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A homologous gene with the same chromosomal location (next to livJ) as the E. coli
Heat Shock Regulatory Gene (htpR) (1,2) was sequenced from Citrobacter freundii.

The two genes are identical at 89.6% of nucleotides and 944% of encoded amino

acids. The figure shows the complete amino acid and nucleotide sequences for C.

freundii and those residues that differ in E. coli.
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TCTTCCAGCCGACCTGGAAATGCTGATAAACCCTGGATGAAAATCCGGGGTTTTTTGTTTTTATCTCTCCCCCTCTCTCCTGACGTTTATGCTTT
GTCATCAAGTTGTTATCTGTTCATGTCAAATTTAGCTATTCCAAAATAATAAAAATCGGGTATGTTTTAGCAGAGTATGCTGCTAAAGCACGGGT
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