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A cDNA library has been prepared from mRNA extracted from
the venom glands of one specimen of Bungarus multicinctus. The
cDNA sequences encoding two precursors (designated CB1 and
CR1) of novel Kappa-neurotoxins are presented below. Both open
reading frames encode a signal peptide (underlined) of 21 residues
followed by a 66 residues polypeptide. The amino acids sequences
of CB1 and CR1 are highly conserved (15 differences). The signal
peptide amino acid sequence of CB1 is identical to that of short-
neurotoxins (1, 2) and neurotoxin-homolog (3) and presents only
one difference with that of CR1. The core sequences of CR1
and CB1 differ from that reported for Kappa-bungarotoxin (4)
by 5 and 12 amino acids respectively. Both polypeptides exhibit
the characteristics of x-neurotoxins according to Grant et al (5).
5’ and 3' non coding DNA sequences are very similar to the
corresponding regions of short neurotoxins (1, 2) and neurotoxin-
homolog (3). However a gap of 27 bases (at asterisk position)
has to be introduced in the 5’ untranslated regions to obtain
optimal alignment with the corresponding sequences of short-
neurotoxin and neurotoxin-homolog.
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