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EMBL accession no. X52063

A 1.2 Kbp HindIII-Xmal fragment from the Carbon and Clarke
plasmid pLC26 —6 has been cloned and sequenced. This fragment
contains the region closely upstream of the gene pbpB of
Escherichia coli. A 1041-bp open reading frame (termed orfB)
has been revealed in this sequence overlapping 248-bp with the
previously sequenced 2.6 Kbp Xmal-Pvull fragment (1). A 35
Kd polypeptide was found in a maxicell experiment using plasmid
pHES (a pUC9 derivative containing the 7.6 Kbp HindIII-EcoRI
fragment) but not in an equivalent experiment using plasmid
pXE15 (a pUC9 derivative containing the 6.4 Kbp Xmal-EcoRI
fragment). Then, the identified 346-aa reading frame might be
the coding region of this 35 Kd polypeptide. Two new
thermosensitive mutations with a lytic (/s33) and a filamentous
(fts36) phenotype have been recently described in this region (2)
and the overexpression of the genes in this region produces a
decrease of the colony-forming abilities of different cell division
mutants (3). So, this sequence can play some role in the regulation
of cell division in E. coli.
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AAGCTTTTCCTCAGCTCCGTAAACTCCTTTCAGTGGGAAATTGTGGGGCAAAGTGGGAAT
GAGGCTGGCATGTTCC AACGTTAGTCAATCTCGACAGCAAAGGGCG
CTTATCAGTGCCTACCCGTTATCGGGAACAGCTGCTTGAGAACGCTGCCGGTCAAATGGT
TTGCACCATTGACATTTATCACCCGTGCCTGCTGCTTTACCCCCTGCCTGAATGGGAAAT
TATCGAGCAAAAATTATCGCGTCTGTCGAGCATGAACCCGGTTGAGCGCCGTGTGCAGCG
CCTACTGTTAGGTCATGCCAGCGAATGTCAGATGGATGGCGCAGGTCGATTGTTAATCGC
GCCAGTACTGCGGCAACATGCCGGGCTGACAAAAGAAGTGATGCTGGTTGGACAGTTCAA
CAAGTTTGAGCTGTGGGATGAAACAACCTGGCATCAACAGGTCAAGGAAGATATCGACGC
M Q G I N R S R KTI S T

AGAGCAGTTGGCTACCGGAGACTTATCGGAGCGACTGCAGGACTTGTCTCTATAAAATGA
s S T Y R S D CURTCUL Y K MM
TGGAAAACTATAAACATACTACGGTGCTGCTGGATGAAGCCGTTAATGGCCTCAATATCC
N Y K HTTUVLULDEAVNGTULNTIHR
GTCCTGATGGCATCTACATTGATGGGACTTTTGGTCGCGGTGGTCACTCACGTCTGATCC
P D G I Y T F G R GG H S R L I L
TCTCGCAGCTTGGCGAAGAGGGGCGTTTGCTGGCGATCGATCGCGACCCGCAGGCTATCG
S Q L GEE G R L LATIUDT RTUDUEPIQATI A
CCGTTGCGAAGACTATTGATGATCCGCGCTTCTCCATCATCCACGGACCTTTCTCCGCGC

V A KT I DUDPRF S5 I
TGGGCGAATACGTTGCCGAGCGCGATCTTATCGGCAAGATCGACGGCATTCTCCTCGATC
G E Y D L I G I G I L L D L
TTGGCGTCTCTTCACCGCAACTTGATGATGCTGAACGTGGCTTTTCCTTTATGCGCGATG
G vV S s P QL DDA AEZRTGT FSTFMRBRDG

GTCCGCTGGACATGCGTATGGACCCAACCCGTGGGCAGTCAGCCGCTGAATGGCTACAAA
P L DM RMUDUPTIRGQS A AEUWTLNO QT
CCGCAGAAGAAGCCGATATCGCCTGGGTATTGAAAACCTATGGTGAAGAGCGTTTTGCCA
A E V L K T Y G E E R F A K
AACGCATTGCCCGCGCCATTGTCGAGCGTAACCGCGAACAGCCGATGACCCGCACCAAAG
R I A R A I V E R NRE P M T R T K E
AACTGGCGGAAGTCGTGGCTGCTGCAACGCCGGTGAAAGATAAGTTTAAACATCCCGCGA
A vV V. A A A TUP V KD KTV F KHP AT
CCCGTACCTTCCAGGCGGTGCGCATTTGGGTAAACAGTGAACTGGAGGAGATAGAGCAGG
R T F Q AV R I W V N E L E E I E
CGCTAAAAAGCTCGCTCAACGTGCTGGCCCCGGGTGGGCGGCTTTCGATCATCAGCTTCC
L K L NV L AP G G R L 5§ I I S F H
ACTCGCTGGAAGACCGTATTGTGAAACGTTTTATGCGTGAAAACAGCCGCGGTCCGCAAG
§ L ED R I V KRFMR®BRENSURGUP QV
TTCCGGCAGGGTTACCGATGACTGAAGAGCAGCTCAAAAAACTGGGTGGCCGTCAGCTGC
P A G L P M TEE Q L K K L R
GAGCACTAGGCAAGTTAATGCCGGGCGAAGAAGAGGTGGCTGAGAACCCTCGTGCCCGTA
A L G K L M P GEEEV A ENUZPIRA AR S
GTTCAGTTCTGCGTATTGCAGAGAGGACGAATGCATGATCAGCAGAGTGACAGAAGCTCT
vV L R I A R T
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