
Volume 17 Number 7 1989 Nucleic Acids Research

Sequence of cDNA for murine Zfy-l, a candidate for Tdy
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Sex in mammals is thought to be regulated by gene(s) present on the Y chromosome called
the Testis Determining Factor (TDF in humans, Tdy in mice). Recently a candidate gene for
human TDF has been isolated and shown to encode a zinc-finger protein (1). In the absence
of definitive proof that this gene encodes TDF it has been named ZFY (2). A probe derived
from the finger region of this gene (Affara, unpublished) was used to isolate from an
adult mouse testis cDNA library (kindly supplied by K. Willison) a full-length cDNA clone
for Zfy-1, one of the two Zfy homologues present on the mouse Y chromosome (3). The cDNA
encodes a protein of 88,279 daltons the N-terminal 370 amino acids of which is extremely
rich in acidic residues and may constitute a transcriptional activation domain (4).
Residues 1270 - 1298 encode a string of basic amino acids that might be a signal for
nuclear localization. The amino acid sequence of the zinc finger domain encoded by
residues 1367-2501 is 79% homologous to that of the human gene (1).
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