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The sequence of the peplomer protein of strain D274 of avian coronavirus
IBV has been determined by sequencing overlapping cDNA-clones against the
genomic RNA of the virus. Initial cDNA-clones were isolated from a
library using a clone containing the peplomer gene of IBV strain M41 as a
probe (1). The underlined R (-A or T) at position 2349 indicates a
difference in nucleotide sequence between two cDNA clones resulting in an
uncertainty in the amino acid sequence of the peplomer protein. The
peplomer protein of IBV is a transmembrane glycoprotein which is
proteolytically processed into two noncovalently bound subunits, S1 (coding
region bp 67-1680) and S2 (coding region bp 1681-3528). The start of each
subunit is underlined.
The sequence.of the peplomer gene was compared with sequences of several
other IBV strains (2, 3). The peplomer gene appeared to be most similar to
those of strains H6/82 and D207; at only 13 or 14 positions (depending on
which amino acid is coded at position 2347-2349) a different amino acid was
encoded.
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24036GCAGGCACGACTGGG;TGTACTGTCGGTGCTAMATrGGAGTMGAMCAGTGCTGCl rCCGTGGCTATGACAGCACCTCAAMATGGTATGTCATGGTCTACTGAGCMA |M GTACG- 360GCTCACTGCMTMrTACTGATrMGTAGTAMGTTrACACATrGCTATMMGTAGTCATGGTrCATGTCCMrrMCAGGTCTGATTCCACAGAATCATATTCGTAMCTGCTATGAM- 480
MTAGCAGMTTGTTMATMCTTMCAGTTGCTGTGACTAAATATCCTAGAMMGTCGCTTCAGTGTGTTMTMTATGAcATcTGTATACcTAATGGCGATcTCGTTMACTTACT- 600MCGAGACTAAAGATGTrAGTGCTGCAGGTG1TCATTTAM GCTGGTGGCCCTATMCTTATAAGTTATGCGGGAGTTAMGCATTGG6TTATMTGGCACCGCACAAGAT- 720GTGATTCTMTGTGACGGTTCACCTACAGGMATTAGCATGTCAGTATMTACTGGTAATmTCAGATGGCTTMTATCC1ITIITAAITAGTAGMAGTTMGGAAMATAMATTGTT- 840
TATCGTGAAAGTAGTGTTMCACTACMGGAG MCTAAMTMCACITfTTCTMTGTAAGTMTGCTACCCCTMCACAGGGGGTGTCCAGACCATACAATTATATCAAACCAGCACG- 960
GCTCAGAGTGGTTATTATMTCTrMMCTCCMCTGAGTAGTMAMATMGGCGTCTGATrATATGTATGGGTCTTACCACCCMGrGTGTMGMAGACTAGAAACTATTMT-1080
MTGGTTTGTGGTMMCTCACMTCCGTCTCTCTTGGTTAcGGAccTATccMGGTGGTTGTMGcMTcTGTGTTcGcAMATAGGGcAAcTrGTTGTTAcGcCTACTcGTATMTGGA-1200
CCTTcTCTC GCAAAGGTGMATAGAGGTGAGTTMCAMMAGCM GATGTGGATTGCTGGTI 11MGTGACTMGACTGATGGTrCCCGTATACMAACTAGAMATGMCCAMACG-1320
TTMCCCAGCACMATrATMTAATATTACMAGATAGATGTGTTGAGTATMTATATATGGTAGAGTTGGACMGG6TlTATTACTMTGTMCTMCTATGCCATTMTrATMTTAT-1440CTAGCTGATGGTGGTATGGCTATMTTAGATACATCTGGcGccATAGAcATCTTcGTTGTACAAGGTGMATATGGTCTrM1rATTAcAMGrTTAACCCGTGAGGATGTrMTcAGcAG-1560MGTAGMCTGGTGGTAAATTAGTAGGTATTCTTACGTCACGTMTGAGACTGGCTCGCAGCCTCTrGAAAACCAGTTCTATATCAAMTCAT-rMTGGAACTCGTCGTTCTAGACGC-1680TCTATTACTGGGAATGTTACAATTGTCCTTATGT1 Ac1TATGG cM GTATMMCCTGATGGTTcAAM CCAcMATAGTACCAAAAGAATTGGAACATMGTGGcAcCMA- 1800
{TzMTGTMCTGAAATGTGCTCATACCTGACAGmTMMMMCAGTCACTGATGAGTACATACAAACGCG'TATGGATAAGGTCCAAATTMTrGCCTTCAGTATGMGCGGCMT-1920
TCMXGGAGTGTAGAAAGTTGMCAACAATATGGGCCTGM|GTGACAACATATTGTCTGTAGTAAATAGTGTTGGTCAMMAGAAGATATGGAACTM}ACACTTCTACTCTTCTACT-2040
AAACCATCTGGT IMTACACCAGTT AGTMTGTTAGTACTGGTGAGMMTATCTCTCTMGTTMCACCTCCTAGTAGTGCTAGTGGGCGTTCTMATTGAAGATTMA-2160
TTCACAMGTGTTGAATCTGTTGGATTACCAACAGATGACGCATACAAGAAGTGCACTGCAGGACCM|| AGGCMTCTTMGGACCTAGCGTGTGCTCGTGAATATMTGGMGTTTGlGTG-2280
TTGCCTCCTATTATMCAGAGAGAATGCAACCTGTATACTAGTTCTCTAGTAGCTTCTATGGCTTTRGGTGGTATTACTTCAGTTGGTGCTATACCMTCGCCACACATTGCAGGCT-2400
AGAATTMTCAMGGGTATCACCCAGTCACTCTTGTTGAAGAA CAAGAAATCTGcTTccTTTmTMGGCCATCGGCCATATGCAGGAAGGTM1 AGAAGTACGTCTCTAGCA-2520
TTACAACAATTTACGATGTTGTTMMGCAGAGTTCTATCCTCACTGAGACCATGGCGTCACTTAAGAATMC GGTGCCAMMCTGATACTCTMGATAMACCAGCMGCTC-2640
GATTcTAn'CMGCAGATGCTCAGGTTGATCGTATTAAGTGCCTTCATTATCTGTMTAGCTTCTGC AAAACAGGCAGAGTA rrACAGAGMCACMACAGCGTGAGTTA-2760
GCCACTCAGMMTTAATGAGTGTGTTAMATCTCMTCTATTAGGTATTrCAT g|MGTGGTMTGGMGACATGTTcTMCCATACCACAAAATGCTCCTMTGGCATAGTGMl| ATACAC-2880
MACATACACGCCAGAGAGTM&&GTCAATGTGACGGCAATAGTAGGGTMTGTGTAACCAGCTMTGCTAGCCAGTATGCAATAGTGCCTGCTAATGGCAGAGGTATgrM|||ATACM-3000
GTTMTGGTAGTTACTACATCACTGCMAGAGATATGTATATGCCAAGAGATATTACTGCAGGAGATATAGTTACGCTTAMCTGTGTCMGCAAATTATGTMGTGTMAATMGACCGTC -3120ATrACTAcAmGTAGACMTGATGATTTTGAlTMGATGACGAGTTGTCAMMTGGTGGAATGATACTMGCATGAGCTACCAGACMrGACGMTTCAATATACA GTACCTATACTr-3240GATATlTGGTAGTGAAATrGATCGTATTCAAGGCGTTATACAGGGCCTTMTGACTCTCTMTAGACCTrGAMCCCMTCMTACTTMAACTTATATTMGTGGCCTTGGTATGTMTGG-3360TTAGCCATAGCAMGCCACTATTATTMATCCTMTATTAGGATGGTTGI1 1 lrATGACAGG1TGCTGTGGTTGTrGTTGTGGATGCMTGGCAITATTCCMMTGAGTMGTGT-3480GGTAAGAAATCTTCTTACTACACGACTMTrGATMTGATGTGGTMCTTMCMTACAGACCTAAAGTCGTMrMTGAUCAAMGTC-3570
The R at position 2349 is T or A
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