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We have cloned and determined the nucleotide sequence of the Staphylococcus aureus B-
hemolysin gene (hlb). The hlb gene, located on a 4kb Clal fragment, contains 330 amino acids having
a predicted molecular weight of 39kd. The amino acid composition of the predicted 39kd protein is in
agreement with the data of Bemheimer et al. (1) and Fackrell (2), and the restriction map of the nucleo-
tide sequence corresponds to the data of Coleman et al. (3). We note that, at the amino acid level, there
is a 55.7% similarity over 200 residues between the HIb protein and a sphingomyelinase of Bacillus
cereus. (4).

50 . . . . 100

AGCTAT) AA, GATAATGAT AAAATC TTGCA TTGCAT TTATTATTAGTTGGTGCACT
--S D-- MetValLysLy Y LysLysValAlaThrLeuAlaLeuAlaAsnLeuleuleuValGlyAlaLeuThrAspAsnSerAla
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AAAGCCGAATCTAAGA TGATTTGAAGTTAGT TTATATGT A A
LysAlaGluSerLysLysAspA LysL 1SerHisAsnval Tyrmtuuscr'mrvnluu‘l‘yr? roA.n‘l‘rpclycln'rerynArquu-puuxlcclyGln
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TCTTCTTATAT GT T TAT
SerSerTyrIleLy 1valIl 1uAl YAl A LeuL 1LysLysGluTyrProTy! roValleuGly
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CGTTC TTTCAAA
ArgSerGlnSerGlyTrpAspLy Y 'Y ThrValAlaGluAspGlyGlyValAlaIleValSerLysTyrProlleLysGluLysIleGlnHisValPheLys
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AGCGGTTGA\-wu TCACG' "'l' GMGATTCACGTTG‘I‘GGT
serclycylGlyPh-MpMnAlps.xAanycGly?hcval.TerhrLy-IlocluLy-A-nclyLy-MnVall-lhvnuccl.y'rhzHinhrslns.rcluupscrl\rqcy-cly
650 . . . . 700 . .
GCTGGACATGAT TTGT A TAATGTCAATAAA
AlaGlyHisAspArgLysIleArgAlaGluGlnMetLysGlull 1LysLysLy 1 N 1uThrValTyrIleGlyGlyAspLeuAsnValAsnLys
. . 750 . . . . 800 . . . .
GGCACTCCAGAGTTCAA, TTAAAA, TGAAT TCTATAT AAATTCAATTGCGAAATATAATTACCCTAAT
GlyThrProGluPheLysAspMetLeuLysAsnL 1AsnAspValLeuTyrAlaGlyHisAsnSerThrTrpAspProGlnSerAsnsSerIleAlaLysTyrAsnTyrProAsn
850 . . . B 900 . . . . 950
GGTAAACCAGA. TTAGACTATATATT AA "AGTCAATGAAGTT CTAAGC
GlyLysProGluHisL 'yrIleP isLysGlnProLysGlnLeuValAsnGluValvValThrGluLysProLysProTrpAspValTyrAlaPheProTyr
. . 1000 . . . . . . .
TACTACGTTTACAA' TTT A TGC TTGCTTCGTTC A 'TATATTG

TyrTyrValTyrAsnAspPheSerAspHisTyrProIleLysAlaTyrSerLys...
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