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Nucleotide sequence of the gene for the Vigna mungo
sulfhydryl-endopeptidase (SH-EP)
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A genomic clone for SH-EP was isolated from a Vigna mungo EP. Initation and termination codons and the putative
genomic library in lambda DASH with the SHE-EP cDNA probe polyadenylation signal are underlined.
(1). We give here the nucleotide sequence of the gene together
with the deduced amino acid sequence. Nucleotides are numbered
from the initiation codon. Asterisks are positioned below the first REFERENCE
and last residues of the nucleotide sequence of cDNA for SH- 1. Akasofu,H. et al. (1989) Nucl. Acids Res. 17, 6733.

- 1676 AAM;TAACTTlTTGAGGCAGAG;CTTlTsTTAMClrl;TACSAGMA(ACGG ATMAAA ATAAGTTAGAAAGAAGAGAAATA
-1S66 lT TG16GTOCACCCOATOGGTAACCA AAMAAAGAATAKCAAGAMATMCAAAAATTGACAAAATCAGCGAATACTTCACCUXAAAAGTCTACACAATAATAA
-1456 ATGCTAAATcAcATATMTTTGIGATIGCAT^AACCATTACGCTAICGTAASjCCTTTACAACAAGCAAGAACGTCATCCCAGAATCTCAACTCAAATCAAAACSTQT
-1346 CATM^ATAAAAAATAICIAATC71 TGCAAATAGAACCIII CCAAATTGAAATAACAAAcTCTAGoTArA TCTAAATTAACTTACCAACTTCTCGTTATATAAT
-1236 TTTAGATTTATAATCATGTCTATAAATTATTT'CTATAC CTCTCCTCjiAAATTTGACCTTACATTCTIGTGA 1m-ATTTGAACAGAATAAATCACTGTAAAACTAAACAA
-1126 CTCTTTMf AAAAGGTAAATTAGGAAAAGTCGAAMATCAMATAAATTATAAATCAATOCCCTAGAAAACTCAAGPATAA iWWrlACCAAAATCATTMAATAMAATTTGTAAG
-10 16 mTTPrCmnATACCAAmITClGVAGACCCAGAGACATLPC1TATMATTAAACAACGG-S~T rAAGTATCAGAGTATAACATCTTTGTATAAATAGArrMT'IAACGTTA
-906 ATAACTAACAEGTOTACGlATAGC ATGACGIGAGT AGATACTrAATCAGATGAAGMA^CAAGCSACATACKAG
-796 AATATArMTrGTCAGACTGCACTTTATGGTGGTAGCACCTCAAAACTCTTACCTTTCGCATACATTTTCACACTT-IATCCAAACCTTTCAAAAACACTTCCCTTATA
-686 TTAAAGGACTrATGATATAAAXAAAGACTATATGTGPTTACTAATTTAlTtGGITGATATTTGTAATAAATCGTTCCATCAAGAGGAGCTATCACATATTGAGAACAGTAAA
-576 AAA AAAAAAAGTTGGTAAAAAAAC TTCTTTAACTAAATCAGTTACCATAGTATTTTAGAG'l-ll-l AGAATAATGCT1ACCCAACTTGCAACTCATTG
-466 TGCCTCAAAACAGGACGTAACCA-IGTT-ACTCA TCICCTGA; ACCCCTTGUTTAAACTGATAGCGIGATCAGCATGCAAGAGAA*ASGATG TAGCTOATAA
-356 CAGATTGAATGTACAAAAACTTGGT-lNOTTAGGIGGACCTAATACAAAAGGAAbAATITTC GGTTTCCTTCCGTAGTTTCATTCACTATTATTGAATCC
-246 TTTGGCTACC TCTNAACACAAACACrTTC-TTATATC-TGTTCTACACAATtTCTCTAGTGCGTGiCCACAGTTTGGTATCTTCATGATTGCTCATTGTICATGCCCA
-136 TAAGGAACATGTAACTTCCTCATAmTTATTTATTASTTGc-,TrCZTl-1-CTCACTAGTTAACTTTCGTTTCCCTATATAAACCCTCL;i'tTTTG I-Ji 171CCCA
-26 TCCASTTTGATTCCNUCM:MMACAMC;GCAATGAACA 7UCTGGGGGTCTCTTGTTCTTGGTTIGGGrC7AGTGGCCAA\CAGCIIMT-Wm ATCATAGAAG

N A M 1K IC t L W V V L S L S L V L G V A N 9 F D F It E 1K
05 GAnTTTAGTCCWAGGAAA^GCTTGTGGGACTTG;TACGAGAGATGGAGGAGTCACCACAC:GGITTCGCGAAGCClCGG^GAlGAACACAAACGGTTAACGTGTCAAAGC

D L 8 ! 1! 1 5 L W D L Y 18 R N R S H UI T V S R 8 L G E K H It R P N V F IC A

-1456~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~;

195 AAATGTTATGCATGCATAACACTAACAAGAT GGTAAGCCTT ATAAGCTGAAACTGAACA;TT L;CTACAIG;ACCAATCAiTGAATTCAGGAGTAiCCTATGCAGGCT
N V M H V H I T N KC M D IC P Y K L KC L N Kt F A D) M T N H 1N F R 9 T Y A G

305 CAAGTATACCAAMTCAGGCTCAA CAASCAT=AGGTACCTIATGTA9AGk ATGTTC'ClG -AGGA' GAGAAGT
S x v m H ii K m r R G S Q H G S G TrFM YEB K V G S V P A S V D V R &K K G

415 GTS ACTGAnTGAAAGATCAG GGCAATG TGgtaagc ttaatgatcaccactcattaatcatagagctcaaactagctgaa taatgtctgataat tagettttas te
A V T D V K D Q G Q C

5ZS gaatttaatggcactgtatgatctatatagttgaatteatctaatgggataaaactgttgttattgagtgaaagctgcotaaggtgggttttgtgtaatca tattg tttg

635 gtactctcaaagatatcgttcagtctactacggcgctatsaattgatttgatgtcctcacataggctatagtttctastaacattgttttctttgtcttgtgtagGTAGC
G 8

745 SCWCIaT TAGTACTGTTGAAGGCATTACCMAATAAGACAiAATAASSlSGT TC TBT;S ACAAGAlGTTGTCGATlrGTACAAAGAAGAAAA
C N A r s T I V A V 8 G I N Q I IC T N K 1 V S L 9 15 Q E L V Df C D K 8 1! N

055 CCAAGGAMTGTlATGGIWGGGTAlATGA rCTTTGAGTTCATCAACAGAAGGGAGGQTCATAACAGAAAGCAATTATiCCATACACAiGCAC#M;)AAGGAACGT<;TG
Q G C N G G L M 8 8 A r n r I K Q K G G I T T 2 8 N Y P Y T A Q 8 G T 'C

965 AOAATSCAAAGgtcjcatgttaggccaaacatattttecaatgaaaccactataattaatagataacttgaganactaaagtgccaaaaatctttcatgtggtagGTGAAT
D 8 8 K V N

1075 GACCTAGCtstGTCAATTGATgGTcATGAAAATGTcCCCTGTGAACGATGAAxAATCACTGCTAAAGCTGTCGCCAACCAACCTGt-rTTU TAGCCATTGATGTGG
D L A V 8 I D C H 8 N V P V N D E N A L L K A V A N Q P V S V A I D A G G

1195 GTGAAcIrlAGtaaatatctaatat gcttataaastgtaattttttt cgaaatttgttgg aagaaaag catccgttaccacttaocatgttacta
S D F Q F Y S F

1295 taagtaatttaactattaggtgtcaatactgaaactatcotaZtttaatataaaaaattttgcagGGAGTGTTTTACGGGTGAC:TGTAACACAMGATCTAAATCATGGTGTA
G V F T G D) C N T ID L N N G V

1405 GCAATT¢IW ATATGGAACAACXGCr ATGG ACTAATTATTGGATAGTGAGAAACTCTTGGGGACCAGAATGGGGAGAACAGGGTTACATCAGAATGCAAAGGAACAT
A I V/ G Y G T -T V D G T N Y N I V R N 8 N G P 15 W G E Q G Y I R M Q R N I

1 S1S ATCTAAuAAAGAGGG sGcTAl;csTc ATCCTAAAAAATlTGCCTIACATCCAACAGGA-TrWGTCATiC''CCAAAAGATGAACTTGAA
8 It 1K 1 G L C G I A M M A 8 Y P I IC N S S D N P T G S t S S P It D E! L

1625 AG- --:TCAAAATCAAACTCTCATAAGTC TAGTlmTTGTlWmTTrAAClJm-iATCTAAGATT(AATGCGAATt:TATC:CATCA^ATAlAATACATAACATACAAATltAGT
1 735S GTTTTAATTTGATTGAiGTGCTAGTTTCACATSTACCCTTCCTTATAGCAAAGGGTTlAATGCAAAGATATAIGCTTAAACCATTAliTAhAAAAAGTATATG;ATAiTG

1845 AiTCACTTGAAGATACACAATGACATrlASTATT IGATAGACTATTATAlsGGAACACGCATTAGAT;GACAGATAGAAGCTAGACATGAiTGAAATATE;TAGCAAGAAAA
1955 lTATCAGAA AGA AWAAGTGCAACT AC T CA AAG ATAnG
2065 CTGATGGTAGCT l;llTMCWTXlGAAGAATTTCTGTCACAATC7CTCCTTCAACTCCAACT'l";l' CrrOlrlTAllGAACGAG
2175 CCGTTCGTCGTAGTAGTATATTCCTGATCTATACTGlTGCACCCACATCATTGCCCTGMAGATTTTCATACAGAATAAACAACCAAAAATATASACATAATATTATC
2295 ATAAATAATATAATTAAAAAGAAAAAAATAAAAACTTAAATCCATAGCCGCATGTTCATArlX;WGTAATTACOTACClWCGGTTlGAT;GAlGGA ANTaG
2 395 AGACCAAAACAGAGCAAGCAGATCrrAG NAATTAMGAACTAKACACCGAACCACTTCAACGTG TTAGTGTCCGICAAC AGTITAATCG
2505 ATCGGGGTGGCCTGAGTATTCCACCTCGGCTC=A


