspring. A repeat length of 38–49 is
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considered a “premutation”- that is, the carrier of this repeat expansion is unaffected, but
due to anticipation, offspring can have higher repeat numbers and manifest aspects of the
disease. A repeat length of greater than 50 is considered a full mutation, and although
disease severity is variable, all individuals with repeat lengths of this size or greater are
affected to some extent.9 Skeletal muscle pathology is the most characteristic feature of
DM1. Impaired muscle relaxation from myotonia can lead to stiffness and cramping,
especially in the distal muscles of the hands, but it is rarely a significant patient complaint.
Muscle weakness and wasting start distally and progress proximally over time and often lead
to severe disability as the disease progresses. Respiratory muscle involvement is common,
and respiratory failure either from the primary muscles process or from cardiopulmonary
involvement is a significant contributor to patient mortality 10.

A less well defined but important disease feature is its effect on the central nervous system
and cognition, which can be manifested by low IQ, dementia, and apathy 11–13. The
emotional and behavioral issues often predate other systemic symptoms 14. Recent work has
demonstrated global deficits with neuropsychologic testing as well as radiographic changes
in the brains of affected individuals, including an increased white matter lesion burden,
decreased gray matter mass (especially in the hippocampal and thalamic regions), and
hypometabolism in the frontal lobes 15,16. In addition to the effects on the central nervous
system, 90% of patients will develop cardiac abnormalities at some point, the most common
of which is varying degrees of heart block. These and other cardiac conduction
abnormalities can lead to the most feared complication of DM1, sudden cardiac death.
Frequent monitoring and early recognition of conduction defects is critical to management
and may lead to preemptive implantable cardioverter defibrillator (ICD) and/or pacemaker
placement 17–20. One of the most common patient complaints is fatigue and
hypersomnolence, which are multifactorial in myotonic dystrophy. Abnormal sleep
architecture, hypercapnia, and sleep apnea are common causes, and they should be
monitored for and addressed appropriately 21.

Congenital myotonic dystrophy (CDM) is almost exclusively maternally inherited, although
rare cases of paternal inheritance have been described 22. Maternal repeat lengths greater
than 300 are associated with a higher risk of CDM, but genetic anticipation makes true
prediction of risk nearly impossible 23. Affected pregnancies often come to attention
secondary to polyhydramnios or diminished fetal movements, and prematurity is common.
Profound neontal hypotonia is often present, and severe diaphragmatic and intercostal
muscle weakness can lead to absent or minimal respiratory effort at birth. If a neonate
requires prolonged artificial ventilation at birth, the mortality rate is greater than 25% 24.
Affected children have other associated dysmorphic features which may include
arthrogryposis, clubfoot, and abnormalities in facial features. Early systemic effects can
include swallowing difficulties, mental retardation, and cardiomyopathy 25. The
characteristic myotonia is absent in neonates, so a diagnosis is often based on family history
or clinical suspicion. Survivors may strengthen somewhat, but they ultimately develop a
progressive myopathy similar to the more common adolescent-onset form of the disease.

DM2, also known as proximal myotonic myopathy (PROMM) was first described in the
mid-1990’s and was genetically mapped to human chromosome 3q in 1998 26,27. To date,
no congenital form has been described. Although also a repeat disorder, DM2 is caused by
an expansion of CCTG repeats in intron1 of of the zinc finger gene, ZNF9 28. Unlike DM1,
where the distal musculature displays early involvement and weakness, in DM2 the hip
girdle is affected first. This pattern of weakness onset can help clinically distinguish the two
entities 29.
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To date, the only therapeutic interventions for patients with DM are targeted towards
symptom management. However, significant advances in understanding the complex
pathophysiology have led to numerous approaches to targeting disease mechanisms that
demonstrate great promise in pre-clinical studies. This review will highlight some of these.
The goal is to give a firm understanding of the current direction of translational approaches
to treating DM1 with an eye to the future of clinical trials for potential therapeutics.

Molecular Pathogenesis and Description of Model
DM1 is caused by an expanded CTG repeat in the 3′ untranslated region (UTR) of the
dystrophia myotonica protein kinase gene (DMPK) on chromosome 19 30–32. The expanded
repeat is transcribed into DMPK mRNA, but it does not affect DMPK protein structure.
Rather, this expansion leads to production of a mutant DMPK mRNA which forms
aggregates in affected nuclei (reviewed in 33). Key studies have shown that the relative
haploinsufficiency of the DMPK protein is not responsible for disease phenotype 34. With
the discovery that the DM2 mutation is a (CCTG)n repeat within a gene called ZNF9 on
chromosome 3 and that this leads to RNA aggregates similar to those seen in DM1, it has
been posited that the myotonic dystrophies may be the first examples of disorders caused by
RNA toxicity.

How does an accumulation of aberrant RNA lead to disease? It is proposed that many
clinical manifestations of the disease are caused by alterations in the levels and activity of
specific RNA-binding proteins involved in RNA splicing, and that changes in levels and
stability of these proteins then lead to aberrant splicing of many downstream RNA targets
(reviewed in 35, 36). In general, the resultant spliceopathy leads to a splicing pattern more
consistent with fetal expression than normal adult splicing patterns. Specifically, a protein
known as Muscleblind-like protein 1 (MBNL1) has been found to co-localize with mutant
DMPK mRNA foci, leading to the hypothesis that MBNL1 is sequestered by the RNA foci
resulting in a loss of function that ultimately affects downstream targets 37,38. Recent
analysis has suggested that at least 200 targets are mispliced in a mouse model of DM1 and
that >80% of these misplicing events are likely due to functional MBNL1 loss 39. In support
of this, genetic deletion of MBNL1 leads to a subset of the phenotypes seen in DM1, namely
cataracts, splicing alterations, myotonia, and changes in muscle histology 40. Interestingly,
MBNL1 is sequestered with RNA foci in DM2 as well, and many aspects of the
spliceopathy seen in DM1 are also found in DM2 41.

In addition to MBNL1 sequestration, it has been demonstrated that levels of another RNA-
binding protein, CUG-binding protein 1 (CUGBP1) are increased in affected tissues. This is
thought to be mediated by Protein Kinase C (PKC) phosphorylation and resultant
stabilization of CUGBP1, although the details of this mechanism are poorly understood 42.
CUGBP1, like MBNL1, has important roles in RNA splicing and is thought to be
antagonistic to MBNL1 for many of the splicing defects observed in DM1. Thus, the
increase in CUGBP1 could synergize with the functional loss of MBNL1. CUGBP1 also has
additional roles in RNA stability and translation 43–46. Unlike the situation for DM1,
CUGBP1 levels do not appear to be changed in DM2, and it has been suggested that this
may account for some of the clinical differences seen in DM1 and DM2 patients 47.

Missplicing of certain downstream targets is then considered directly responsible for at least
some of the observed phenotypes of DM1, and new targets are continually being discovered.
For example, it has been elegantly shown that mis-splicing of the muscle-specific chloride
channel ClC1 is responsible for the myotonia observed in DM1 models and patients.
Aberrant splicing of the ClC-1 pre-mRNA leads to inclusion of exon 7a into the mature
mRNA (a pattern more consistent with embryonic ClC-1 expression). Exon 7a inclusion
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ultimately results in a premature stop codon, resulting in rapid decay of the mis-spliced
transcript 48,49. Other splicing abnormalities may be responsible for insulin resistance
(aberrant splicing of insulin receptor), some of the cardiac phenotypes (cTNT), and likely
some of the central nervous system cognitive effects 50–53. A summary of the steps in the
pathogenesis of DM1 is shown in Figure 1, and the instances in which molecular or
symptomatic therapy have been attempted are noted.

Many mouse (and non-murine) models of DM1 have been developed, but all have certain
shortcomings. Importantly, no single mouse model exists that perfectly mimics the human
disease, either in expression profile, molecular dysfunction, or resultant phenotype and
disease progression. Transgenic mouse models expressing expanded repeats under muscle-
specific promoters have been developed, but the disease phenotype is limited to the muscle
pathology 34,54. Thus, in these models, therapeutics could not be assessed for their effect on
other systemic manifestations of DM1. However, these same models have proven extremely
useful for studying muscle-specific effects and potential interventions, as detailed below.

Our lab developed a mouse model of DM1 using a doxycycline inducible, human DMPK
promoter with the goal of expressing the toxic RNA in the same tissues as in DM1.
Importantly, induced overexpression of the toxic RNA leads to many of the phenotypes
observed in DM1 patients, including progressive cardiac conduction deficits, myotonia,
weakness, splicing abnormalities, histopathologic changes, and increased CUGBP1 levels.
However, despite mimicking the disease phenotype so well, these mice do not display
obvious RNA foci and thus do not sequester MBNL1 in large nuclear inclusions.
Interestingly, shutting down production of the toxic RNA in this model leads to reversion of
many of the phenotypes, providing an important proof of principle regarding reversibility of
disease through a therapeutic approach based on targeting the mutant DMPK transcript for
destruction. Interestingly, this model does not involve an expanded repeat, but rather
overexpression of a (CTG)5-repeat containing 3′UTR 55. It remains to be seen whether or
not this will serve as an adequate model for development of therapeutics.

General concepts in therapeutic design strategy are detailed in Figure 2. Targeting the
earliest stage of aberrant pathophysiology is often the most difficult and technically
challenging approach (in this case targeting DNA repeat expansion), although it has the
potential for the greatest therapeutic benefit since all downstream effects are then modified.
As one targets further down the cascade, potential therapies may be easier to design and
implement, however, only a subset of pathology would be treated. For example, targeting
splicing abnormalities in the chloride channel mRNAs in DM1 patients may be more
feasible than targeting DNA repeat expansions. The resultant effect, however, would address
only the myotonia in skeletal muscle, and other systemic complications would still be
present. Thus, an ideal therapy would need to strike a pragmatic balance to allow for
substantial benefit, relative ease of technical approach, and minimal effect on unrelated
cellular mechanisms. Theoretically, and in practice, each of the abnormal steps in the
pathogenesis of DM1 could be targeted for interventional modification. Below we will
discuss the varied approaches as well as their potential applications and limitations to human
disease.

Translational Approaches to disease modification
Targeting repeat expansion and instability in DNA

To date, this option remains a theoretical possibility only. Repeat expansion occurs in both
somatic and germ line tissues and occurs in tissue-specific, developmentally-regulated, and
cell-specific manners. The complex mechanisms controlling this process remain poorly
understood at this point. Recent work to elucidate mechanisms of repeat instability, as well
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as work targeted towards understanding repeat contractions in particular, may ultimate lead
to novel therapeutic approaches to DM1 and other repeat disorders (reviewed in 56). In the
future, targeting of mismatch repair mechanisms, methylation pathways, and tissue and
developmentally-regulated DNA replication machinery may prove to be valuable in
controlling repeat instability and reducing the burden of anticipation and triplet repeat
expansion. In addition, small molecules that target the repeat sequence itself and thus
interfere with normal cellular processing also have promise 57, 58.

Targeting the toxic RNA
Thus far, targeting the mutant RNA itself appears to hold some of the greatest prospect for
therapeutic intervention in DM1. In general, this approach uses one of two methods,
ribozymes and antisense oligonucleotides. Ribozymes are RNA molecules, either native or
engineered, that adopt a tertiary structure and function as catalysts for a reaction (and
therefore, as enzymes). Thus, they can cleave other RNAs and ultimately lead to degradation
of their targets or lead to splicing events that replace target RNA with embedded sequences
59. Ribozymes were first applied to DM1 when a group studying DMPK repeats used a
tetrahymena group 1 intron ribozyme to cleave, in vitro, a DMPK RNA sequence containing
the endogenous 12 repeats and replace them with a 5 repeat sequence contained in the
engineered ribozyme. Subsequent experiments by the same group indicated that similar
splicing and replacement could be achieved in human cultured fibroblasts 60,61. These
studies were performed on fibroblasts containing a normal repeat length. As such, whether
this technique could be applicable in an expanded repeat model and how mutant RNA could
be easily distinguished from wild-type transcript by the ribozyme was not addressed.

In 2003, Puymirat et al. published an important study utilizing a hammerhead ribozyme
(named so for its characteristic tertiary structure) to target mutant RNA. This particular
study capitalized on the fact that mutant DMPK is retained in the nuclei to help ensure that
the engineered ribozyme did not target wild-type transcript. Despite this, both mutant and
wild-type transcripts were effectively reduced (63% mutant transcript, 50% WT transcript).
They also observed a concomitant decline in nuclear foci and a partial restoration of normal
splicing of the insulin receptor 62. Before ribozyme technology can be effectively used for
gene therapy, both the issues of specificity and delivery method must be adequately
addressed.

Aside from ribozymes, there are other promising approaches to targeting mutant RNA
transcript, including the use of antisense oligonucleotides (AON). It is important to note that
the term “antisense oligonucleotide” actually encompasses at least four chemically different
molecule types, some of which will be described below. At its most basic, these are short,
single-strand stretches of nucleic acids that hybridize via Watson-Crick base-pairing to
complementary cellular “sense” mRNAs. This binding then inhibits gene expression and, in
some cases, ultimately can target the mRNA for degradation. The chemistry of these various
AONs is complex, however, it is worth mentioning that at least two forms of AONs are
currently being employed for possible therapeutic interventions in DM1 and other muscular
dystrophies. The first is the 2′-O-methyl modified AONs (MOE), and the other is the
phosphorodiamidate morpholino antisense molecules (PMO or morpholino). Of note,
morpholinos differ from other antisense strategies in that they provide inhibition via steric
hindrance, rather than by any targeted degradation63. They offer a promising antisense
technology due to their increased stability, improved permeability, and high target
specificity over traditional AONs 64.

In one of the first studies to use antisense technology in DM, Furling et al. demonstrated that
transduction of DM1 cells in culture with an adenoviral vector expressing an antisense RNA
to CUG repeats was capable of reducing mutant DMPK mRNA. In addition, CUGBP1
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expression levels were reduced in treated cells, and the ability to respond to insulin was
improved 65. Certainly, the main limitation of this study was its restriction to cell culture,
but the results were quite promising. The use of adenoviral vectors provides an advantage
over straightforward AON technology in that the virus, once introduced, can continuously
provide the therapeutic molecule over time, prolonging the potential therapeutic dosing
window.

In 2009, Mulders et al described a (CAG)7 AON of the MOE subtype that selectively targets
the DMPK RNA. They tested this molecule both by delivering it directly to cells in culture
and by local injection and electroporation into mouse tissues in two different murine DM1
models. The group observed degradation of mutant DMPK RNA in certain muscles (up to
50%), as well as diminished RNP foci and a reversal of selected splicing deficits 66. This
data provides important proof of principle regarding the potential for use of AONs in DM1
models. However, this strategy had important limitations. Only local injection was
performed, and certainly systemic methods will need to be employed in patients. In addition,
degradation of the wild-type transcript with a concurrent decrease in protein levels was
observed, although to a much lesser extent, and it is not yet clear whether this can have a
detrimental effect on the tissue.

More recently, an exciting report has emerged detailing the use of a morpholino designed to
disrupt the interaction between MBNL1 and the mutant RNA transcript 67. Details of this
will be described below, but it deserves mention that the group that pursued this approach
noticed both their intended effect of disruption of RNA/protein interaction and a significant
degradation of the primary mutant RNA transcript itself. It remains to be determined how
much of the observed effect of the morpholino’s administration was due to the former
mechanism of action and how much was due to the latter.

Targeting the structural RNA hairpin
Besides targeting nascent RNA, other groups have attempted to target the particular hairpin
structure that is formed by the expanded CUG repeats. In particular, these long hairpin
structures have been shown to be substrates for Dicer, a ribonuclease whose main function
in the RNA interference pathway is to recognize double-stranded RNA duplexes and induce
cleavage of these structures into shorter, 21-nt duplexes. These duplexes are then
incorporated into the RNA-induced silencing complex (RISC), and as such, function to
guide substrate selection for degradation (reviewed in 68). Krol et al have demonstrated that
this mechanism is active in cells faced with expanded (CUG)n repeats. Furthermore,
introduction of a synthetic oligoribonucleotide (CUG)7 into DM1 patient fibroblasts led to a
selective reduction in transcripts containing very long repeats 69. This has lent support to the
hypothesis that using siRNAs (small interfering RNAs) to target the mutant RNA in DM1
would then tag the RNA for destruction via the Dicer pathway. In 2005, Langlois et al
demonstrated that introduction of a lentivirus-delivered short hairpin RNA (shRNA, which
is processed in the cell to 21-nt siRNAs) into DM1 myoblasts led to a preferential reduction
in mutant nuclear RNA (cytoplasmic wild-type transcript was degraded as well with a
concordant ~55% decrease in DMPK protein levels) 70. More work is needed before this
approach can be considered to be viable in vivo, as delivery and selectivity remain active
and important issues.

Targeting Protein-RNA binding
As mentioned previously, it is thought that accumulation of mutant RNA causes
sequestration of MBNL1, thus altering functional levels of this protein and disrupting
downstream splicing events. Thus, a reasonable therapeutic approach would be to attempt to
disrupt RNA-MBNL1 binding, freeing the protein to perform its native function. Several
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attempts have been made to accomplish just this, using small molecules as well as
engineered oligonucleotides.

A recent series of papers has detailed the approach by Disney et al to develop modular
ligands with various properties that bind to (C/CUG)n repeats and subsequently displace
MBNL1 binding. A peptide backbone with kanamycin A modules was found to have high
affinity for the target sequence, and various modifications were made to the basic structure
to increase its binding capacity 71,72. Small ligands offer an intriguing option for disease
modification given their permeability and tight binding affinities. The in vivo applications of
these particular ligands remains uninvestigated 73,74.

Another small molecule offering great promise for potential disease modification in DM1
was described by Warf et al in 2009. In this study, the investigators screened a library of
small molecules known to bind to tertiary nucleic acids structures. The screen relied on the
use of a gel-shift assay that would allow the researchers to assess whether the small
molecule could disrupt a preformed MBNL1-(CUG)4 complex. They discovered that
pentamidine, an antifungal drug currently in use to treat Pneumocystis carinii infection in
immunocompromised patients, was capable of doing just that. Using a HeLA cell culture
model with expanded repeats (CUG)960, the group was able to determine that pentamidine
treatment could rescue alternative splicing of the insulin receptor and cardiac troponin T
(cTNT) transcripts to levels observed in HeLa cells without CUG repeats. The pentamidine
treatment did not affect splicing outcomes on a global level and appeared to be specific to
MBNL1-regulated transcripts. In addition, MBNL1 colocalization with RNA foci was
significantly diminished in the cell culture model. The authors then assessed the outcome of
pentamidine treatment in a mouse DM1 model which expressed 250 CUG repeats under the
control of a muscle-specific promoter. The drug was delivered in an intraperitoneal fashion,
and splicing assays were performed after mouse sacrifice. Partial reversal of the aberrant
splicing was observed, and drug toxicity appeared to be the limiting factor in furthering the
observed effect 75. Pentamidine is highly toxic and has a very narrow therapeutic window,
and thus its use at the doses required to mediate meaningful phenotypic change is unlikely to
be feasible. The authors suggest that modification to pentamidine’s structure in an attempt to
retain function and decrease toxicity is warranted, and such experiments are likely
underway.

In a recent and very exciting publication, Wheeler et al have described the design and use of
a morpholino AON to target and disrupt expanded CUG repeat/protein complexes. In vitro,
this morpholino termed CAG25 was able to invade and stably bind CUG hairpins. In
addition, the group demonstrated that this binding was able to not only block new MBNL1/
CUG complex formation but also disrupt protein/RNA complexes that had already formed
via MBNL1 displacement. Moreover, they then tested the morpholino’s biochemical effect
in a mouse model of DM1 that expresses expanded repeats in a skeletal-muscle specific
pattern. Intramuscular injection and electroporation of the morpholino resulted in some
striking results, including a decrease in RNA foci with concurrent dispersement of MBNL1,
near normalization of splicing abnormalities that persisted for at least 14 weeks after AON
treatment, and marked reduction of myotonia secondary to restoration of proper CLC1
function. Of note, the morpholino had no effect when it was tested in an mbnl1-deficient
mouse which manifests many of the same splicing abnormalities as DM1 models. This was
to be expected if the mechanism of action of the morpholino was as proposed, working via
an effect on expanded repeats which are not present in the mbnl1 knockout model. As
mentioned earlier in this review, application of this morpholino to the mouse model also
resulted in an unpredicted 50% reduction in mutant RNA via an unknown post-
transcriptional mechanism. The authors propose that this reduction in RNA burden is not
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solely responsible for the improved function, because the residual RNA levels are above the
threshold needed to cause disease 67.

While this approach is promising, the ever-present issue of delivery in a clinical setting is
still relevant 64. However, two recent reports from the Duchenne Muscular Dystrophy
(DMD) field offer an exciting glimpse into the real possibilities of antisense therapies for
DM1. Unlike the triplet-repeat mediated mechanism of disease in DM1, DMD is caused by
point or frame-shift mutations in the dystrophin gene on the X chromosome. The majority of
these mutations lead to the absence of functional protein (in contrast to Becker muscular
dystrophy in which a truncated dystrophin results in a less severe phenotype). Although
hundreds of mutations have been identified that lead to DMD, there are common mutations
that offer high-yield targets for therapeutic interventions. One potential disease-modifying
approach in DMD involves using antisense technology to bind to the mutated region of the
RNA transcript. This binding then prohibits this region of the RNA from being incorporated
into the final mRNA and restores a normal reading frame, a process known as “exon
skipping”. Although the resultant protein is shorter than its wild-type counterpart, the
majority of protein function is maintained 63,76.

This technique has been validated via local injection/delivery studies, similar to what has
recently been reported by Wheeler et al using the morpholino in DM1 models (reviewed in
77). However, this approach has moved into phase II studies for DMD, and two recent
reports suggest that intravenous or subcutaneous systemic delivery of these molecules
appears to be well-tolerated and safe. Both groups employed AON technology targeted
towards exon skipping of exon 51, a region that is responsible for roughly 13% of DMD
cases. The pharma-supported phase two studies are not designed or powered for efficacy,
but preliminary results indicate that dystrophin is being produced in muscle fibers in a dose-
dependent fashion. In at least one of the studies, there was a suggestion of potential clinical
efficacy as well as measured by the 6-minute walk test, but larger controlled trials are
necessary before interpreting this data 78,79.

Altering levels of RNA binding proteins
Based on the models that have been been proposed for the pathophysiology of DM1, it
would stand to reason that increasing levels of MBNL1 or decreasing levels of CUGBP1 in
affected vertebrates could abrogate some of the phenotypes observed. Again, it is worth
referring to the concept in figure 2. Certainly targeting the pathway at this stage could prove
to be beneficial, however the therapeutic impact is presumably lower given the complexity
of the cellular processes this far removed from the pathophysiology of the expanded repeats.
Two important murine studies have lent some credence to this approach and will be briefly
reviewed here.

As noted previously, mbnl1 knockout mice develop some, though not all, features of DM1,
including myotonia, abnormal skeletal muscle histopathology, cataracts, and splicing
abnormalities. This is consistent with the model that has been presented for the role of
MBNL1 sequestration in disease pathology 40. In 2006, Kanadia et al proposed the natural
extension of this model by asking whether increasing MBNL1 levels in a murine model for
DM1 would lessen the observed disease phenotype. To address this, they developed an
adenoviral vector which expressed a common skeletal muscle isoform of MBNL1 and
injected this vector into the tibialis anterior muscle of HSALR mice (mice carrying an
expanded CUG repeat under the actin promoter). They then demonstrated that
overexpression of MBNL1 occurred in treated muscles and that this overexpression led to a
reduction in myotonia and a restoration of normal chloride channel splicing (as well as other
splicing deficits). The abnormal muscle histopathology was unchanged 80. Despite this latter
observation, it remains an intriguing possibility that exogenous delivery of MBNL1 may
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lead to modification of some disease manifestations in affected individuals. Adenoviral
vectors, though promising, still must overcome many technical hurdles before their role in
disease treatment becomes commonplace.

Recently, overexpression of CUGBP1 in an inducible, muscle-specific manner was found to
recapitulate many of the features of DM1 81. In a complementary study, Cooper and
colleagues asked whether prevention of PKC-mediated phosphorylation of CUGBP1 in a
mouse model expressing mutant RNA in an inducible heart-specific manner could reduce
cardiac disease burden. Their model, EpA960, had been previously characterized and shown
to develop conduction deficits, RNA foci with MBNL1 colocalization, increased CUGBP1
levels secondary to hyperphosphorylation, and increased mortality. Treatment of these mice
with a PKC inhibitor, Ro-31-8220, significantly improved mortality (from 80% mock-
treated to 20% treated). Concomitantly, CUGBP1 was not hyperphosphorylated, and protein
levels were not elevated. Cardiac conduction and contractility were also improved in the
treated mice. In addition, the switch to embryonic splicing patterns was reversed for targets
of CUGBP1 but not for transcripts known to be modified by MBNL1. Importantly, use of
Ro-31-8220 did not improve mortality in a second mouse model in which CUGBP1 was
overexpressed in the heart, arguing against nonspecific and pleiotropic effects of the
compound 82. The authors do not discuss the applicability of the compound to human
disease states, but the study suggests a role for modification of CUGBP1 levels in targeting
cardiac specific disease manifestations (the role in other tissues was not examined).

Alteration of downstream splicing targets
Although it is not clear whether all of the phenotypes in DM1 are caused by aberrant
splicing, certainly evidence has accumulated that some of the key features are. Thus,
reversal of splicing abnormalities directly using antisense technology or other targeting
techniques is a viable potential approach to disease modification. Although many of the
interventions discussed above have the secondary effect of modifiying splicing patterns, few
papers have focused on the targeting of this specific step. One of the limitations of targeting
the pathway this far down is its limited return. In other words, antisense technology
designed to reverse the chloride channel missplicing may ultimately lead to less myotonia in
affected individuals, but the cardiac, GI, CNS, and dystrophic features would still be
present. Targeting multiple misspliced transcripts may ultimately be a viable therapeutic
approach, but much greater study and refinement is needed. There may be some advantage
to designing therapy aimed at missplicing of those transcripts that result in significant
patient impairment. In addition, attempting to modify those targets that lead to the most
serious of the disease manifestations, such as cardiac conduction deficits, could have great
clinical benefit.

To this end, Wheeler et al described the use of another morpholino AON to target the
missplicing of the chloride channel that causes the characteristic myotonia in DM1. The
AON was designed to induce suppression of exon 7a inclusion during the splicing process
and thus lead to full-length protein production. Indeed, delivery of the antisense molecule in
two mouse models resulted in splicing normalization, increased CLCl full length mRNA and
protein levels, improved chloride channel function and abrogation of myotonia 83. This
study provides important proof of principle that targeting such downstream events can
modify the disease process.

Symptom Management
There are numerous therapeutic approaches in DM1 that do not rely on disease modification
but rather target solely symptom management. The use of mexelitine, which modulates
sodium channels and thus lessens myotonia, and CNS stimulants to address fatigue are two
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such examples that are routinely applied in practice 84. Other interventions have been met
with less success. A 12-week trial of dehydroepiandrosterone (DHEA) administration in
DM1 patients was not efficacious in terms of the primary outcome of manual muscle testing
(MMT) score from baseline to week 12. The drug did not provide any benefit in any of the
secondary outcome measures either, including changes in quantitative muscle testing and
timed functional testing, respiratory and cardiac function, and quality of life 85. It is not clear
whether the length of time of drug administration was sufficient given the chosen outcome
measures.

Early data had suggested that delivery of exogenous insulin-like growth factor (IGF1) could
improve muscle strength and function in adult DM1 patients 86, presumably owing to its
anabolic effect on muscle. However, delivery of this therapy required twice daily
subcutaneous injections, and therapeutic effect was small. A larger phase II study using a
recombinant form of IGF1 called IPLEX with a longer half-life and improved ease of
delivery was undertaken in the pharmaceutical sector, and the clinical field eagerly awaited
the results. Unfortunately, in June 2009, the parent company Insmed announced that the
drug did not improve muscle function, strength or endurance, and further analysis of the
compound’s use in DM1 was halted. IPLEX remains in study for other neuromuscular
disorders.

Conclusions and Future Directions
Much progress has been made regarding the development of molecular therapeutics for
myotonic dystrophy, and there is great promise inherent in many of these approaches.
However, before we are able to move these therapies forward into clinical trials, we must
first identify the appropriate outcome measures to be used as markers for therapeutic
efficacy. This requires adequate longitudinal studies of disease progression. In addition, it
will require the identification of molecular disease biomarkers that can be used to follow the
extent of disease modification with therapeutic intervention. Clearly, if the outcome
measures chosen in the clinical trial design do not adequately reflect changes in disease
state, then these new therapies may be deemed to be ineffective despite real benefit. New
initiatives are being developed to identify appropriate biomarkers and to uncover which
outcome measures are most reliable and meaningful for the purpose of clinical trials.

Research in DM1 has opened up new frontiers in medical research. It is now almost twenty
years since the discovery of the DM1 mutation. Its discovery was at the earliest stages of a
whole new field in human genetics, namely the study of repeat expansion mutations.
Definition of the pathogenesis of DM1 led to the novel concept of RNA toxicity, a concept
which is now implicated in several other disorders. More recently, translational research has
clearly suggested the possibility that DM1 may be potentially reversible. Ultimately, the
unique properties of pathogenesis of this disease has led to the development of several
promising therapeutic strategies that make it plausible to envision therapy designed to halt
progression or even reverse damage induced by the toxic RNA.
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DM1 myotonic dystrophy type 1

DM2 myotonic dystrophy type 2

ICD implantable cardioverter defibrillator

CDM congenital myotonic dystrophy

PROMM proximal myotonic myopathy

UTR untranslated region

AON antisense oligonucleotides

MOE 2′-O-methyl modified antisense oligonucleotide

PMO phosphorodiamidate morpholino antisense molecules

RISC RNA-induced silencing complex

siRNA small interfering RNA

shRNA short hairpin RNA

DMD Duchenne muscular dystrophy

DHEA dehydroepiandrosterone

MMT manual muscle testing

References
1. Harper, PS. Myotonic Dystrophy. London: W.B. Saunders; 1989.
2. Emery AE. Population frequencies of inherited neuromuscular diseases--a world survey.

Neuromuscul Disord. 1991; 1(1):19–29. [PubMed: 1822774]
3. Yotova V, Labuda D, Zietkiewicz E, Gehl D, Lovell A, Lefebvre JF, Bourgeois S, Lemieux-

Blanchard E, Labuda M, Vezina H, Houde L, Tremblay M, Toupance B, Heyer E, Hudson TJ,
Laberge C. Anatomy of a founder effect: myotonic dystrophy in Northeastern Quebec. Hum Genet.
2005; 117(2–3):177–187. [PubMed: 15883838]

4. Griggs, R.; Miller, RG.; Mendell, JR. Evaluation and Treatment of Myopathies. Philadelphia: F.A.
Davis Company; 1995.

5. de Die-Smulders CE, Howeler CJ, Thijs C, Mirandolle JF, Anten HB, Smeets HJ, Chandler KE,
Geraedts JP. Age and causes of death in adult-onset myotonic dystrophy. Brain. 1998; 121 ( Pt 8):
1557–1563. [PubMed: 9712016]

6. Mathieu J, Allard P, Potvin L, Prevost C, Begin P. A 10-year study of mortality in a cohort of
patients with myotonic dystrophy. Neurology. 1999; 52(8):1658–1662. [PubMed: 10331695]

7. O’Donnell DM, Zoghbi HY. Trinucleotide repeat disorders in pediatrics. Curr Opin Pediatr. 1995;
7(6):715–725. [PubMed: 8776025]

8. Ranum LP, Day JW. Myotonic dystrophy: clinical and molecular parallels between myotonic
dystrophy type 1 and type 2. Curr Neurol Neurosci Rep. 2002; 2(5):465–470. [PubMed: 12169228]

9. The International Myotonic Dystrophy Consortium (IDMC). New nomenclature and DNA testing
guidelines for myotonic dystrophy type 1 (DM1). Neurology. 2000; 54(6):1218–1221. [PubMed:
10746587]

10. Darras, B. Muscular Dystrophies. In: Miller, A., editor. Continuum: Lifelong Learning in
Neurology, Muscle Diseases. Vol. 12. Baltimore, MD: Lippincott Williams & Wilkins; 2006. p. 3

11. Bird TD, Follett C, Griep E. Cognitive and personality function in myotonic muscular dystrophy. J
Neurol Neurosurg Psychiatry. 1983; 46(11):971–980. [PubMed: 6655483]

Foff and Mahadevan Page 11

Muscle Nerve. Author manuscript; available in PMC 2012 August 1.

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript



12. Portwood MM, Wicks JJ, Lieberman JS, Duveneck MJ. Intellectual and cognitive function in
adults with myotonic muscular dystrophy. Arch Phys Med Rehabil. 1986; 67(5):299–303.
[PubMed: 3707314]

13. Meola G, Sansone V. Cerebral involvement in myotonic dystrophies. Muscle Nerve. 2007; 36(3):
294–306. [PubMed: 17486579]

14. Douniol M, Jacquette A, Guile JM, Tanguy ML, Angeard N, Heron D, Plaza M, Cohen D.
Psychiatric and cognitive phenotype in children and adolescents with myotonic dystrophy. Eur
Child Adolesc Psychiatry. 2009; 18(12):705–715. [PubMed: 19543792]

15. Romeo V, Pegoraro E, Ferrati C, Squarzanti F, Soraru G, Palmieri A, Zucchetta P, Antunovic L,
Bonifazi E, Novelli G, Trevisan CP, Ermani M, Manara R, Angelini C. Brain involvement in
myotonic dystrophies: neuroimaging and neuropsychological comparative study in DM1 and
DM2. J Neurol. 257(8):1246–55. [PubMed: 20221771]

16. Weber YG, Roebling R, Kassubek J, Hoffmann S, Rosenbohm A, Wolf M, Steinbach P, Jurkat-
Rott K, Walter H, Reske SN, Lehmann-Horn F, Mottaghy FM, Lerche H. Comparative analysis of
brain structure, metabolism, and cognition in myotonic dystrophy 1 and 2. Neurology. 74(14):
1108–1117. [PubMed: 20220122]

17. Motta J, Guilleminault C, Billingham M, Barry W, Mason J. Cardiac abnormalities in myotonic
dystrophy. Electrophysiologic and histopathologic studies. Am J Med. 1979; 67(3):467–473.
[PubMed: 474592]

18. Sabovic M, Medica I, Logar N, Mandic E, Zidar J, Peterlin B. Relation of CTG expansion and
clinical variables to electrocardiogram conduction abnormalities and sudden death in patients with
myotonic dystrophy. Neuromuscul Disord. 2003; 13(10):822–826. [PubMed: 14678805]

19. Morgenlander JC, Nohria V, Saba Z. EKG abnormalities in pediatric patients with myotonic
dystrophy. Pediatr Neurol. 1993; 9(2):124–126. [PubMed: 8499041]

20. Bassez G, Lazarus A, Desguerre I, Varin J, Laforet P, Becane HM, Meune C, Arne-Bes MC,
Ounnoughene Z, Radvanyi H, Eymard B, Duboc D. Severe cardiac arrhythmias in young patients
with myotonic dystrophy type 1. Neurology. 2004; 63(10):1939–1941. [PubMed: 15557517]

21. Dhand UK, Dhand R. Sleep disorders in neuromuscular diseases. Curr Opin Pulm Med. 2006;
12(6):402–408. [PubMed: 17053488]

22. Di Costanzo A, de Cristofaro M, Di Iorio G, Daniele A, Bonavita S, Tedeschi G. Paternally
inherited case of congenital DM1: brain MRI and review of literature. Brain Dev. 2009; 31(1):79–
82. [PubMed: 18541397]

23. Redman JB, Fenwick RG Jr, Fu YH, Pizzuti A, Caskey CT. Relationship between parental
trinucleotide GCT repeat length and severity of myotonic dystrophy in offspring. Jama. 1993;
269(15):1960–1965. [PubMed: 8464127]

24. Campbell C, Sherlock R, Jacob P, Blayney M. Congenital myotonic dystrophy: assisted ventilation
duration and outcome. Pediatrics. 2004; 113(4):811–816. [PubMed: 15060232]

25. Canavese F, Sussman MD. Orthopaedic manifestations of congenital myotonic dystrophy during
childhood and adolescence. J Pediatr Orthop. 2009; 29(2):208–213. [PubMed: 19352249]

26. Ricker K, Koch MC, Lehmann-Horn F, Pongratz D, Otto M, Heine R, Moxley RT 3rd. Proximal
myotonic myopathy: a new dominant disorder with myotonia, muscle weakness, and cataracts.
Neurology. 1994; 44(8):1448–1452. [PubMed: 8058147]

27. Ranum LP, Rasmussen PF, Benzow KA, Koob MD, Day JW. Genetic mapping of a second
myotonic dystrophy locus. Nat Genet. 1998; 19(2):196–198. [PubMed: 9620781]

28. Liquori CL, Ricker K, Moseley ML, Jacobsen JF, Kress W, Naylor SL, Day JW, Ranum LP.
Myotonic dystrophy type 2 caused by a CCTG expansion in intron 1 of ZNF9. Science. 2001;
293(5531):864–867. [PubMed: 11486088]

29. Mankodi A. Myotonic disorders. Neurol India. 2008; 56(3):298–304. [PubMed: 18974556]
30. Mahadevan M, Tsilfidis C, Sabourin L, Shutler G, Amemiya C, Jansen G, Neville C, Narang M,

Barcelo J, O’Hoy K, et al. Myotonic dystrophy mutation: anunstable CTG repeat in the 3′
untranslated region of the gene. Science. 1992; 255(5049):1253–1255. [PubMed: 1546325]

31. Fu YH, Pizzuti A, Fenwick RG Jr, King J, Rajnarayan S, Dunne PW, Dubel J, Nasser GA,
Ashizawa T, de Jong P, et al. An unstable triplet repeat in a gene related to myotonic muscular
dystrophy. Science. 1992; 255(5049):1256–1258. [PubMed: 1546326]

Foff and Mahadevan Page 12

Muscle Nerve. Author manuscript; available in PMC 2012 August 1.

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript



32. Brook JD, McCurrach ME, Harley HG, Buckler AJ, Church D, Aburatani H, Hunter K, Stanton
VP, Thirion JP, Hudson T, et al. Molecular basis of myotonic dystrophy: expansion of a
trinucleotide (CTG) repeat at the 3′ end of a transcript encoding a protein kinase family member.
Cell. 1992; 69(2):385. [PubMed: 1568252]

33. Ranum LP, Day JW. Myotonic dystrophy: RNA pathogenesis comes into focus. Am J Hum Genet.
2004; 74(5):793–804. [PubMed: 15065017]

34. Mankodi A, Logigian E, Callahan L, McClain C, White R, Henderson D, Krym M, Thornton CA.
Myotonic dystrophy in transgenic mice expressing an expanded CUG repeat. Science. 2000;
289(5485):1769–1773. [PubMed: 10976074]

35. Ranum LP, Cooper TA. RNA-mediated neuromuscular disorders. Annu Rev Neurosci. 2006;
29:259–277. [PubMed: 16776586]

36. de Leon MB, Cisneros B. Myotonic dystrophy 1 in the nervous system: from the clinic to
molecular mechanisms. J Neurosci Res. 2008; 86(1):18–26. [PubMed: 17549748]

37. Miller JW, Urbinati CR, Teng-Umnuay P, Stenberg MG, Byrne BJ, Thornton CA, Swanson MS.
Recruitment of human muscleblind proteins to (CUG)(n) expansions associated with myotonic
dystrophy. Embo J. 2000; 19(17):4439–4448. [PubMed: 10970838]

38. Mankodi A, Urbinati CR, Yuan QP, Moxley RT, Sansone V, Krym M, Henderson D, Schalling M,
Swanson MS, Thornton CA. Muscleblind localizes to nuclear foci of aberrant RNA in myotonic
dystrophy types 1 and 2. Hum Mol Genet. 2001; 10(19):2165–2170. [PubMed: 11590133]

39. Du H, Cline MS, Osborne RJ, Tuttle DL, Clark TA, Donohue JP, Hall MP, Shiue L, Swanson MS,
Thornton CA, Ares M Jr. Aberrant alternative splicing and extracellular matrix gene expression in
mouse models of myotonic dystrophy. Nat Struct Mol Biol. 17(2):187–193. [PubMed: 20098426]

40. Kanadia RN, Johnstone KA, Mankodi A, Lungu C, Thornton CA, Esson D, Timmers AM,
Hauswirth WW, Swanson MS. A muscleblind knockout model for myotonic dystrophy. Science.
2003; 302(5652):1978–1980. [PubMed: 14671308]

41. Mankodi A, Teng-Umnuay P, Krym M, Henderson D, Swanson M, Thornton CA. Ribonuclear
inclusions in skeletal muscle in myotonic dystrophy types 1 and 2. Ann Neurol. 2003; 54(6):760–
768. [PubMed: 14681885]

42. Kuyumcu-Martinez NM, Wang GS, Cooper TA. Increased steady-state levels of CUGBP1 in
myotonic dystrophy 1 are due to PKC-mediated hyperphosphorylation. Mol Cell. 2007; 28(1):68–
78. [PubMed: 17936705]

43. Vlasova IA, Tahoe NM, Fan D, Larsson O, Rattenbacher B, Sternjohn JR, Vasdewani J, Karypis
G, Reilly CS, Bitterman PB, Bohjanen PR. Conserved GU-rich elements mediate mRNA decay by
binding to CUG-binding protein 1. Mol Cell. 2008; 29(2):263–270. [PubMed: 18243120]

44. Salisbury E, Schoser B, Schneider-Gold C, Wang GL, Huichalaf C, Jin B, Sirito M, Sarkar P,
Krahe R, Timchenko NA, Timchenko LT. Expression of RNA CCUG repeats dysregulates
translation and degradation of proteins in myotonic dystrophy 2 patients. Am J Pathol. 2009;
175(2):748–762. [PubMed: 19590039]

45. Lee JE, Lee JY, Wilusz J, Tian B, Wilusz CJ. Systematic analysis of cis-elements in unstable
mRNAs demonstrates that CUGBP1 is a key regulator of mRNA decay in muscle cells. PLoS
One. 5(6):e11201. [PubMed: 20574513]

46. Rattenbacher B, Beisang D, Wiesner DL, Jeschke JC, von Hohenberg M, St Louis-Vlasova IA,
Bohjanen PR. Analysis of CUGBP1 targets identifies GU-repeat sequences that mediate rapid
mRNA decay. Mol Cell Biol. 30(16):3970–3980. [PubMed: 20547756]

47. Pelletier R, Hamel F, Beaulieu D, Patry L, Haineault C, Tarnopolsky M, Schoser B, Puymirat J.
Absence of a differentiation defect in muscle satellite cells from DM2 patients. Neurobiol Dis.
2009; 36(1):181–190. [PubMed: 19632331]

48. Mankodi A, Takahashi MP, Jiang H, Beck CL, Bowers WJ, Moxley RT, Cannon SC, Thornton
CA. Expanded CUG repeats trigger aberrant splicing of ClC-1 chloride channel pre-mRNA and
hyperexcitability of skeletal muscle in myotonic dystrophy. Mol Cell. 2002; 10(1):35–44.
[PubMed: 12150905]

49. Charlet BN, Savkur RS, Singh G, Philips AV, Grice EA, Cooper TA. Loss of the muscle-specific
chloride channel in type 1 myotonic dystrophy due to misregulated alternative splicing. Mol Cell.
2002; 10(1):45–53. [PubMed: 12150906]

Foff and Mahadevan Page 13

Muscle Nerve. Author manuscript; available in PMC 2012 August 1.

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript



50. Savkur RS, Philips AV, Cooper TA, Dalton JC, Moseley ML, Ranum LP, Day JW. Insulin
receptor splicing alteration in myotonic dystrophy type 2. Am J Hum Genet. 2004; 74(6):1309–
1313. [PubMed: 15114529]

51. Ho TH, Charlet BN, Poulos MG, Singh G, Swanson MS, Cooper TA. Muscleblind proteins
regulate alternative splicing. Embo J. 2004; 23(15):3103–3112. [PubMed: 15257297]

52. Leroy O, Dhaenens CM, Schraen-Maschke S, Belarbi K, Delacourte A, Andreadis A, Sablonniere
B, Buee L, Sergeant N, Caillet-Boudin ML. ETR-3 represses Tau exons 2/3 inclusion, a splicing
event abnormally enhanced in myotonic dystrophy type I. J Neurosci Res. 2006; 84(4):852–859.
[PubMed: 16862542]

53. Leroy O, Wang J, Maurage CA, Parent M, Cooper T, Buee L, Sergeant N, Andreadis A, Caillet-
Boudin ML. Brain-specific change in alternative splicing of Tau exon 6 in myotonic dystrophy
type 1. Biochim Biophys Acta. 2006; 1762(4):460–467. [PubMed: 16487687]

54. Orengo JP, Chambon P, Metzger D, Mosier DR, Snipes GJ, Cooper TA. Expanded CTG repeats
within the DMPK 3′ UTR causes severe skeletal muscle wasting in an inducible mouse model for
myotonic dystrophy. Proc Natl Acad Sci U S A. 2008; 105(7):2646–2651. [PubMed: 18272483]

55. Mahadevan MS, Yadava RS, Yu Q, Balijepalli S, Frenzel-McCardell CD, Bourne TD, Phillips LH.
Reversible model of RNA toxicity and cardiac conduction defects in myotonic dystrophy. Nat
Genet. 2006; 38(9):1066–1070. [PubMed: 16878132]

56. Lopez Castel A, Cleary JD, Pearson CE. Repeat instability as the basis for human diseases and as a
potential target for therapy. Nat Rev Mol Cell Biol. 11(3):165–170. [PubMed: 20177394]

57. Nakatani K, Hagihara S, Goto Y, Kobori A, Hagihara M, Hayashi G, Kyo M, Nomura M, Mishima
M, Kojima C. Small-molecule ligand induces nucleotide flipping in (CAG)n trinucleotide repeats.
Nat Chem Biol. 2005; 1(1):39–43. [PubMed: 16407992]

58. Gomes-Pereira M, Monckton DG. Chemical modifiers of unstable expanded simple sequence
repeats: what goes up, could come down. Mutat Res. 2006; 598(1–2):15–34. [PubMed: 16500684]

59. Sioud M. Ribozyme-and siRNA-mediated mRNA degradation: a general introduction. Methods
Mol Biol. 2004; 252:1–8. [PubMed: 15017038]

60. Phylactou LA, Darrah C, Wood MJ. Ribozyme-mediated trans-splicing of a trinucleotide repeat.
Nat Genet. 1998; 18(4):378–381. [PubMed: 9537423]

61. Phylactou LA. Repair of myotonic dystrophy protein kinase (DMPK) transcripts by trans-splicing
ribozymes. Methods Mol Biol. 2004; 252:373–383. [PubMed: 15017064]

62. Langlois MA, Lee NS, Rossi JJ, Puymirat J. Hammerhead ribozyme-mediated destruction of
nuclear foci in myotonic dystrophy myoblasts. Mol Ther. 2003; 7(5 Pt 1):670–680. [PubMed:
12718910]

63. Moulton HM, Moulton JD. Morpholinos and their peptide conjugates: Therapeutic promise and
challenge for Duchenne muscular dystrophy. Biochim Biophys Acta.

64. White PJ, Anastasopoulos F, Pouton CW, Boyd BJ. Overcoming biological barriers to in vivo
efficacy of antisense oligonucleotides. Expert Rev Mol Med. 2009; 11:e10. [PubMed: 19302730]

65. Furling D, Doucet G, Langlois MA, Timchenko L, Belanger E, Cossette L, Puymirat J. Viral
vector producing antisense RNA restores myotonic dystrophy myoblast functions. Gene Ther.
2003; 10(9):795–802. [PubMed: 12704419]

66. Mulders SA, van den Broek WJ, Wheeler TM, Croes HJ, van Kuik-Romeijn P, de Kimpe SJ,
Furling D, Platenburg GJ, Gourdon G, Thornton CA, Wieringa B, Wansink DG. Triplet-repeat
oligonucleotide-mediated reversal of RNA toxicity in myotonic dystrophy. Proc Natl Acad Sci U S
A. 2009; 106(33):13915–13920. [PubMed: 19667189]

67. Wheeler TM, Sobczak K, Lueck JD, Osborne RJ, Lin X, Dirksen RT, Thornton CA. Reversal of
RNA dominance by displacement of protein sequestered on triplet repeat RNA. Science. 2009;
325(5938):336–339. [PubMed: 19608921]

68. Soifer HS, Rossi JJ, Saetrom P. MicroRNAs in disease and potential therapeutic applications. Mol
Ther. 2007; 15(12):2070–2079. [PubMed: 17878899]

69. Krol J, Fiszer A, Mykowska A, Sobczak K, de Mezer M, Krzyzosiak WJ. Ribonuclease dicer
cleaves triplet repeat hairpins into shorter repeats that silence specific targets. Mol Cell. 2007;
25(4):575–586. [PubMed: 17317629]

Foff and Mahadevan Page 14

Muscle Nerve. Author manuscript; available in PMC 2012 August 1.

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript



70. Langlois MA, Boniface C, Wang G, Alluin J, Salvaterra PM, Puymirat J, Rossi JJ, Lee NS.
Cytoplasmic and nuclear retained DMPK mRNAs are targets for RNA interference in myotonic
dystrophy cells. J Biol Chem. 2005; 280(17):16949–16954. [PubMed: 15722335]

71. Childs-Disney JL, Wu M, Pushechnikov A, Aminova O, Disney MD. A small molecule microarray
platform to select RNA internal loop-ligand interactions. ACS Chem Biol. 2007; 2(11):745–754.
[PubMed: 17975888]

72. Lee MM, Pushechnikov A, Disney MD. Rational and modular design of potent ligands targeting
the RNA that causes myotonic dystrophy 2. ACS Chem Biol. 2009; 4(5):345–355. [PubMed:
19348464]

73. Arambula JF, Ramisetty SR, Baranger AM, Zimmerman SC. A simple ligand that selectively
targets CUG trinucleotide repeats and inhibits MBNL protein binding. Proc Natl Acad Sci U S A.
2009; 106(38):16068–16073. [PubMed: 19805260]

74. Gareiss PC, Sobczak K, McNaughton BR, Palde PB, Thornton CA, Miller BL. Dynamic
combinatorial selection of molecules capable of inhibiting the (CUG) repeat RNA-MBNL1
interaction in vitro: discovery of lead compounds targeting myotonic dystrophy (DM1). J Am
Chem Soc. 2008; 130(48):16254–16261. [PubMed: 18998634]

75. Warf MB, Nakamori M, Matthys CM, Thornton CA, Berglund JA. Pentamidine reverses the
splicing defects associated with myotonic dystrophy. Proc Natl Acad Sci U S A. 2009; 106(44):
18551–18556. [PubMed: 19822739]

76. Aartsma-Rus A, van Ommen GJ. Progress in therapeutic antisense applications for neuromuscular
disorders. Eur J Hum Genet. 18(2):146–153. [PubMed: 19809477]

77. Chamberlain JR, Chamberlain JS. Muscling in: Gene therapies for muscular dystrophy target
RNA. Nat Med. 16(2):170–171. [PubMed: 20134472]

78. Muntoni F, Sebahattin C, Guglieri M, Leow S, Shrewsbury S. Preliminary Results with AVI-4658
of Dystrophin Expression, Safety and Pharmacokinetics from the First Systemic Administration
Study in Boys with Duchene Muscular Dystrophy (DMD), with a Phosphorodiamidate
Morpholino Oligomer (PMO) to Skip Exon 51. Neurology. 2010; 74(9 supplement 2):A283.

79. Goemans N, Tulinius M, Buyse G, de Kimpe SJ, van Deutekom JC. A Phase I/IIa Systemic Study
on Antisense Oligonucleotide Compound PRO051 in Patients with Duchenne Muscular
Dystrophy. Neurology. 2010; 74(9 supplement 2):A283.

80. Kanadia RN, Shin J, Yuan Y, Beattie SG, Wheeler TM, Thornton CA, Swanson MS. Reversal of
RNA missplicing and myotonia after muscleblind overexpression in a mouse poly(CUG) model
for myotonic dystrophy. Proc Natl Acad Sci U S A. 2006; 103(31):11748–11753. [PubMed:
16864772]

81. Ward AJ, Rimer M, Killian JM, Dowling JJ, Cooper TA. CUGBP1 overexpression in mouse
skeletal muscle reproduces features of myotonic dystrophy type 1. Hum Mol Genet.

82. Wang GS, Kuyumcu-Martinez MN, Sarma S, Mathur N, Wehrens XH, Cooper TA. PKC inhibition
ameliorates the cardiac phenotype in a mouse model of myotonic dystrophy type 1. J Clin Invest.
2009; 119(12):3797–3806. [PubMed: 19907076]

83. Wheeler TM, Lueck JD, Swanson MS, Dirksen RT, Thornton CA. Correction of ClC-1 splicing
eliminates chloride channelopathy and myotonia in mouse models of myotonic dystrophy. J Clin
Invest. 2007; 117(12):3952–3957. [PubMed: 18008009]

84. Logigian EL, Martens WB, Moxley RTt, McDermott MP, Dilek N, Wiegner AW, Pearson AT,
Barbieri CA, Annis CL, Thornton CA, Moxley RT 3rd. Mexiletine is an effective antimyotonia
treatment in myotonic dystrophy type 1. Neurology. 74(18):1441–1448. [PubMed: 20439846]

85. Penisson-Besnier I, Devillers M, Porcher R, Orlikowski D, Doppler V, Desnuelle C, Ferrer X, Bes
MC, Bouhour F, Tranchant C, Lagrange E, Vershueren A, Uzenot D, Cintas P, Sole G, Hogrel JY,
Laforet P, Vial C, Vila AL, Sacconi S, Pouget J, Eymard B, Chevret S, Annane D.
Dehydroepiandrosterone for myotonic dystrophy type 1. Neurology. 2008; 71(6):407–412.
[PubMed: 18678823]

86. Vlachopapadopoulou E, Zachwieja JJ, Gertner JM, Manzione D, Bier DM, Matthews DE, Slonim
AE. Metabolic and clinical response to recombinant human insulin-like growth factor I in
myotonic dystrophy--a clinical research center study. J Clin Endocrinol Metab. 1995; 80(12):
3715–3723. [PubMed: 8530624]

Foff and Mahadevan Page 15

Muscle Nerve. Author manuscript; available in PMC 2012 August 1.

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript



Figure 1. Steps in pathogenesis and potential therapeutic targets in DM1
Myotonic Dystrophy results from the expansion of CUG repeats in the mutant RNA, rather
than from reduced or dysfunctional protein levels. These repeats form a hairpin structure
that can bind and sequester MBNL1 and potentially other RNA-binding proteins. Through
mechanisms that are still poorly understood, this toxic RNA also causes
hyperphosphorylation and stabilization of CUGBP1. The functional loss of MBNL1 and
increase in available CUGBP1 are thought to result in misplicing of downstream RNA
targets (largely to fetal isoforms) causing many, if not all, of the observed phenotypes.
Attempts have been made to target each of the steps in pathogenesis, although the current
effective therapy is limited solely to symptom management.
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Figure 2. Conceptual Approach to Therapeutic Design
DM1 is caused by a repeat expansion in the DNA which is then incorporated into a mutant
RNA. This toxic RNA then leads to a cascade of mispliced RNA transcripts and multisystem
manifestations of disease. The mechanism of pathogenesis is simplest at the stage of the
expanded DNA repeat and becomes increasingly more complicated as more cellular
processes and pathways are involved in the downstream effects. Thus, intervention at the
level of the DNA provides the most therapeutic benefit but is least technically feasible.
Conversely, intervention at the level of one mis-spliced target may be most technically
approachable, but therapeutic impact is then limited to only one portion of the disease
phenotype.
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