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We have cloned and determined the nucleotide sequence of the Staphylococcus aureus f-
hemolysin gene (hlb). The hlb gene, located on a 4kb ClaI fragment, contains 330 amino acids having
a predicted molecular weight of 39kd. The amino acid composition of the predicted 39kd protein is in
agreement with the data of Bemheimer et al. (1) and Fackrell (2), and the restriction map of the nucleo-
tide sequence corresponds to the data of Coleman et al. (3). We note that, at the amino acid level, there
is a 55.7% similarity over 200 residues between the Hlb protein and a sphingomyelinase of Bacillus
cereus. (4).

50 100
AGCTATATAAAAGGAGTGATAATGATGGTGAAAAAAACAAAATCCAATTCACTAAAAAAAGTTGCAACACTTGCATTAGCAAATTTATTATTAGTTGGTGCACTTACTGACAATAGTGCC

--S D-- MetValLyaLysThrLy&SerAsnSerLeuLyaLysValAlaThrLeuAlaLeuAlaAanLeuLeuLeuValGlyAlaLeuThrAopAsnSerAla

150 200
AAAGCCGAATCTAAGAAAGATGATACTGATTTGAAGTTAGTTAGTCATAACGTTTATATGTTATCGACCGTTTTGTATCCAAACTGGGGGCAATATAAACGCGCTGATTTAATCGGACAA
LysAlaGluSerLy*LysAspAspThrAmpLeuLysL uValSerHi *AonValTyrMetLeuSerThrValLeuTyrProAsnTrpGlyGlnTyrLymArgAl aAspL uIleGlyGln

250 300 350
TCTTCTTATATTAAAAATAATGATGTCGTAATATTCAATGAAGCATTTGATAATGGTGCATCAGACAAATTATTAAGTAATGTGAAAAAAGAATATCCTTATCAAACACCTGTACTCGGC
SerSerTyrIleLy*AsnAsnAspVa lVal1IlePheAsnGluAlaPheAsphAnGlyAlaSerAspLyaL uLeuSerAanValLyaLyoGluTyrP roTyrGlnThrP roValLeuGly

400 450
CGTTCTCAATCAGGGTCGGCCAAAACTGAACGTAGCTACTCATCAACTGTTGCAGAAGATGOTGGCCTAGCGATTCTAAGTAAATATCCTATTAAAGAAAAAATCCAGCATGTTTTCAAA
ArgSerGlnSerGlyTrpAspLysThrGluGly3orTyrSerSerThrValAlaGluAspGlyGlyVa LAaIleValSerLysTyrPro IlLynGluLy IlleGlnHiaValPheLys

500 550 600
AGCGGTTGTGGATTCGATAATGATAGCAACAAAGGCTTTGTTTATACAAAAATAGAGAAAAATGGTAAGAACGTTCACGTTATCGGTACACATACACAATCTGAAGATTCACGTTGTGGT
SerGlyCyaGlyPheAmpAGnAspSerAonLynGlyPheValTyrThrLyalrleGluLy AnnGlyLysAanValHisVal1IleGlyThrHi*ThrGlnSerGluAspSerArgCyaGly

650 700
GCTGGACATGATCGAAAAATTAGAGCTGAACAAATGAAAGAAATCAGTGACTTTGTTAAAAAGAAAAATATCCCTAAAGATGAAACGGTATATATAGGTGGCGACCTTAATGTCAATAAA
AlaGlyHisAspArgLys IleArgAl GluGlnM otLyaGluI leSerA&pPhoValLy*Ly#Ly&AsnI leProLy*AspGluThrVa lTyrIleGlyGlyAspLeuAsnVa lAmnLy s

750 800

GGCACTCCAGAGTTCAAAGATATGCTTAAAAACTTGAATGTAAATGATGTTCTATATGCAGGTCATAATAGCACATGGGACCCTCAATCAAATTCAATTGCGAAATATAATTACCCTAAT
GlyThrProGluPheLysAspMetLeuLysAanLeuA&nValAsnAspValLeuTyrAlaGlyHis*A&nSerThrTrpAspProGlnSerAsnS erIleAlaLysTyrAanTyrProA&n

850 900 950
GGTAAACCAGAACATTTAGACTATATATTTACAGATAAAGATCATAAACAACCAAAACAATTAGTCAATGAAGTTGTGACTGAAAAACC'TAAGCCATGGGATGTATATGCGTTCCCATAT
GlyLysP roGluHi*LeuAspTyrIlePheThrAopLynAspHi*LyaGInP roLy&GlnLeuVa lAnnGluValValThrGluLyaProLysProTrpAspValTyrAlaPheProTyr

1000
TACTACGTTTACAATGATTTTTCAGATCATTACCCAATCAAAGCCTATAGTAAATAGTGCTCAACTAACTAATAACTTTGCTTCGTTCTAAAAGGACGAAGCGAGTTATATTG
TyrTyrValTyrAsnaspPheSerAspHisTyrProlleLysAlaTyrSerLys...
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