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Abstract
NAD-dependent Class III histone deacetylase SIRT1 is a multiple functional protein and has been
demonstrated critically involved in stress response, cellular metabolism and aging through
deacetylating variety of substrates including p53, forkhead transcription factors, PGC-1α, NF-κB,
Ku70 and histones. Increasing evidences indicate that SIRT1 plays a complex role in
tumorigenesis with functions in both tumor promoting and tumor suppressing. This review
provides an overview of current knowledge of SIRT1 and its controversies regarding the functions
of SIRT1 in tumorigenesis.
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Introduction
SIRT1 is the human homolog of yeast Sir2 (silent information regulator 2) and belongs to a
novel family of histone deacetylase.Sir2 is involved in gene silencing, telomere position
effects, and cellular aging1. The NAD-dependent deacetylase activity is essential for its
functions, and connects its biological role with cellular metabolism.1–3 An extra copy of
Sir2 gene can increase yeast life span, while deletion of Sir2 shorten life span.4 Sir2
homologs have been found in all organisms from bacteria to human, and they also involve
the regulation of life span of these organisms. Increased dosage of sir-2.1 gene, the
homologous to yeast Sir2, extends life spanin C. elegans.5 Increasing the copy number of
dSIR2, the homolog of yeast Sir2, also extends life span in Drosophila.6 Activating SIRT1
by resveratrol improves health and survival of mice on a high-calorie diet.7 Besides the
important role in life span extension, SIRT1 also plays a complex role in tumorigenesis with
dual functions in tumor promoter and tumor suppressor.

The process of tumorigenesis is the transformation of normal cells to tumor cells. This
process is companied with progressive changes on cells and leads to uncontrolled cell
growth and division. Tumor promoter genes function on promoting cell transformation
while tumor suppressor genes function to inhibit tumorigenesis.8 Both tumor promoters and
tumor suppressors are important in tumor development. The controversial role of SIRT1 in
tumorigenesis with opposite functions underscores the complex regulation of SIRT1 in the
process.
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SIRT1 as a tumor promoter
SIRT1 was originally considered as a tumor promoter due to its first identified target was
tumor suppressor p53. SIRT1 physically interacts with and deacetylates p53 and represses
p53 dependent apoptosis in response to DNA damage, while a dominant negative SIRT1
mutant increases cell sensitivity to stress. SIRT1 deacetylation of p53 antagonizes PML/
p53-induced cellular senescence.9–11 Moreover, cells from SIRT1 knockout mice exhibit
p53 hyperacetylation after DNA damage and increased ionizing radiation-induced
thymocyte apoptosis.12 SIRT1 also regulates FOXO3a, a member of the FOXO family of
forkhead transcription factors, which regulates apoptosis. SIRT1 interacts with and
deacetylates FOXO3a. Deacetylation of FOXO3a represses its transcriptional activation
activity and inhibits its ability to induce apoptosis.13–14 Transcription factor E2F1, which
stimulates the transcription of several pro-apoptotic genes,15 is another protein regulated by
SIRT1. Deacetylation of E2F1 by SIRT1 inhibits its activity as a transcription activator.
Furthermore, E2F1 can increase SIRT1 transcription level, forming a negative-feedback
loop.16 SIRT1 also regulates another well-known tumor suppressor Retinoblastoma (Rb).
SIRT1 deacetylates Rb and inhibits cell cycle arrest.17

Strong evidence that SIRT1 function as tumor promoter comes from the findings that SIRT1
expression is significantly increased in several murine and human cancer cells. SIRT1 is
consistently overexpressed in acute myeloid leukemia,18 mouse and human prostate cancer
cells,19 colon carcinoma cells.20 many kinds of non-melanoma skin cancers,21 cutaneous
human squamous celland basal cell carcinoma.22 Down-regulation of SIRT1 induces growth
arrest and apoptosis in human epithelial cancer cells23 and Burkitt lymphoma cells.24

Inhibition of SIRT1 activity by Sirtinol (a SIRT1 inhibitor) induces senescence-like cell
growth arrest with attenuated Ras-MAPK signaling in human cancer cells.25 DBC1 (deleted
in breast cancer 1) acts as a native inhibitor of SIRT1 in human cells. Repression of SIRT1
by DBC1 leads to increased level of p53 acetylation and upregulation of p53 function.26–27

The above findings indicate that gain of function by overexpression of SIRT1 inhibits cell
growth arrest and apoptosis and loss of SIRT1 function in above cancer cells induces
apoptosis. Therefore, SIRT1 acts as a tumor promoter in these cancer cells. In these cases,
SIRT1 inhibitors are the idea targets for developing potential anti-cancer drugs. Indeed, Lain
and colleagues carried out a cell-based screen and discovered that SIRT1 is a target of a
soluble small molecule, tenovin-6, in mammalian cells. Inhibition of SIRT1 by tenovin-6
causes p53 hyperacetylation, increases p53-depedent transcriptional activity and delays
tumor growth in vivo.28 Significantly, tenovins are active on mammalian cells at one-digit
micromolar concentrations making them an idea candidates for potential therapeutic
targets.28

SIRT1 as a tumor suppressor
Recent studies indicate that SIRT1 may serve as a tumor suppressor in some cases as well.
SIRT1 suppresses intestinal tumorigenesis and colon cancer growth by deacetylating β-
catenin and suppresses its ability to activate transcription and drive cell proliferation. SIRT1
also promotes cytoplasmic localization of the otherwise nuclear-localized oncogenic form of
β-catenin in a β-catenin-driven mouse model of colon cancer and significantly reduces
tumor formation and proliferation.29 BRCA-1 plays an important role in DNA repair, cell
cycle, transcription regulation and apoptosis.30 SIRT1 expression level is much lower in
BRCA-1mutant cancer cells than BRCA-1 wild-type cancer cells. BRCA1 activates SIRT1
expression, and restoration of SIRT1 in BRCA1 mutant cancer cells suppresses tumor
formation. Survivin is a small inhibitor of apoptosis protein differentially overexpressed in
variety cancers and a validated target for cancer drug discovery.31 BRCA1 is found at the
SIRT1 promoter and increases SIRT1 expression which in turn inhibits Survivin expression
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by deacetylation of histone H3 of the promoter. Importantly, resveratrol, a SIRT1 activator,
can inhibit Survivin expression, serves a potential targeted therapy for BRCA1-associated
breast cancer.32 SIRT1 also interacts with the RelA/p65 subunit of NF-κB, and inhibits
transcriptional activity by deacetylation. Cells with deacetylated NF-κB are more sensitive
to TNF α-induced apoptosis.33

SIRT1 expression level was also found reduced in many cancer cells compared to normal
tissue, including glioblastoma, bladder carcinoma, prostate carcinoma, and various forms of
ovarian cancers.3 Increasing evidences indicate that SIRT1 also plays an important role in
DNA repair pathways. SIRT1 knockout mice showed increasing genomic instability due to
impaired DNA repair.34 Upon exposure to ionizing radiation, SIRT1 deacetylates repair
protein Ku70 and enhances DNA repair capacity.35 SIRT1 deacetylates WRN protein to
regulate its enzymatic activities and cellular localization to facilitate DNA repair in cells.36

SIRT1 also plays a positive role in repairing double-strand DNA breaks through
deacetylating NBS1 and maintaining NBS1 in a hypoacetylated state.37 In response to
oxidative stress and ionizing irradiation, SIRT1 dissociates from repetitive DNA foci and
relocalizes to DNA breaks to promote DNA repair.38 SIRT1 also regulates UV-induced
DNA damage repair by deacetylating XPA of NER pathway to facilitate repair of UV-
induced DNA damage lesion.39

SIRT1 knockout mice have allowed further understanding of the roles of SIRT1 in
tumorigenesis. SIRT1-deficient mice were employed to study SIRT1 functions by several
independent groups.34,40–41 The contradict functions of SIRT1 in tumorigenesis also shown
in mouse models. As SIRT1-null mice are mostly embryonic lethal, the role of SIRT1 in
tumorigenesis could not be directly assessed from them.34,40–41 However, several SIRT1
tissue specific knockout strains have been established and those mice did not display
tumorigenesis phenotype at all.42–47 The early models showed that the SIRT1 knockout
mice have hyperacetylated p53 and exhibit increased apoptosis, at least in thymocytes41 and
spermatogonia.40 The more recently published SIRT1 knockout mouse model, however,
showed severe genomic impairment including extensive aneuploidy and diverse
chromosomal aberrations. SIRT1−/−; p53−/−double knockout mice died in embryonic stages,
indicating that SIRT1 deficiency likely causes other essential pathway defects.34

Intriguingly, double heterozygotic SIRT1+/−; p53+/− mice survived but exhibited a
remarkably high incidence (76%) of tumors, while only two of 21 SIRT1+/− mice and 3 of
23 p53+/− mice developed tumors. Further analysis of tumor tissues in double heterozygotic
mice showed 73% of the tumors had lost p53 expression and 44% tumors had little or no
SIRT1.34 These findings suggest that genomic integrity and stability require cooperation of
p53 and SIRT1. As cancer has been considered as a set of diseases driven by epigenetic
changes and genetic modifications in oncogenes and/or tumor suppressors, it seems likely
that elaborate and complex signal networks protect genome integrity in cells. With
insufficiency of SIRT1 or p53 alone, compensatory signal pathways may be activated or
enhanced to inhibit tumorigenesis. With loss of both SIRT1 and p53, cells appear to lose
control of genomic integrity, and these cells could be at greater risk for development of
tumors.

Conclusion mark
The apparent opposite role of SIRT1 seems contradictory at first but the multiple functions
of SIRT1 made this possible. SIRT1 can negatively regulate multiple pathways including
both tumor suppressors (p53, FOXO) and oncogenic proteins (Survivin, β-catenin, NF-κB).
In each specific circumstance, which pathway has been dominantly regulated decided the
outcome of tumor suppressing or tumor promoting. Which face that SIRT1 shows up in
tumorigenesis may well depends on the temporal and special distribution of different SIRT1
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upstream regulators anddownstream targets. Obviously, more intense research is necessary
in order to understand the complex role of SIRT1 in tumorigenesis.
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