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Abstract
Extracellular matrix (ECM) and matrix receptors are intimately involved in most biological
processes. The ECM plays fundamental developmental and physiological roles in health and
disease, including processes underlying the development, maintenance and regeneration of the
nervous system. To understand the principles of ECM-mediated functions in the nervous system,
genetic model organisms like Drosophila provide simple, malleable and powerful experimental
platforms. This article provides an overview of ECM proteins and receptors in Drosophila. It then
focuses on their roles during three progressive phases of neural development: 1) neural progenitor
proliferation, 2) axonal growth and pathfinding and 3) synapse formation and function. Each
section highlights known ECM and ECM-receptor components and recent studies done in mutant
conditions to reveal their in vivo functions, all illustrating the enormous opportunities provided
when merging work on the nervous system with systematic research into ECM-related gene
functions.

Introduction
The extracellular matrix (ECM) makes up a staggering 50–70% of the human body mass. It
is composed of many families of molecules including proteoglycans, glycosaminoglycans,
collagens and non-collagenous glycoproteins. These heavily glycosylated proteins provide
the structural support and anchorage for cells, define tissue borders, regulate the availability
of extracellular signals and directly mediate intercellular communication (Reichardt and
Prokop, 2011). Transmembrane ECM receptors, including integrins, syndecans and the
dystrophin-associated glycoprotein complex, are major determinants of cellular structure
and intercellular signaling processes (Bökel and Brown, 2002; Häcker et al., 2005; Waite et
al., 2009). One of the primary challenges for research on ECM mechanisms is the enormous
number and complexity of matrix proteins and receptors, and their intimate links with many
other molecular processes of cells (Rozario and DeSimone, 2010). One strategy to address
such complexity is the use of genetically malleable invertebrate model organisms, which
provide efficient experimental platforms for gaining mechanistic understanding in a simpler
context. The use of one such model, the nematode Caenorhabditis elegans, for the study of
ECM-related mechanisms in nervous system development has recently been reviewed
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(Escuin and Georges-Labouesse, 2007). Here, we focus on the venerable system of the
fruitfly Drosophila melanogaster.

Drosophila is an excellent model to integrate research on ECM and matrix receptors with
the study of nervous system development and function. First, Drosophila genes encoding
ECM proteins and their receptors are well conserved, and loss-of-function analyses are
facilitated by the low gene number and redundancy in the fly genome. Second, molecular
and cellular understanding of nervous system development is very advanced in Drosophila,
ranging from mechanisms underpinning early neural patterning through to synaptic
development and plasticity in the mature brain (Broadie et al., 1993; Prokop, 1999; Tessier
and Broadie, 2009). Third, the Drosophila toolkit for neurological studies is extensive
(Mudher and Newman, 2007). Established cellular approaches for imaging and in vivo
recording combine with sophisticated and versatile genetic research strategies, including
conducting unbiased screens for molecules contributing to neurological processes of interest
(St Johnston, 2002; Venken and Bellen, 2005; Venken et al., 2009; Giacomotto and Segalat,
2010; Zhang et al., 2010). For these reasons, work on Drosophila nervous system
development has long been and remains instrumental in generating new ideas and novel
concepts often essentially impacting on research into mammals and human disease
conditions (Bellen et al., 2010). In spite of the obvious advantages of neurodevelopmental
studies in Drosophila and the enormous importance of the ECM and matrix receptors for
biological processes, these areas are only gradually merging into a concrete avenue of
research. To encourage this development and illustrate its enormous potential, we discuss
here recent examples of ECM research in the Drosophila nervous system with specific
attention to neural progenitors, axonal pathfinding and synaptic function and differentiation.

ECM molecules in Drosophila
The Drosophila ECM can be divided into an external or apical fraction on the body surface,
and an internal or basal fraction inside the body (Fig. 1A). Like all arthropods, Drosophila
possesses an exoskeleton of cuticle secreted from the apical surfaces of the epidermis (Fig.
1E) (Anderson, 1979; Kaznowski et al., 1985). This apical ECM contains chitin
polysaccharide fibrils (composed essentially of N-acetylglucosamine), and a large number of
structural proteins, such as the ChLD (chitin binding, LDL receptor ligand binding, chitin
deacetylase) protein family members Serpentine (Serp), Vermiform (Verm) and Chld3, and
the zona pellucida (ZP) domain proteins Dumpy (Dp), Piopio (Pio) and Papillote (Pot)
(Jazwinska et al., 2003; Payre, 2004; Bökel et al., 2005; Luschnig et al., 2006). Since most
sensory organs of the fly comprise chitinous structures (Hartenstein, 1988), this apical ECM
is likely to be of direct relevance to sensory nervous system development. This chitinous
ECM is also part of the internal tracheal system, which interfaces closely with the nervous
system, for example in guiding sensory neurons (Hartenstein, 1988) (Fig. 1A).

All internal organs and the basal surfaces of the epidermis are bathed in haemolymph from
which cells are separated by a surface-associated basement membrane (BM; Fig. 1A). BMs
are constituted by classical secreted ECM molecules (Yurchenco and Patton, 2009). In
Drosophila, this ECM is evolutionarily well conserved, including two Laminins (Laminin A
and a minor Laminin W), one Perlecan (Terribly reduced optic lobes, Trol), two genes for
type IV collagen polypeptides (Cg25C and Viking, Vkg), one Nidogen (Ndg) and one
BM40/SPARC (Table 1) (Hynes and Zhao, 2000). Laminins are cruciform, heterotrimeric
glycoproteins. The two Drosophila Laminins both share common β and γ chains (LanB1 and
LanB2, respectively), whereas there are two distinct α chains (LanA in Laminin A, Wing
blister in Laminin W) with different tissue distributions (Kusche-Gullberg et al., 1992;
Martin et al., 1999). The heparane sulfate proteoglycan (HSPG) Perlecan is well conserved
in Drosophila and shares, with the exception of domain I, the domain structure of
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mammalian Perlecan (Friedrich et al., 2000; Voigt et al., 2002). In embryos, Perlecan is
found localized in many BMs and co-localizes to a large extent with Laminin A (Friedrich et
al., 2000). Nidogens are glycoproteins with important linker functions in BMs. Drosophila
Nidogen has hardly been investigated at the functional level so far (www.flybase.org), but it
is clearly a prominent constituent of BMs (Wolfstetter and Holz, 2011). Type IV collagens
are triple-helical proteins forming interlaced networks contributing to the structural
backbone of BMs. In Drosophila, the two collagen type IV paralogues Viking and Cg25C
are thought to contribute to BMs throughout the body, whereas a third type IV-like collagen,
Pericardin (Prc), is restricted in location and function to the most dorsal region of the
embryo where it contributes to the formation of the Drosophila heart (Fig. 1A) (Natzle et al.,
1982; Yasothornsrikul et al., 1997; Chartier et al., 2002; Myllyharju and Kivirikko, 2004).
BM40/SPARC (secreted protein, acidic, rich in cysteine) is an evolutionarily conserved
collagen-binding ECM glycoprotein that localizes throughout Drosophila BMs and has been
suggested to be functionally required for BM formation (Martinek et al., 2002; Martinek et
al., 2008).

Many more structural ECM molecules have been reported to form intricate relationships
with BMs, and many show obvious expression in nervous tissues (Table 1). These molecules
include Thrombospondin (Tsp) (Adams et al., 2003), M-spondin (Mspo; a homologue of F-
spondin/VSGP/Spon1) (Umemiya et al., 1997), Papilin (Ppn; an alternatively spliced,
conserved, prominent constituent of BMs with thrombospondin type-1 domains and
homologies to the carboxyterminal of ADAMTS group metalloproteases) (Campbell et al.,
1987; Kramerova et al., 2003; Fessler et al., 2004), Multiplexin (Mp; a homologue of
collagens XV and XVIII with an endostatin domain) (Meyer and Moussian, 2009; Momota
et al., 2011), Faulty attraction (Frac; a protein rich in EGF-like and calcium-binding EGF
domains, related to the Fibrillin and Fibulin protein families) (Miller et al., 2011), Tiggrin
(Tig; containing unique N- and C-terminal domains and a central stretch of sixteen
contiguous ~75 amino acid repeats, essentially modified through mucin-type O-
glycosylation) (Fogerty et al., 1994; Bunch et al., 1998; Zhang et al., 2011), Tenectin (Tnc;
containing a signal peptide, a RGD tripeptide, and a c-type von Willebrand Factor domain)
(Fraichard et al., 2006), Glutactin (Glt; containing a catalytically inactive acetylcholine
esterase domain) (Olson et al., 1990), Peroxidasin (Pxn, containing leucin rich and immuno
globulin repeats, and a functional peroxidase domain) (Nelson et al., 1994), and MDP-1
(Macrophage-derived proteoglycan-1; potentially synonymous to Papilin) (Hortsch et al.,
1998). Indications of a potential Drosophila Fibronectin (Gratecos et al., 1988) have not
been confirmed by subsequent studies or genome annotations. Moreover, classical fibrillar
collagens have not been found in Drosophila (but exist in some other insects) (Ashhurst and
Costin, 1974; Ashhurst and Bailey, 1980; Boot-Handford and Tuckwell, 2003; Aouacheria
et al., 2004; Myllyharju and Kivirikko, 2004). Also tenascins are not found in Drosophila, in
spite of the fact that two genes were named tenascin accessory and tenascin major for
historical reasons (www.flybase.org). Additional ECM components restricted to specific
localizations within tissues will be detailed below (e.g. Anachronism, Hikaru genki and
Mind-the-Gap at synapses) (Ebens et al., 1993; Hoshino et al., 1996; Rushton et al., 2009).

ECM proteins are both produced by local cells and recruited from distant sources to the site
of their final deposition. This has been nicely illustrated for M-spondin and Tiggrin, two
constituents of the specialised BM-associated ECM at muscle attachment sites (tendon
matrix; Fig. 1A) (Prokop et al., 1998). M-spondin is produced by a subset of muscles, i.e.
locally near the site of its final deposition (Umemiya et al., 1997). In contrast, Tiggrin is
synthesized primarily in the fat body (similar to liver) and haemocytes (a type of blood cell;
Fig. 1A), transported through the haemolymph, and finally recruited to muscle attachments
via integrin-independent mechanisms that are still uncharacterized (Fogerty et al., 1994;
Martin-Bermudo and Brown, 2000). Similarly, wing blister laminin is primarily produced
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locally in specialized tissues (e.g. visceral mesoderm, muscle attachment sites and cardiac
cells) (Martin et al., 1999), but reportedly not in the nervous system, whereas all other
Laminins are produced primarily by fat body and migrating haemocytes and later
incorporated into BMs throughout the body. The same recruitment mechanism acts for other
BM components, including type IV Collagen and BM40/SPARC (Mirre et al., 1988;
Montell and Goodman, 1989; Kusche-Gullberg et al., 1992; Yasothornsrikul et al., 1997;
Martinek et al., 2002; Olofsson and Page, 2005; Martinek et al., 2008). Some haemocyte-
derived ECM proteins, such as Laminin, Tiggrin and the type IV collagen Cg25C, acquire
strong localization within the embryonic CNS (Montell and Goodman, 1989; Mirre et al.,
1992; Fogerty et al., 1994). In agreement with this finding, the ablation of haemocytes leads
to nervous system defects (Sears et al., 2003).

In conclusion, fat body cells and haemocytes certainly represent major ECM-producing
sources, at least in the embryo. Accordingly, Drosophila haemocyte-derived Kc cell lines
have been used as efficient sources for the production and purification of a number of ECM
molecules (Fessler et al., 1994; Fessler et al., 1994). However, a recent report has refined
this view by showing that Perlecan and Laminin are both produced by follicular and
embryonic epithelia (Denef et al., 2008). This report further shows that these ECM proteins
require the activity of the endocytic trafficking regulator Crag (Calmodulin-binding protein
related to a Rab3 GDP/GTP exchange protein) for their correct basal deposition. Further
ECM proteins discussed below are also produced by adjacent cells during developmental
mechanisms. Such local mechanisms of ECM deposition agree with our knowledge about
vertebrate ECM, and provide excellent means to control and refine the specification of
matrices in different tissue locations over developmental time.

ECM receptors in Drosophila
Drosophila matrix proteins bind a phylogenetically-conserved repertoire of classical ECM-
receptors, including integrins, dystroglycan, syndecan and glypicans. Amongst these, most
attention has been given to the α/β-heterodimeric transmembrane integrin receptors.
Mammalian genomes contain 18 α subunit and 8 β subunit genes forming 24 reported α/β-
heterodimers that interact with a wide range of ECM proteins (Bökel and Brown, 2002;
Humphries et al., 2006; Barczyk et al., 2010). In contrast, the Drosophila genome encodes
only 5 α integrin subunits and two β subunits. Of these, the position specific (PS) integrins
βPS (myospheroid, mys), αPS1 (inflated, if) and αPS2 (multiple edematous wings, mew) are
most evolutionary conserved, whereas less well conserved subunits include βν, αPS3 (scab,
Volado), αPS4 and αPS5 (Brown et al., 2000) (Table 1).

In mammals, dystroglycan is the transmembrane matrix receptor of the dystrophin-
glycoprotein complex (DGC), which is closely associated with muscular dystrophies and so-
called ‘dystroglycanopathies’ affecting the nervous system (Michele and Campbell, 2003;
Cohn, 2005; Waite et al., 2009). Intracellularly, neuronal dystroglycan binds dystrophin and
sarcoglycans. The O-linked sugar side chains of its extracellular mucin-like domain mediate
binding to a number of laminin G-domain-containing ECM proteins (laminins, perlecan,
agrin, neurexins). Drosophila Dystroglycan (Dg) is encoded by a single gene, but exists in
differentially expressed splice versions, two of which lack the mucin-like domain (Schneider
et al., 2006; Schneider and Baumgartner, 2008). Whereas the mammalian gene product is
cleaved into a N-and C-terminal halves (α- and β-Dystroglycan) that stay physically
attached, Drosophila Dg seems not to be cleaved (Deng et al., 2003). In the Drosophila
developing nervous system, Dg is expressed together with most other members of the DGC
(Dekkers et al., 2004; Schneider and Baumgartner, 2008) and has been shown to genetically
interact with a broad range of signalling pathways involved in nervous system development
(Kucherenko et al., 2008; Kucherenko et al., 2011).
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The third class of classical ECM receptors is the heparan sulfate proteoglycan (HSPG)
family of proteins. HSPGs are characterised by N-linked glycosylation, predominantly
heparan sulfate glycosaminoglycan (GAG) side chains (Van Vactor et al., 2006). Drosophila
contains four phylogenetically conserved HSPGs, one of which is the secreted ECM protein
Trol (Perlecan; see above), whereas the other three represent membrane associated
receptors: the GPI-anchored glypicans Dally (Division abnormally delayed) and Dlp (Dally-
like), as well as the transmembrane protein Syndecan (Sdc) (Lin, 2004). Although their
extracellular domains can be cleaved, Syndecans have been shown to serve predominantly
as transmembrane ECM receptors, often acting in conjunction with other receptors in a
number of signalling pathways (Lin, 2004; Häcker et al., 2005; Alexopoulou et al., 2007;
Morgan et al., 2007; Couchman, 2010). In conclusion, Drosophila contains a restricted
number of ECM proteins and receptors. Although their diversity is increased by differential
splicing and glycosylation (Kramerova et al., 2003), and although it is probable that further
ECM genes will be uncovered amongst the numerous non-investigated annotated
Drosophila loci, ECM redundancy is impressively low in the fly providing a simplified
experimental platform to study the principal biological functions of ECM proteins and their
receptors. This notion is illustrated with concrete examples of the nervous system in the
latter parts of this review.

General functions of ECM proteins and receptors in Drosophila
A number of Drosophila studies have revealed ligand-receptor relationships between ECM
components and membrane receptors. Laminin A binds to Dystroglycan and αPS1/βPS
integrin, but not to αPS2/βPS integrin (Gotwals et al., 1994; Schneider et al., 2006). Laminin
W binds αPS2/βPS and αPS3/βPS integrin, but not αPS1-containing receptors (Graner et al.,
1998; Schock and Perrimon, 2003). Drosophila Syndecan can also mediate cell adhesion to
laminin substrates, whereas the GPI-anchored glypicans Dally or Dlp fail to bind (Narita et
al., 2004; Yamashita et al., 2004). Therefore, like in vertebrates (Suzuki et al., 2005;
Durbeej, 2010), PS-integrins, Dystroglycan and Syndecan are all receptors for laminins in
Drosophila. αPS2/βPS integrin has also been shown to bind Tiggrin (Gotwals et al., 1994),
and Dystroglycan serves as a receptor for Trol (Schneider et al., 2006). In spite of these
demonstrated ligand-receptor relationships, we still do not know which receptors link BMs
to cell surfaces. In lanA mutant embryos, the BM detaches from all cell surfaces indicating
that BM association is directly or indirectly dependent on Laminin A (Prokop et al., 1998).
PS Integrins are clearly not the main BM receptors on general cell surfaces, although they
mediate locally restricted BM attachment at focal hemiadherens junctions in a Laminin-
independent manner (Fig. 1E) (Prokop et al., 1998). Notably, BM attachment is of relevance
to nervous system development, as it has been shown to contribute to neuromuscular
junction adhesion (Prokop et al., 1998).

In vertebrates, loss of function of classical ECM genes frequently causes failure to progress
beyond early embryonic developmental stages (Gelse et al., 2003; Durbeej, 2010). Similarly
in Drosophila, loss-of-function of these same genes tends to cause embryonic lethality.
However, the development of mutant embryos has never been reported to arrest
prematurely, providing opportunities for analyses of the developmental functions of ECM
proteins in vivo. For example, ultrastructural analyses reveal that the absence of Drosophila
Laminin A and/or W (lanA or lanB1 loss of function) causes BMs to be fragile and detach
from all cell surfaces (Prokop et al., 1998) (A. Koper and A.P., unpublished data).
Accordingly, functional loss of the LanA α chain, LanB1 β chain or LanB2 γ chain all cause
abnormal morphogenesis of major tissues such as gut, trachea, nervous system and muscles,
but embryos otherwise continue to differentiate mature features, such as cuticle deposition
and synapse formation (Henchcliffe et al., 1993; Yarnitzky and Volk, 1995; Prokop et al.,
1998; Urbano et al., 2009; Wolfstetter and Holz, 2011). Likewise, loss of both Collagen type
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IV genes causes BMs to be thin and fragile and, although these embryos fail to hatch, they
differentiate into mature stages (Borchiellini et al., 1996) (Andre Koper and A.P.,
unpublished). Loss of Vkg alone impairs processes of cell elongation during oogenesis (also
requiring βPS integrin) (Haigo and Bilder, 2011). Loss of Vkg also affects bone
morphogenic protein (BMP) signalling during patterning events in the Drosophila embryo
(Wang et al., 2008; Bunt et al., 2010). Loss of Perlecan function causes embryonic lethality,
but mutant embryos fail to show any obvious morphological aberrations (Voigt et al., 2002).
Loss of BM40/SPARC also causes embryonic lethality and misregulation of integral BM
proteins (Martinek et al., 2008), but no ultrastructural studies have been reported so far to
examine BM structural integrity.

Amongst the classical ECM receptors of Drosophila, mutations in PS integrins cause the
most profound developmental effects, as reviewed previously (Brown et al., 2000; Bökel
and Brown, 2002). In general, the βPS subunit is far more abundant and functionally
important than βν. Expression of βν primarily occurs in endodermal cells of the developing
midgut, where it executes no essential functions, but has roles that are redundant with βPS
(Yee and Hynes, 1993; Devenport and Brown, 2004). However, βν functions are not
restricted to the midgut, as indicated by roles of αPS3/βν at the neuromuscular junction (Tsai
et al., 2008). Nevertheless, the specificity of Drosophila integrin receptor functions is
primarily conferred by the α integrin subunits, in particular the extracellular domains of α
subunits (as shown for αPS1 and αPS2) (Martin-Bermudo et al., 1997). In contrast to
integrins, loss-of-function of other classical ECM receptors causes surprisingly subtle
phenotypes in Drosophila. Complete loss of Dystroglycan or Syndecan permits semi-viable
survival (Steigemann et al., 2004; Christoforou et al., 2008). Similarly, null mutant alleles of
dally and dally-like are viable (Han et al., 2004), and only complete loss of Dally-like
through germline clones causes severe embryonic phenotypes primarily relating to roles in
Hedgehog signalling (Han et al., 2004).

In the following sections, this review will focus on three aspects of neural development in
which ECM and matrix receptors have been demonstrated to play essential roles: 1) the
proliferation of neural progenitors, 2) axonal growth and pathfinding, and 3) neuromuscular
synapse formation and function. Each section will highlight known ECM and ECM-receptor
components, and recent studies that have been done in mutant conditions to reveal their in
vivo functions.

Roles of the ECM in neural precursor cells
As detailed in another review of this special issue, the ECM plays major roles in the
regulation of vertebrate neural stem cells (XXXFfrench-Constant, 2011). Similarly in
Drosophila, ECM proteins and their receptors regulate progenitor cell behaviors. For
example, Drosophila integrins have been proposed to maintain the stem-cell niche in the
testis (Tanentzapf et al., 2007). Similarly, Perlecan and Dystroglycan have been shown to
regulate or maintain the polarity of epithelial follicle cells of the gonad (Schneider et al.,
2006; Mirouse et al., 2009). Most important to this review, neural progenitor polarity (a key
feature of asymmetric division) is functionally linked to the polarity of the overlying
epidermis in the Drosophila embryo (Wodarz, 2005; Yu et al., 2006), and this functional
link might well depend on ECM-dependent mechanisms. Moreover, the Drosophila ECM
has been shown to contribute to the controlled timing of neural precursor proliferation.

The proliferation of Drosophila neural progenitor cells (neuroblasts) occurs at precisely
timed developmental stages (Ito and Hotta, 1992; Prokop and Technau, 1994; Sousa-Nunes
et al., 2010). Towards the end of embryogenesis, virtually all neuroblasts enter a quiescence
stage (Prokop and Technau, 1991). This quiescence stage is maintained by the glia cell-
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secreted glycoprotein Anachronism (Ana), although the mechanism is little understood
(Ebens et al., 1993). Controlled re-activation of neuroblast proliferation is hormonally
induced by ecdyson at early to mid larval stages, and this re-activation mechanism requires
the function of Drosophila Perlecan (Trol) (Datta and Kankel, 1992; Truman et al., 1994;
Datta, 1999; Voigt et al., 2002). In trol mutant larvae, Ana function is not suppressed and
neuroblasts remain arrested at the late G1 phase of the mitotic cycle (Caldwell and Datta,
1998; Park et al., 2001; Park et al., 2003). However, neuroblasts can reactivate in the
combined absence of both Trol and Ana, suggesting that Trol antagonises Ana but is not
required as a promoting factor of proliferation (Datta, 1995). Trol does not act by
downregulating Ana but by overriding its activity (Ebens et al., 1993; Datta, 1995) through
well-established signalling pathways (Park et al., 2003; Lindner et al., 2007; Barrett et al.,
2008). For example, trol mutant alleles genetically interact with mutations of the FGF
receptors Branchless (Bnl) and Breathless (Btl). Human FGF-2 physically binds Trol, and its
application to trol mutant brains partly rescues the phenotype, whereas MAPK inhibitors
mimic the trol mutant phenotype (Park et al., 2003). In addition, Trol binds Hedgehog (Hh)
and mammalian Sonic hedgehog (Shh). This Trol-Hh link is also relevant, since loss of Hh
function decreases neuroblast divisions, gain of Hh function induces excess neuroblast
divisions, and hh mutant alleles genetically interact in neuroblast activation with mutations
of trol or tout-velu (ttv; required for the generation of heparan sulfate side chains) (Lin,
2004). These findings are consistent with the known regulatory roles of HSPGs in
intercellular signalling (Häcker et al., 2005), and demonstrate their general importance in
regulating the availability of extracellular signals.

A number of questions remain to be addressed. How does ecdysone trigger the Trol-Hh-
FGF-dependent reactivation of neuroblasts? Is Trol required in the BM or otherwise within
the nervous system? This latter question is essential, since neuroblasts in the larval nervous
systems are separated from the BM by a double-layer of glial cells (Fig. 2) (Ito et al., 1995).
Given this cellular constellation, it is also essential to resolve which cells produce and
receive the Hh and FGF signals. Adressing these questions and unravelling mechanistic
details of this cellular system provides an exciting opportunity to advance our knowledge of
ECM-dependent mechanisms regulating stem cells, especially since Drosophila neuroblasts
are amongst the best-understood neuronal precursor cell models under investigation. As a
promising prospect for broadening such research avenues, additional ECM proteins and
matrix receptors (Gtn, LanA, B1 and B2, Ten-m, Sdc) were discovered in a differential
cDNA hybridization screen of Drosophila embryonic neuroblasts (Brody et al., 2002).

Roles of the ECM in axonal growth
As detailed in another review of this special issue (Myers et al., 2011), the ECM and its
receptors are of key importance for the process of axonal growth and pathfinding during
nervous system development and regeneration. Axon elongation is performed by growth
cones at the tips of axons, and basic properties of growth cones are well conserved in
Drosophila (Sánchez-Soriano et al., 2007; Sánchez-Soriano et al., 2009; Sánchez-Soriano et
al., 2010). Growth cones use ECM and cell-attached proteins as substrates and are guided by
spatiotemporal patterns of extracellular cues. These extracellular cues comprise ECM
components and extracellular domains of membrane-associated proteins, as well as
signalling molecules anchored to ECM or membrane-associated proteins. Growth cones
interpret these extracellular signals through neuron-specific cocktails of membrane-
associated adhesion and signaling receptors (Araujo and Tear, 2003; Huber et al., 2003;
Kiryushko et al., 2004). Intracellular signalling events elicited by these receptors trigger the
morphogenetic changes that implement growth cone behaviors to advance, turn, retract and
collapse (Lowery and van Vactor, 2009; Moore et al., 2010; Dent et al., 2011). Although
these mechanistic principles are widely accepted, there are few examples of pathfinding
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events that provide a comprehensive model for the induction and mediation of
morphogenetic changes during growth cone behaviors. Two of the best-known examples are
derived from work on Drosophila embryos and comprise motoraxon growth cones in the
peripheral muscle field (Landgraf and Thor, 2006), and decisions of axonal growth cones at
the CNS midline (Sánchez-Soriano et al., 2007). These models also provide the best
examples of ECM-related axonal growth mechanisms being investigated in the fly.

Roles of ECM, integrins and syndecan in motor axon guidance
Drosophila Integrins were first implicated in axonal growth almost 40 years ago when loss
of βPS integrin was shown to affect the abundance of axons in primary cell cultures
(Donady and Seecof, 1972). In agreement with this finding, Drosophila Laminin promotes
axon outgrowth of cultured primary neurons (Takagi et al., 1996) and triggers cell spreading
of neuronal BG2 cell lines and recruitment of βPS integrin into focal adhesions (Takagi et
al., 1998). These focal adhesions are enriched with tyrosine-phosphorylated proteins, one of
which is the actin regulator Enabled (Takagi et al., 1998; Takagi et al., 2000). In vivo
analyses of motor nerve patterns in mutant embryos lacking βPS or its partner subunits αPS1
or αPS2, revealed no deficits in the principal outgrowth capacity of motoraxons but a
significant increase in navigational errors. These phenotypes have been interpreted to
suggest that integrins are primarily required for the “responsiveness of an axon to a large
array, rather than a small specific set, of guidance cues” (Hoang and Chiba, 1998).

To gain understanding of the cross-talk mechanism of integrins with guidance signaling
pathways, analysis of molecular components downstream of integrins provides a promising
strategy. For example, neuronal p130CAS/CasL (Crk-associated substrate), a tyrosine-
phosphorylated docking protein of integrin adhesion complexes, has been shown to
phenocopy and genetically interact with mutations in PS integrin genes, providing a
potential functional link from integrins to actin regulation (Huang et al., 2007). Furthermore,
links of p130CAS to Mical (Molecule interacting with CasL), a known effector of
Semaphorin signalling (Huber et al., 2003), suggest interesting possibilities for PS integrin
crosstalk with a relevant pathfinding signalling pathway. Notably, Mical and Semaphorins
both show prominent motor axon guidance phenotypes (Yu et al., 1998; Beuchle et al.,
2007). Loss of PS integrins as well as p130CAS suppresses spatiotemporally regulated
defasciculation of motor axons from their nerves: instead of single axons, whole nerve
branches are misrouted (Hoang and Chiba, 1998; Huang et al., 2007). This finding suggests
that only pioneer neurons are misrouted in the absence of integrin signaling, whereas their
follower neurons simply follow suit. In agreement with this model, follower neurons in
embryonic motor nerves display narrow growth cones closely adhering to the preceding
neuron surface, and this cell-cell contact requires cell-cell adhesion through the N-CAM
homologue Fasciclin2, rather than cell-matrix adhesion (Sánchez-Soriano and Prokop,
2005).

Apart from p130CAS, surprisingly little is known about other classical downstream factors
of integrins in the context of axonal growth, many of which are well conserved in
Drosophila and for which suitable genetic tools are available (Brown et al., 2000). The roles
of Paxillin (Pax), Talin (Rhea), Intregrin linked kinase (Ilk), Vinculin (Vinc), PINCH
(Steamer duck; Stck), α-Actinin (Actn, Actn3) or two of the Filamins (Cher and Jitterbug,
Jbug) have not been studied in the nervous system (www.flybase.org). Reported nervous
system functions of Cheerio, the third Filamin, relate to learning and behavior (Bolduc et al.,
2010), and neural functions of Fak56D concern neuronal physiology, NMJ growth and glial
differentiation (Murakami et al., 2007; Tsai et al., 2008; Ueda et al., 2008), but these
molecules have likewise not been linked directly to pathfinding. GTPases are typical
effectors downstream of integrins (Parsons et al., 2010) and prominent players in axonal
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growth in Drosophila (Hakeda-Suzuki et al., 2002; Ng et al., 2002). However, GTPases
have only been loosely linked to integrin functions in the context of axon guidance (Billuart
et al., 2001). Finally, although two Src kinases, Src64B and Src42A, functionally interact
with signalling processes involved in embryonic CNS midline guidance, mediated by Wnt5/
Derailed or the membrane bound tyrosine phosphatase PTP69D (Song et al., 2008; Wouda
et al., 2008), potential links of these signalling processes to integrins have also not yet been
reported.

Surprisingly, reported loss-of-function phenotypes of ECM proteins in motor axon guidance
have also so far not been related to integrins, leaving open the question of what ligands the
PS integrin receptors bind to in this context. For example, the secreted acetylcholine esterase
domain-factor Glutactin is expressed by one particular ventral longitudinal muscle (muscle
13). On this muscle, Glutactin function is believed to prevent ectopic synapse formation of
two motor axons that navigate over it to reach their appropriate target muscles (Inaki et al.,
2007). Potential links of this function to integrin receptors have not been investigated.
Furthermore, the collagen XV/XVIII homologue Multiplexin is crucial for the correct
navigation of two particular nerve branches in developing embryos (Meyer and Moussian,
2009), and mutant phenotypes are not dissimilar to the variable aberrations observed upon
loss of PS integrin functions (see above). Nevertheless, this function has also not been
reported to link to integrin receptors. Recently, the muscle-derived Fibrillin/Fibulin-related
protein Faulty attraction (Frac) has been shown to promote motor axon bundling during
outgrowth, potentially through BMP-dependent activation of a non-canonical LIM-kinase 1
(LIMK1)-dependent pathway in motor neurons (Miller et al., 2008; Miller et al., 2011). Frac
is cleaved and activated by GPI-anchored matrix metalloproteinase 2 (Mmp2) expressed by
motor axon-associated exit glia and perhaps elsewhere. So far, Glutactin, Multiplexin and
Faulty attraction have not been reported to represent PS integrin ligands.

Other than integrins, also the Drosophila HSPG Syndecan (Sdc) has been studied in the
context of motoraxonal growth (Fox and Zinn, 2005). Sdc localizes in non-neuronal
peripheral tissues along the paths of embryonic motoraxonal nerves (Spring et al., 1994) and
acts as an extracellular ligand for the receptor protein tyrosin phosphatase (RPTP) Lar
(Leukocyte-antigen-related-like) on motor neuron growth cones (Fox and Zinn, 2005). Lar
binds Sdc in vitro with nanomolar affinity via its GAG chains, and genetic studies strongly
support a model in which interaction of Lar with Sdc (but not Dlp or Dally) is functionally
required for motor axon guidance (Fox and Zinn, 2005). Similarly, in vertebrates, heparin
and HSPGs directly interact with avian RPTPσ, a close homolog of Drosophila Lar
(Aricescu et al., 2002).

In conclusion, surprisingly few Drosophila ECM molecules and matrix receptors play
known roles in motor axon guidance. The outstanding task will now be to unravel how ECM
functions integrate with the numerous classical guidance factors already functionally
assessed in this cellular context (Landgraf and Thor, 2006). The Sdc-RPTP interaction is an
early example for such research, which will eventually enhance our general understanding of
the complex functional relationships between “classical” signalling factors, ECM proteins
and their respective receptors.

Roles of ECM, integrins and syndecan in CNS midline guidance
A better defined pathfinding role for ECM proteins and receptors is the regulation of CNS
midline axon crossing mediated by the secreted ligand Slit and its Roundabout (Robo)
receptors (Fig. 3) (Sánchez-Soriano et al., 2007). Loss-of-function slit mutations or
combined removal of the three orthologous robo, robo2 and robo3 genes lead to the collapse
of virtually all axons on the CNS midline. Loss-of-function mutations of integrin subunit
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genes (βPS/mys, αPS1/mew, αPS2/if or αPS3/scab) similarly cause moderate slit/robo-like
pathfinding defects, including axon scaffold collapse and inappropriate midline crossing,
and strong genetic interaction with slit mutations (Stevens and Jacobs, 2002). The αPS1/βPS
ligand Laminin A and the αPS2/βPS ligand Tiggrin are both present in the Drosophila CNS
(Montell and Goodman, 1989; Fogerty et al., 1994), and lanA or tig both genetically interact
with slit mutations (Stevens and Jacobs, 2002). Laminin A has likewise been shown to be
required for axon guidance in another in vivo context, i.e. ocellar neurons in the post-
embryonic brain (Garcia-Alonso et al., 1996). In midline guidance, genetic interactions of
slit with integrins and integrin ligands are as strong as with mutations in the genes encoding
Robo receptors or downstream Dreadlocks (Dock), suggesting that Slit/Robo-dependent
pathways in axonal midline guidance functionally converge with functions downstream of
ECM to PS integrin adhesion (Fig. 2C) (Stevens and Jacobs, 2002).

Sdc also localizes to the CNS midline and indeed throughout the embryonic synaptic
neuropil (Fig. 2) (Spring et al., 1994; Johnson et al., 2004; Steigemann et al., 2004).
Accordingly, loss of Sdc function causes axonal midline-misrouting phenotypes, which are
reminiscent of, though much weaker than, slit or robo mutant phenotypes (Johnson et al.,
2004; Steigemann et al., 2004; Chanana et al., 2009). Like integrin mutations, sdc mutations
(but not dally or trol) show strong genetic interaction with robo or slit, whereas such
interactions of sdc were not observed with mutations of DPTP69D (encoding another
midline guidance factor) or of the robo paralogous genes robo2 and 3 (but robo2 and 3
enhance Sdc-robo interactions) (Johnson et al., 2004; Steigemann et al., 2004; Chanana et
al., 2009). Similarly at larval stages during photoreceptor axon guidance into the optic lobe,
loss of Sdc causes aberrations which are reminiscent of slit or robo mutant phenotypes and,
accordingly, Sdc appears not to operate as a Lar ligand in this context (Tayler et al., 2004;
Rawson et al., 2005; Hofmeyer and Treisman, 2009). These findings in the Drosophila CNS
are in agreement with findings in vertebrates. For example, cell-surface heparan sulfates
enhance slit2-robo1 binding in vitro and are required for their chemo-repulsive activity in
rodent explant cultures (Hu, 2001). Moreover, mutations in heparan sulfate biosynthesis
enzymes in zebrafish or mouse cause axonal guidance phenotypes reminiscent of slit or robo
loss of function mutations (Inatani et al., 2003; Lee et al., 2004).

In rat and human, glypicans have been shown to bind Slit in vitro and to display overlapping
localization patterns (Liang et al., 1999; Ronca et al., 2001). Interestingly, the Drosophila
glypican Dlp contributes to Slit/Robo signalling: Dlp is strongly expressed in the developing
CNS and dlp genetically interacts with sdc, with loss of dlp strongly enhancing sdc mutant
midline axon defects and dlp over-expression partly rescuing sdc mutant phenotypes
(Johnson et al., 2004; Chanana et al., 2009; Smart et al., 2011). However, the functional
requirement of Sdc is clearly stronger than that of Dlp. One possible explanation for this
difference is the presence of an intracellular domain in Sdc (which is lacking in the GPI-
anchored Dlp), and in vertebrates this cytoplasmic tail of syndecans is known to execute
signaling functions (Morgan et al., 2007). However, this possibility has been experimentally
devaluated by showing that the intracellular domain of Drosophila Sdc is dispensable in
axonal midline guidance, and that only association with neuronal membranes is required
(Fig. 2C) (Johnson et al., 2004; Steigemann et al., 2004; Chanana et al., 2009). Detailed
structure function analysis demonstrated that also the distinct core proteins of Sdc and Dlp
fail to explain their functional differences at the midline (Chanana et al., 2009). Instead,
deviations in their GAG chains have been pinpointed as the cause, in particular the presence
of chondroitin sulfate side chains in Sdc (Fig. 2C), which are absent in Dlp (Lin, 2004;
Chanana et al., 2009). This finding emphasises the regulatory importance of the enzymes
catalysing GAG side chain formation, most of which have been identified in Drosophila
(Lin, 2004; Häcker et al., 2005; Van Vactor et al., 2006). Accordingly, mutation of one such
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enzyme, tout-velu/ext1, shows strong genetic interaction with sdc in midline guidance
(Chanana et al., 2009).

Dlp might play additional non-neuronal roles during Slit/Robo signalling, since the
expression of Dlp (but not Sdc) in midline glia cells reportedly causes partial rescue of sdc
mutant axonal midline phenotypes (Fig. 2). We note, however, that these findings are
controversial, potentially due to distinct spatiotemporal expression patterns used in different
experiments (Johnson et al., 2004; Chanana et al., 2009). Dlp also plays additional neuronal
roles in axon guidance in the lateral CNS. Slit repulsion regulates not only midline crossing,
but also the decision of whether axons project to medial, intermediate or lateral CNS
positions. This function of Slit requires the Robo paralogous receptors Robo2 and 3
(Sánchez-Soriano et al., 2007). Lateral CNS fascicles are affected in dlp mutant embryos,
and dlp genetically interacts with robo2 and slit in this context (Smart et al., 2011).
Similarly, differential functions for Sdc and Dlp were observed for photoreceptor neurons in
the larval optic lobe (Rawson et al., 2005). Finally, it needs to be pointed out that Slit not
only repels growth cones, but it can also promote neuronal growth, as was similarly reported
for vertebrate slit (Wang et al., 1999; Ozdinler and Erzurumlu, 2002; Whitford et al., 2002).
For example, growth of motor neuron dendrites in the Drosophila embryonic CNS occurs
later than axonal midline crossing (Sánchez-Soriano et al., 2005), and this phase of
dendritogenesis coincides in space and time with an increase of Slit levels in the paraxial
neuropile (Fig. 2). Removal of either Sdc or Robo causes reduction of Slit protein levels in
the neuropile and, in parallel, the branching extent of dendrites is reduced (Johnson et al.,
2004; Furrer et al., 2007). These data suggest that Sdc acts as a co-receptor for Robo in
mediating growth promoting roles of Slit (Furrer et al., 2007).

A similar mechanism was suggested for the function of Sdc in repulsive midline guidance
(Chanana et al., 2009). In agreement with this interpretation, Sdc, Slit and Robo were first
demonstrated to form a ternary complex (Johnson et al., 2004), which was recently upgraded
to a quaternary complex containing also the NeurexinIV transmembrane receptor (Fig. 3)
(Banerjee et al., 2010). Therefore, Sdc could either present Slit to Robo or stabilize the Slit-
Robo interaction, in agreement with reports that heparan sulfate enhances the binding
affinity of rodent Slit and Robo (Hu, 2001). So far, it has not been addressed whether this
Sdc co-receptor function requires interaction with ECM, such as Laminin present in the
CNS (Fig. 3). Even if Sdc does not serve as an ECM receptor in this context, the Slit/Robo
pathway might still couple to ECM proteins, such as Laminin A, Cg25C and Tiggrin (all
known to be in the embryonic CNS; see above), through its links to PS integrins (Fig. 3).
Further links to ECM-dependent mechanisms might arise from recent reports that slit and
robo genetically interact with mutations of the ECM receptor gene dystroglycan in non-
neuronal cells (Kucherenko et al., 2008; Kucherenko et al., 2011).

In conclusion, the model of CNS midline crossing in Drosophila provides excellent
possibilities to explore regulatory roles of ECM and the mechanisms by which ECM
receptors cross-talk with other signalling pathways. Such studies will benefit from the well
defined signalling pathways downstream of Robo (Sánchez-Soriano et al., 2007), as well as
the refined knowledge at the receptor level involving at least three ECM-related receptors
(Fig. 3).

Studying ECM roles at the synapse
Once growth cones have established contact with their target cells, pre- and postsynaptic
partner cells jointly form synapses. The formation, function and maintenance of these highly
specialized cell junctions are dependent on ECM and matrix receptors. Well-studied
synaptic ECM systems include the prominent BM at the vertebrate cholinergic
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neuromuscular junction (NMJ) (Singhal and Martin, 2011), the conspicuous perineuronal
nets in the vertebrate CNS (Kwok and Fawcett, 2011; Wlodarczyk et al., 2011), and the
beautifully-structured synaptic ECM at the Drosophila glutamatergic NMJ (Prokop, 1999;
Prokop, 2006; Rohrbough et al., 2007; Rushton et al., 2009). At the Drosophila NMJ,
extracellular material in the parasynaptic cleft is diffuse and little conspicuous, but it
exhibits an electron-dense, highly organized structure in a limited radius of 50 to 200 nm
around presynaptic active zones (Fig. 1B, C), coinciding with the postsynaptic glutamate
receptor (GluR) fields (Fig. 4). In cross section, this synaptic ECM displays a repeated
pattern of regularly spaced densities embedded in a lighter matrix, which are located
adjacent to the postsynaptic membrane. When sectioned in parallel to the membrane, this
synaptic ECM appears as a “honey-comb” array (Prokop, 1999; Prokop, 2006). The ECM at
the Drosophila NMJ is derived from the motor neurons, muscles and/or closely associated
glia (Fuentes-Medel et al., 2009; Rushton et al., 2009), but is likely to come also from other
distant sources (haemocytes and fat body; see above).

Organization and remodelling of NMJ synapse ECM
Vertebrate NMJs possess a wide synaptic cleft (~70 nm), which contains a prominent BM
containing three different β2 chain laminins (Singhal and Martin, 2011). Other synapse
types, including the Drosophila NMJ, display far narrower clefts (<20 nm) without a BM.
Although a classic BM is absent, laminins have been found at vertebrate central synapses
(Egles et al., 2007), and also at the Drosophila NMJ where they are involved in regulating
synaptic structure and physiology (Bogdanik et al., 2008). At embryonic stages, a BM
overlays the muscle-attached motor terminal (Fig. 1B), and this BM significantly contributes
to neuromuscular adhesion (Prokop et al., 1998) (A. Koper and A.P., unpublished results).
Other specialized ECM components of Drosophila synapses include the neuronally secreted
factor Hikaru genki (Hig; containing an RGD motif, an immunoglobulin and several
complement binding domains) required for proper locomotor behaviour (Hoshino et al.,
1993; Hoshino et al., 1996; Hoshino et al., 1999). At vertebrate NMJs, further prominent
ECM constituents include the secreted HSPGs agrin and perlecan, which are important
regulators of synapse formation, including acetylcholine receptor (AChR) clustering and
acetylcholine esterase localization (Singhal and Martin, 2011). Specific probes similarly
indicate localization of a heparan sulfate matrix at the Drosophila NMJ (Ren et al., 2009).
Drosophila does not possess a defined agrin homologue, but the HSPGs Dlp and Sdc are
both localized to the Drosophila NMJ (Fig. 4) (Johnson et al., 2006). Moreover, the use of
lectins to map the carbohydrate landscape has revealed a highly organized distribution of
glycosylated proteins at the Drosophila NMJ, as is similarly the case at the vertebrate NMJ
(Martin, 2003). For example, Wheat Germ Agglutinin (WGA) labels dense punctate
domains around synaptic boutons, which are distinct from a more diffuse Vicia Villosa
Agglutinin (VVA) zone at the synaptic interface (Haines et al., 2007; Rushton et al., 2009).

An important recent advance has been the identification of Mind-the-Gap (Mtg), a secreted
endogenous lectin that organizes the synaptic ECM (Fig. 4)(Rohrbough et al., 2007; Rushton
et al., 2009; Rohrbough and Broadie, 2010). In mtg mutant embryos, synaptic ECM
specializations are no longer detectable at the ultrastructural level, replaced by an aberrantly
clear synaptic “gap”, from which the gene derives its name. Transcription of mtg is
upregulated during the initial stages of NMJ synaptogenesis (12–13 hrs after egg lay, AEL),
with a peak during the most active stages of synapse formation (16–18 hrs AEL) (Broadie
and Bate, 1993; Broadie and Bate, 1993; Broadie and Bate, 1993; Rohrbough et al., 2007;
Rushton et al., 2009). The RhoGEF gene still life involved in NMJ maturation, displays a
similar expression profile (Sone et al., 2000). Secreted Mtg is proposed to act by binding N-
acetylglucosamines (GlcNAc) in GAG chains of HSPGs via a conserved carbohydrate-
recognition domain (CRD), a cysteine knot containing 3 disulfide bridges (Rohrbough et al.,
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2007; Boudko et al., 2008; Hoffmann et al., 2008; Kimura et al., 2009). This domain,
referred to as the peritrophin A domain, is found in many chitin-binding proteins, such as the
Drosophila cuticle proteins Serpentine, Vermiform and Chld3 mentioned in the first section
of this review (Luschnig et al., 2006). Mtg is presynaptically released and immuno-EM
studies show it to localize in the synaptic cleft near presynaptic active zones (Fig. 4)
(Rohrbough et al., 2007). Light microscopic analyses show it within the synaptic ECM in
distinctive punctae, adjacent to but not overlapping active zones labeled with Bruchpilot
(Brp). Mtg is predicted to bind the same GlcNAc motif as WGA and, consistently, their
synaptic localization domains overlap. Targeted deletion of Mtg from the presynaptic
neuron abrogates synaptic cleft ECM development and Mtg overexpression alters both the
WGA and VVA lectin domains at the NMJ synapse (Rushton et al., 2009), again suggesting
that presynaptically released Mtg acts to organize the synaptic ECM landscape.

This unique phenotype makes mtg a powerful tool to assay ECM roles in synaptic
development. Null mtg mutants arrest as anatomically mature, paralyzed embryos with
structurally normal central/peripheral nervous systems and body wall musculature. NMJs are
of normal size and display normal presynaptic architecture, but show a strong loss of
functional GluR responsiveness in the muscle (Rohrbough et al., 2007). Consistently, mtg
loss of function or knock-down of mtg in presynaptic neurons prevents localized
accumulation of GluRs in postsynaptic domains (Fig. 4), whereas the level of GluRs in non-
synaptic regions appears aberrantly high, consistent with abnormal receptor targeting or
localization. This defect cannot be ameliorated by overexpressing GluR subunits in muscle,
suggesting that Mtg is required to maintain functional GluRs at the surface (Rohrbough et
al., 2007). The muscular expression of the Rho-type GEF Pixie (Pix), the PAK-kinase (Pak),
and the scaffold proteins Dreadlocks (Dock) and Discs Large (Dlg) are all dramatically mis-
regulated in the absence of neuronal Mtg function (Fig. 4), with lower levels at the synapse
and, at least in some cases, higher levels in non-synaptic areas of the muscle. These
components constitute the molecular pathways mediating GluR field assembly (Thomas et
al., 2000; Parnas et al., 2001; Mathew et al., 2002; Albin and Davis, 2004). Therefore, these
findings indicate that Mtg originating from the presynaptic neuron organizes the synaptic
ECM in a mechanism required to induce proper localization and maturation of postsynaptic
components in the muscle (Rohrbough et al., 2007).

Mtg expression persists into maturity, suggesting it is required to constitutively maintain the
synaptic ECM. However, it is currently unknown whether the synaptic ECM may change
with developmental age, or might be dynamically modulated during growth and
neurotransmission. In vertebrates, a subset of the ADAMTS (A Disintegrin and
Metalloprotease with Thrombospondin motifs) family of secreted metalloproteases (~20 in
vertebrates), secreted matrix metalloproteinases (MMPs; ~25 in vertebrates) and Tissue
Inhibitors of Metalloproteinases (TIMPs; 4 in vertebrates) actively modify the synaptic
ECM through cleavage of inductive signals (e.g. agrin), ECM components (e.g. laminins)
and ECM receptors (e.g. integrins, dystroglycan) (Nicholson et al., 2005; Lluri et al., 2006;
Page-McCaw et al., 2007; Murphy and Nagase, 2008; Werle, 2008). Such cleavage changes
receptor-binding affinities during synaptic development and modulation (Wlodarczyk et al.,
2011) and regulates both synaptogenesis and the synaptic modulation underlying behavior
(Ethell and Ethell, 2007; Agrawal et al., 2008), with defects linked to synaptic disorders
including Fragile X syndrome (Bilousova et al., 2009). As usual, the Drosophila gene
complement is simpler, comprising secreted MMP1, GPI-anchored MMP2 and a single
TIMP that inhibits them both, with additional potential members of the ADAMTS family
(Nicholson et al., 2005; Page-McCaw et al., 2007; Page-McCaw, 2008). MMP2 modifies
dendritic and axonal development in Drosophila neurons (Miller et al., 2008; Yasunaga et
al., 2010; Miller et al., 2011). Therefore, an important ongoing question will be to
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investigate the role of these protease mechanisms in shaping and remodelling the synaptic
ECM at Drosophila NMJs.

Roles of Integrins at the NMJ synapse
At the vertebrate NMJ, three laminins containing the β2 chain and the type IV collagens
α3/6 activate β1 integrin receptors, contributing to synapse architecture, and the clustering of
postsynaptic AChRs and presynaptic Ca2+ channels (Singhal and Martin, 2011). At the
Drosophila NMJ, βPS, βν and αPS1-3 integrin subunits are likewise found in both pre- and
postsynaptic membranes (Fig. 4) (Beumer et al., 1999; Rohrbough et al., 2000; Beumer et
al., 2002; Tsai et al., 2008), but Laminin is the only integrin ECM ligand established to be
present (Bogdanik et al., 2008). PS integrins bind secreted developmental signals and have
additional transmembrane partners in other cellular contexts (Araujo et al., 2003; Negreiros
et al., 2010), and so may also have a broadened function at the NMJ. For example, the
immunoglobulin family adhesion molecule Basigin (Bsg) is expressed at Drosophila NMJs
(Besse et al., 2007), and βPS and basigin mutant alleles have been shown to display genetic
interaction in the regulation of neuronal development in other contexts (Curtin et al., 2005).
As above, integrin complex proteins (Brown et al., 2000) have hardly been investigated at
the Drosophila NMJ, with the exception of Fak56D, which has been suggested to block
activity of the MAP kinase ERK (Rolled, Rl) downstream of αPS3/βν function (Fig. 4) (Tsai
et al., 2008). However, βPS and αPS1/2 integrin receptor subunits co-localize with the PDZ-
domain scaffolding protein Dlg at the NMJ (Beumer et al., 1999), where βPS forms a
physical complex with Dlg. Current data support a model in which PS integrins act upstream
of postsynaptic Dlg and Calcium/calmodulin-dependent protein kinase II (CaMKII) to
regulate postsynaptic localization of the immunoglobulin superfamily adhesion factor
Fasciclin2 (Fas2) in synaptic assembly mechanisms (Fig. 4).

Thus, mutation of the βPS and αPS3 Integrin subunits both cause strong defects in NMJ
morphological differentiation and functional maturation (Beumer et al., 1999; Rohrbough et
al., 2000; Beumer et al., 2002; Suzuki et al., 2002). Similarly, acute introduction of RGD
peptide to disrupt Integrin-ECM interactions changes synaptic basal function and activity-
dependent modulation (Rohrbough et al., 2000). These functions are likely to relate to Dlg
regulation, which helps to spatially organize postsynaptic proteins, including GluRs, ion
channels and Fas2 (Fig. 4) (Budnik, 1996; Thomas et al., 2000; Ashley et al., 2005).
Consistently, postsynaptic Dlg is significantly elevated at NMJs of larvae carrying the viable
mysb9 gain-of-function mutant allele of the βPS gene (Beumer et al., 2002). In parallel,
CaMKII levels are reduced at mysb9 mutant NMJs, and postsynaptic overexpression of
CaMKII rescues mys mutant NMJ defects (Beumer et al., 2002). Vice versa, impairing
CaMKII function causes altered synaptic differentiation phenotypes comparable to mys
mutant NMJs (Wang et al., 1994). Similarly, synaptic integrin function in vertebrate
hippocampal synapses can be blocked by a CaMKII inhibitor (Shi and Ethell, 2006). It is
therefore well established that Integrins activate CaMKII (Hynes, 2002). CamKII, in turn,
regulates the synaptic localization of Dlg at the Drosophila NMJ. This CamKII-DLG
pathway regulates synaptic localization of postsynaptic proteins (Fig. 4). Consistently, the
postsynaptic localization of Fas2 is elevated at mys mutant NMJs (Beumer et al., 2002).
When a fas2 hypomorphic loss-of-function mutant allele (fasIIe86) is recombined into a mys
mutant background, the integrin mutant synaptic differentiation defects are effectively
rescued (Beumer et al., 2002).

It is known that surface maintenance of integrin receptors can depend on their ECM ligands
(Hynes, 2002). Consistently, targeted deletion of Mtg abrogates synaptic localization of PS
integrins (Rushton et al., 2009). The ECM receptors are still expressed, but fail to normally
localize at the synaptic interface, both in pre- and postsynaptic membranes (Fig. 4). By
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mapping the synaptic ECM with lectin probes (WGA, VVA), it was shown that PS integrins
also shape the extracellular carbohydrate environment during synaptogenesis (Rushton et al.,
2009). Thus, there appears to be a bidirectional dependency between the synaptic ECM and
these ECM receptors. Within the synaptic VVA lectin domain, Mtg and WGA lectin punctae
overlap co-localized with PS Integrins (Rushton et al., 2009). Thus, Mtg and PS integrins
interactively influence the composition and distribution of synaptic and perisynaptic ECM,
but the molecular mechanism for this interaction is currently unknown. Part of the difficulty
in testing this process is the severity of non-synaptic PS integrin mutant phenotypes, such as
muscle detachment and embryonic lethality. It might be possible to circumvent this problem
through the use of conditional mutants or allelic combinations that bypass early
requirements via interallelic complementation. Furthermore, it would be of interest to
examine possible known integrin interacting partners such as the Basigin receptor (Besse et
al., 2007). Moreover, other ECM receptors reside at the Drosophila NMJ (see below), and it
is unknown what happens to their expression and distribution in the absence of Mtg or PS
integrin function.

Roles of Dystroglycan and Syndecan at the Drosophila NMJ
In mammals and humans, the dystrophin-glycoprotein complex plays major roles in muscle
disease and also in a wide range of neurological disorders (Michele and Campbell, 2003;
Cohn, 2005; Waite et al., 2009). In total, mutations in 10 DGC genes cause muscular
dystrophies, and related ECM defects cause congenital myasthenic syndrome and Ehlers-
Danlos syndrome (Dalkilic and Kunkel, 2003; Engel et al., 2008). At the vertebrate NMJ,
one mutant copy of Dystrophin combined with one mutant copy of α7 integrin causes
disruption of β2-laminin expression and NMJ development (Rooney et al., 2006). At the
Drosophila NMJ, a postsynaptically localized Dystrophin scaffold regulates Drosophila
NMJ maturation (van der Plas et al., 2006). Dystroglycan (Dg) regulates synaptic levels of
both Dystrophin and Laminin (Fig. 4), as well as NMJ morphology, postsynaptic
composition and presynaptic transmitter release probability (Fig. 4) (Haines et al., 2007;
Bogdanik et al., 2008; Wairkar et al., 2008). Specifically, dg null mutants exhibit reduced
postsynaptic GluRIIA receptor abundance and a reduction in synaptic bouton number.
Interestingly, dg overexpression elevates VVA lectin levels at the NMJ, dependent on the
Dg extracellular domain (Haines et al., 2007). Like observed for loss of Mtg or PS integrin
function, Dg mutant NMJs exhibit altered synaptic versus extrasynaptic protein distribution,
suggesting that the two ECM receptors PS integrin and Dg jointly enable the directed
localization and/or anchoring of synaptic components at the Drosophila NMJ.

The mammalian ECM receptor syndecan-2 is implicated in the formation and morphological
modulation of hippocampal synapses (Ethell and Ethell, 2007). Similarly at the Drosophila
NMJ, both Sdc and Dlp accumulate in or near the synaptic cleft (Fig. 4), and Sdc facilitates
the positive growth of the motor neuron terminal (Johnson et al., 2006). Double mutant
studies with the receptor tyrosine phosphatase Lar demonstrate that Sdc and Dlp function
upstream of this receptor, acting as Lar’s synaptic ligands (Kaufmann et al., 2002; Johnson
et al., 2006), as during motor axon pathfinding (Fox and Zinn, 2005) (see above). Regulation
of Lar appears to be antagonistically controlled by Sdc and Dlp, with Sdc activating Lar to
promote growth and enhance presynaptic function. Notably, lar loss-of-function mutant
phenotypes at NMJs resemble mys mutant defects. Accordingly, Lar has been shown to
functionally interact with PS integrins in ECM-mediated actin filament regulation in non-
neuronal tissues (Bateman et al., 2001). Sdc was also identified in a genetic screen to
interact with Activator Protein-1 (AP-1; (Fig. 4) (Franciscovich et al., 2008). The
transcription factor AP-1 (a Fos/Jun heterodimer) is one regulator of NMJ morphology and
function(Sanyal et al., 2002). Links to this regulatory pathway provide exciting new
directions to explore Sdc-dependent mechanisms at the synapse.
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Glycosylation of the synaptic ECM
Carbohydrate chains (glycans) can be found on many lipids (glycolipids) and on virtually all
secreted or membrane-associated proteins (glycoproteins and proteoglycans) (Freeze, 2006;
Taylor and Drickamer, 2011). At the narrow synaptic cleft, they form a diverse and complex
glycocalyx (Dityatev and Schachner, 2006) in which glycans mediate much of the molecular
contacts (often through lectins like Mtg) essential for mechanisms of intercellular signaling
and development (Kleene and Schachner, 2004; Dani and Broadie, 2011). Glycans can be
classified as O- or N-linked (O- or N-glycans), the former comprising the GAG chains of
proteoglycans. Glycan synthesis and their linkage to carrier proteins occurs mostly in ER
and Golgi through glycosyltransferases, often intercalated by modification steps performed
by specialised enzymes, such as epimerases (converting certain sugar residues), N-
deacetylases (removing acetyl groups), or N- or O-sulfotransferases (sulfation of GAG
chains; see next section). Genetic defects of N-glycan biosynthesis (congenital disorders of
glycosylation) are associated with neuroanatomical and psychomotor defects, suggesting the
possible importance of glycosylation at neuronal synapses (Freeze, 2006). Similarly, O-
glycan defects have been associated with a number of disease conditions, such as congenital
muscular dystrophy due to glycosylation defects of dystroglycan, or synaptic transmission
impairment, neuronal connectivity defects, or debilitating neurological diseases upon
pharmacological or genetic manipulations of HSPGs (Freeze, 2006; Van Vactor et al., 2006;
Kul’chitskii et al., 2009).

Enzymes of the common glycan synthesis pathways are well conserved in Drosophila
(Fabini and Wilson, 2001). For example, the Drosophila genome harbours two GlcNAc
transferases, Mgat1 and Mgat2. Loss of Mgat1 function causes a lack of paucimannose N-
glycans (including the pan-neuronal epitope detected by the widely used anti-horseradish
peroxidase antibody) (Jan and Jan, 1982; Desai et al., 1994) and leads to defects in
locomotor activity and brain development (Sarkar et al., 2006). Mgat2 is predicted to
generate Mtg ligands (Sarkar et al., 2006). The two O-mannosyl transferases POMT1
(Rotated abdomen, Rt) and POMT2 (Twisted, Tw) glycosylate Dg (Ichimiya et al., 2004).
Consistent with an O-linked mannose requirement on Dg, POMT loss-of-function mutant
phenotypes resemble those of Dg mutants (Haines et al., 2007). Finally, heparan sulphate is
enriched at Drosophila NMJs. The HSPGs Dlp and Sdc presumably contribute prominently
to this local synaptic heparan sulphate enrichment (in agreement with their functional
requirement at the NMJ; see previous section), and it can be abolished when deleting the
heparan sulfate synthesizing enzymes tout-velu/Ext1 (ttv) and brother of ttv/Extl3 (botv)
(Lin, 2004; Johnson et al., 2006; Ren et al., 2009). Loss of heparan sulphate in ttv/botv
mutants, or of specific sulfate modifications in N-deacetylase/N-sulfotransferane mutants
(encoded by sfl), causes differential structural and functionional defects at NMJs, including
elevated synaptic vesicle endocytosis (Ren et al., 2009).

In addition to sulfation modifications, the addition of sialic acid or polysialic acid at the
termini of extracellular oligosaccharides may play critical roles in synaptic development.
For example, the synaptic neuronal cell adhesion molecule N-CAM is essentially regulated
through sialylation (Kleene and Schachner, 2004). Sialic and polysialic acids are synthesised
and typically linked to GlcNAc at terminal glycan positions through the activity of
sialyltransferases in the Golgi, and they are also found in Drosophila including its nervous
system (Roth et al., 1992). Accordingly, mutation of the Drosophila sialyltransferase
ST6Gal/DSiaT causes NMJ undergrowth and reduction in neurotransmission current
amplitudes (Repnikova et al., 2010). Dysfunction of these enzymes is one way to cause
hyposialylation, but other possibilities have been suggested (Morin et al., 2004). For
example, Sialin is an 8-pass transmembrane transporter protein believed to recycle sialic
acid from degraded sialoglycoconjugates in lysosomes. Accordingly, sialin mutations are
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linked to the lysosomal storage diseases Salla Disease and Infantile Sialic Acid Storage
Disease, both characterized by cognitive impairments suggestive of synaptic defects (Morin
et al., 2004; Wreden et al., 2005; Yarovaya et al., 2005; Ruivo et al., 2008). Drosophila
mutants of the sialin homologue Fuseless (Fusl) are viable, but display >75% reduction in
NMJ current amplitudes and severely impaired synaptic vesicle cycling (Long et al., 2008).
In ultrastructural studies, vesicles arrest in clustered and docked pools at fusl mutant
presynaptic active zones. These defects are causally linked with severe loss or
mislocalization of the voltage-gated Ca2+ channel Cacophony (Cac) from presynaptic active
zones (Fig. 4) (Kawasaki et al., 2004; Xing et al., 2005). Whether other recently identified
Ca2+ channel components (e.g. Straightjacket, Stj/α2δ3; Fig. 4) (Ly et al., 2008; Kurshan et
al., 2009) are similarly regulated by sialylation is currently not known. It has been proposed
that Bruchpilot (Brp) stabilizes active zone formation by integration of Cacophony Ca2+

channels with internal active zone components (Fig. 4) (Kittel et al., 2006; Wagh et al.,
2006; Fouquet et al., 2009). Extracellularly, Fusl-dependent sialylation may likewise link the
synaptic cleft ECM to Ca2+ channels during active zone assembly, providing a means to
correctly anchor Ca2+ channels at the synaptic cleft interface during synaptogenesis.

ECM Dependence of Trans-Synaptic Signaling
Trans-synaptic signals including WNTs and TGFβ/BMPs play major roles in the regulation
of synapse formation and function in vertebrates and invertebrates (Fig. 4) (Packard et al.,
2003; Salinas and Zou, 2008; Wu et al., 2010; Bayat et al., 2011). The ECM in the synaptic
cleft likely acts as a sink and/or barrier properly retaining, presenting and controlling the
activity of such trans-synaptic signals and their receptors. Much pioneering work on trans-
synaptic signaling has been done at the Drosophila NMJ. Two pathways are well-
established: The two WNTs Wingless (Wg) and Wnt5 act as predominantly anterograde
signals through their receptors Frizzled2 (Fz2) and Arrow (Arr/LRP) or Derailed (Drl),
respectively, whereas the BMP Glass Bottom Boat (Gbb) acts mainly retrogradely through
receptor complexes of the type-I receptors Saxophone (Sax) and Thick veins (Tkv) with the
type-II receptor Wishful thinking (Wit) (Fig. 4). FGFs have also recently been identified as
trans-synaptic signals at the Drosophila NMJ (Sen et al., 2011). In non-synaptic ECMs of
vertebrates and invertebrates alike, HSPGs have co-receptor functions that regulate ligand-
receptor interactions by enhancing the stability and concentration of ligand binding or
facilitating oligomerization of the receptor or even ligand, thus impacting the extracellular
distribution of WNT, BMP and FGF signals (Christian, 2000; Kuo et al., 2010). For
example, reducing the sulfation state of HSPGs through mutations in Drosophila Sulf1
positively influences Wg association with its receptor Frizzled (Fz) and increases Wg
expression/signalling in the developing wing disk (Kleinschmit, 2010), and this mechanism
appears evolutionarily conserved (Ai et al., 2003). Similarly, cell surface HSPGs of
mammalian myoblasts sequester BMP2 extracellularly via their heparan sulfate chains (Jiao
et al., 2007). Vertebrate Sulf1 regulates BMP-receptor interactions, and the binding to
heparan sulfate can both activate and inhibit BMP signaling (Christian, 2000; Viviano et al.,
2004). Therefore, it is likely that the synaptic ECM environment at the Drosophila NMJ
may modify the trans-synaptic signaling required for synaptic development and function,
possibly through similar HSPG-dependent mechanisms to modulate trans-synaptic WNT
and BMP signalling.

Another recently defined anterograde signaling pathway involves presynaptic secretion of
Jelly Belly (Jeb) as a ligand, to activate the postsynaptic receptor tyrosine kinase Anaplastic
Lymphona Kinase (Alk) (Fig. 4) (Rohrbough and Broadie, 2010). In the developing
Drosophila visual system, Jeb/Alk signalling drives ERK activation to regulate transcription
of downstream genes including the transmembrane adhesion molecules Kin of irre/
Dumbfounded (Kirre), Roughest/IrreC (Rst) and Starry night/Flamingo (Stan) (Bazigou et
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al., 2007; Palmer et al., 2009). At the Drosophila NMJ, this trans-synaptic signaling
pathway is strongly shaped by the Mtg-dependent ECM (Rohrbough and Broadie, 2010).
Loss of Mtg causes dramatic accumulation of Jeb in the extracellular space surrounding
synaptic boutons, and concomitant reduction of postsynaptic Alk levels (Rohrbough and
Broadie, 2010). The change of extracellular Jeb at mtg mutant NMJs (increased amount,
number and size of ECM punctae) indicates that the Mtg-dependent ECM is acting directly
to limit the Jeb trans-synaptic signal. Interestingly, Alk is N-glycosylated by Mgat1 (Palmer
et al., 2009) and is also independently maintained by the Mtg-dependent ECM (Rohrbough
and Broadie, 2010). This signaling mechanism may also work in CNS synapses, where Jeb,
Alk and Mtg are likewise synaptically localized. In addition, other ECM components and the
matrix receptors Dystroglycan and PS integrins localize to CNS synapses, either globally or
in subsets of synapses (Rohrbough et al., 2000; Baines, 2004; Bazigou et al., 2007;
Rohrbough et al., 2007; Fradkin et al., 2008; Rushton et al., 2009; Rohrbough and Broadie,
2010). This suggests that ECM-dependent modulation of trans-synaptic signaling is
important also for central synaptogenesis (Featherstone et al., 2005; Daniels et al., 2008;
Okada et al., 2009). Notably, a range of central neural circuits, including the giant fiber,
circadian clock and mushroom body learning/memory circuits, are available to test emerging
ECM mechanisms with the power of Drosophila genetics (Huang et al., 2006; Prokop and
Meinertzhagen, 2006; Tessier and Broadie, 2008; Gatto and Broadie, 2009; Tessier and
Broadie, 2011).

Conclusions and perspectives
The three neurodevelopmental themes covered by this article clearly demonstrate the
importance of ECM and matrix receptors, and the opportunities for merging work on the
Drosophila nervous system in vivo with systematic investigations of ECM-related genes.
Many examples given here demonstrate strong evolutionary conservation with mammalian
ECM mechanisms, and illustrate the power of using Drosophila to unravel the conserved
molecular pathways by which the ECM impacts nervous system development and functional
differentiation. Certainly, there are limitations to the use of Drosophila and cases of less
conservation, such as the relatively mild fak56D mutant phenotypes (Grabbe et al., 2004;
Tsai et al., 2008; Ueda et al., 2008) which deviate from mammalian reports (Dansie and
Ethell, 2011; Myers et al., 2011). Nevertheless, Drosophila studies benefit enormously from
the cellular detail of in vivo experiments in the developing nervous system, the enormous
genetic malleability of the fly, and the advantages provided by low ECM gene number in the
genome. Notably, low genetic redundancy does not only concern the ECM genes and their
receptors, but also the other molecular pathways they functionally interlink with. Advancing
our core understanding of such crosstalk at the systems level clearly is an essential strength
of Drosophila, with the required techniques, genetic tools and cellular knowledge already
mostly available. Clearly, the full potential of this research avenue has not yet been realized,
not least due to the fact that work on ECM in Drosophila has historically never gained the
broad appreciation it deserves. Certainly, a lot more could be understood in the future
through the use of this valuable little model organism.
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Figure 1.
ECM localization in Drosophila
Scheme of a frontal section through a late-stage Drosophila embryo (A) and micrographs of
some morphological structures (B-E); letters in round fields in A refer to images B-E. A)
Apical surfaces of the epidermis (EP) including certain sensory organs (SO) as well as inner
walls of air-filled tracheal tubes (TR) are lined by an external cuticular ECM (CU, grey;
compare E) forming the exoskeleton; tracheal branches reach into the CNS (arrow; see Fig.
2 for details on CNS morphology) and specific sensory nerves (SN) grow along these
trachea (arrow head) (Hartenstein, 1988). Internal ECM is ultrastructurally visible as tendon
matrix at muscle attachment sites (MA; compare D), as structured cleft material at
neuromuscular junctions (NMJ; compare B, C), and as basement membranes (BM; brown
lines on basal epidermal surfaces and outer surfaces of all organs including nerves and the
CNS; compare B, E). Major sources for basal ECM molecules are the fat body (FB) and
migratory hemocytes (HC, red). Spaces between cells and tissues are filled with liquid
hemolymph (HL), kept under flow by the dorsal heart (H). Further abbreviations: G, gut;
trMU, transverse muscle sectioned along its contractile filaments (orange lines); loMU,
longitudinal muscles sectioned perpendicular to their contractile filaments (orange stipples).
B) At NMJs, motorneuronal terminals (MN) form a close, non-conspicuous cell junction
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with the surfaces of muscles (MU), interspersed by prominent synapses indicated by
electron dense extracellular material in the synaptic cleft (between white arrow heads) and a
prominent presynaptic active zone surrounded by vesicles (curved arrow); remaining
surfaces of MN and MU are covered by basement membrane (BM). C) Higher
magnification of a neuromuscular synapse with two active zones showing the regular dashed
arrangement of extracellular material in the synaptic cleft (between white arrow heads). D)
A muscle attachment site with prominent electron dense ECM called tendon matrix (TM)
connecting epidermis and muscle. E) Cuticular ECM forms a layered structure which is
connected via apical hemiadherens junctions (white curved arrows) to epidermal cells, the
basal surfaces of which attach to basement membrane through laminin-dependent
mechanisms; only at focal hemiadherens junctions (white arrow) BM adheres via PS
integrins. Scale bar in B represents 480 nm in B, 250 nm in C, 1 μm in D and 0.5 μm in E.
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Figure 2.
Cellular constellations in the embryonic ventral nerved cord of Drosophila
A) The mature ventral nerve cord (vNC; equivalent to spinal cord; arrow points anterior) at
embryonic stage 17 (Campos-Ortega and Hartenstein, 1997) is ensheathed by perineurial
and subperineurial glia cells (blue line; PG) (Ito et al., 1995) covered by BM (brown line).
Quiescent neural precursor cells (neuroblasts, NB) and neuronal cell bodies lie in the cortex
(CX) from where axons project straight into the neuropile (NP; the synaptic compartment,
which is itself ensheathed by interface glia; not shown) where they constitute ascending and
descending pathways, dendrites and synapses (Sánchez-Soriano et al., 2007). Contralateral
neurons (blue) project across the midline through two segmental commissures (arrow head)
enwrapped by midline glia (MG). B) The lower image shows a frontal cross section of the
vNC in A, the upper image the same section at an earlier stage when axonal growth takes
place. Slit is released from midline glia cells and repels (black T-bar) growth cones of Robo-
presenting neurons (red). At this early stage, the BM (dashed brown line) and PG sheath are
incomplete, and fat body/hemocyte-derived ECM proteins like Tiggrin, Cg25C or Laminin
A are enriched in the NP.
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Figure 3.
Drosophila ECM proteins and matrix receptors during growth cone repulsion at the CNS
midline.
Glia cell-derived Slit forms a quarternary complex with Neurexin IV (NrxIV), Syndecan
(Sdc) and Roundabout (Robo) receptors presented on the surfaces of motorneuronal growth
cones (red box), potentially further supported by Dlp. Only the cytoplasmic tail of Robo is
required to mediate intracellular signalling function (Sánchez-Soriano et al., 2007; Chanana
et al., 2009; Banerjee et al., 2010). It has not been resolved whether Slit and Sdc may
interact with its other ligand Laminin A in this context. PS integrins and their ligands
Tiggrin and Laminin A display strong functional interaction with Slit in midline guidance,
and also the type IV collagen Cg25C as further putative integrin ligand localises in the CNS.
Potential cross talk between the quarternary complexes and PS integrins could take place at
the level of Ena (Takagi et al., 2000), or Rac as a common effector downstream of integrins
in vertebrates (Parsons et al., 2010).
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Figure 4.
Overview over mentioned molecules and pathways at the Drosophila NMJ
Aspects of presynaptic neuron, postsynaptic muscle and synaptic cleft are shown, as
indicated on the right. Dashed arrows represent molecular interactions, functions or
translocations that are explained in the text. Abbreviations: Arr (Arrow), Alk (Anaplastic
Lymphona Kinase), AP-1 (Activator protein-1), Brp (Bruchpilot), Cac (Cacophony),
CamKII (Calcium/calmodulin-dependent protein kinase II), Dg (Dystroglycan), Dlg (Discs
large), Dlp (Dally-like), Dys (Dystrophin), ERK/Rl (Extracellular signal-regulated kinase/
Rolled), Fak56D (Focal adhesion kinase), Fas2 (Fasciclin2), FNI (Frizzled nuclear import),
Fz2 (Frizzled2), Gbb (Glass bottom boat), GluRA/B (Glutamate receptor), Jeb (Jelly belly),
JNK (Jun N-terminal Kinase), LamA (Laminin A), Lar (Leukocyte-antigen-related-like),
Med (Medea), Mtg (Mind the gap), pMAD (phospho-Mothers against dpp), α/βPS (PS
integrin heterodimers), Sax (Saxophon), Sdc (Syndecan), Stj (Straightjacket), Tkv (Thick
veins), Wg (Wingless).
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