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Volume 193, no. 3, p. 670 – 678, 2011. Page 671, column 2: Lines 7 through 14 should read as follows: “The status of the RDAf2 region
(deleted or intact) was assessed by multiplex PCR with a set of three primers (primer set Af2): two primers targeting the flanking regions
of RDAf2 (RDAf2_Fw, 5=-ACCGCCCTGTCCTATGTGAG, and RDAf2_Rev, 5=-TGACGGTTGCCTTTCTTGAC) and one primer
hybridizing with the internal region of RDAf2 (RDAf2_IntRev, 5=-CACTGTCTCCGCTCATCATG). A PCR product of 451 bp (RDAf2
intact) or 711 bp (RDAf2 deleted) was identified by agarose gel electrophoresis.”
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