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Nucleotide sequence of rat c-jun protooncogene
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We isolated a clone containing rat c-jun gene from a rat liver and is highly conserved when compared with that of human c-
genomic DNA-) charon 4A library by plaque hybridization with jun gene (4). Nucleotide numbers are given with the initiation
32p-labeled human c-jun ¢cDNA (1) and determined the site of transcription as +1.

nucleotide sequence. The rat gene encodes a protein whose

deduced amino acid sequence shares 96% and 99% identity with

those of human (1) and mouse c-jun (2,3), respectively. The REFERENCES

3'-untranslated region contains three consensus signal sequences
L . B 1. Angel,P. et al. (1988) Nature 332, 166—171.
for poly(A) addition (shown by underlines). The 5’-promoter 2. Ryseck,R.-P. et al. (1988) Nature 334, 535—537.

region contains putative AP1 (TGACATCA),CTF (GCCAAT) 3. Lamph,W.W. ef al. (1988) Nature 334, 629—631.
and SP1 (CCCGCCCC) binding sites (indicated as open boxes), 4. Hattori,K. er al. (1988) Proc.Natl. Acad.Sci.USA 85, 9148—9152.

-258 GGAGCAACGCECEE6AG6666A666A66TEEAGAAAGAAGEECCCAACTETABGAGCECAGCGEAGCATTACCTCATCCCGTGAGCCTTCGCGEECCCAGAGAAGAATCTTCTAGGETEA
-138 GBTCTCCATGGCEACGE6TEGEECCRECCTr TTBAGABCGACSCANRECAATSGGAAGGCCTTEG6HTGACATCATE6ECTATTTTTAGEGATTGACTGGTAGCAGATAAGTGTTGAGCT
-18  CAGGCTGGATAAGGACTCAGAGTTECACTGAGTETGCAGAGACTGCCTAGCTEEAGAGCGCTCAGGCAGACAGACAGACGGACGGACTCGGCTAACCTEETCETCCGCEEACTCCEEECT
103 GTTCATCTGTTTETCTTCATTTTCTEACCAACTGCCTEEATCCABCECCCGCABCTCCTECACCEGTGTTTTEEEGAGCACTTEEAGAGTCCCT TCTCCCECTTTTCCCEEAGAAGAAG
223  TCACAAGTCCCGGCACTECTGACAGCATCEAGAACGEC TCCOGACCECECGAGEAAATABBCEAGCGECTACCBECCABCAACTTTCCTGACCCAGAGGACCGEGAACAABTEECCCEBA
343 GCEAACTTTTECAAAACCTCTTCTGCECCTAAGECTECCACCEAGACCETAAAGAAAAGEGAGAAGAGGAACCTATACTCATACCAGCTCGCACAGGCGECTEAAGT TGBECEAGTECTA
463 GCCBCBECTECCTAGCETCCCCCTCCCCCTCACABCGEAGBAGGEGACAGTT6TCEGAGECCEEECECAGAGCCEATCECEEECTTCCACCAAGAATTCCETGACBACTEETCTGCECCE
583 CCEBAGAACCTCTGTCGCTE666CTEETCCECEE6CTCCEAGBAACCECTGCTTCCCEABAGCBCTCCETEAGTBACCECEACTTTTCAAAGCTCCEGATCECGCEEEAGCCAACCAACE
703 TBAGTGCAAGCEETGTCTTAACCCTGCGCTCCCTEEAGCEAACTEEE6AGEAGGGCECAGEE6GGAGCACTECEETCTBAGCGCACGCTCCTAAACAAACT TTGTTACTEAAGCGEEEAC
823 BGCECGEETATCCCCCECTTCCCE6C6CGCTETTECEECCCCEAAACT TCTECGCACAGCCCABGCTAACCCCECGTGAAGTGACCRACTETTCTATEACTGCAAAGATEGAAACBACCTT
M TAKMETTETF
943 CTACGACGATGCCCTCAACBCCTCGTTCCTCCABTCCEABAGTGECECCTACEECTACAGTAACCCTAABATTCTGAABCAGAGCATEACCTTGAACCTEECCEACCCEETEEECAATCT
Y DDALNASFLOG@SETSS GAYGYSNPKILEKG GSMTLNLADPVGEGNL
4063 GAAGCCECACCTCCGAGCCAAGAACTCEEACCTTCTCACGTCGCCCEACGTCEBGCTBCTCAABCTGECETCECCEEAGCTEEAGCGCCTGATCATCCAGTCCABCAATGEGCACATCAC
KPHLAAKNSDLLTSPDVG6LLKLASPELERLTITIGSSNGEGHTIT
1483 CACTACACCSACCCCCACTCAGTTCTTGTGCCCCAAGAACGTGACCGACGAGCAGGAGGGCT TCGCCBAAGGCTTCGTGCGCECCCTAGCTGAACTGCATAGCCAGAATACGCTGCCCAG
TTPTPTO@FLCPKNVYVTODEG GETGTFAEGFVRALAELHSGE@NTLPS
4303 TGTCACCTCCGCGGCACAACCTGTCAGTGEGGCEEECATEGTCCTCCCGCTETEECCTCAGTABCTB6CGCTEECE6CE6C66C66CTACAGCGCCAGCCTGCACAGTEAGCCTCCGRT
VTISAAQPVSGAGB MY APAVASVYAGAGG GGGGYSASLIHSETPPYV
1423 CTACGCCAACCTCAGCAACTTCAACCCGGGTGCGCTEAGCAGCGECGETEEE6C6CCCTCCTATEECGCEACCGGECTEGCCTTTCCATCGCAGCCCCAGCAGCAGCAGCAGCCECCTCA
Y ANLSNFNPGALSSGGGAPSYGATEGLAFPSGPGGGEGGPPAQ
1543 GCCBCCBCACCACTTGCCCCAACAGATCCCGETECAGCACCCGCGGECTGCABBCECTEAAGBAAGAGCCGCAGACGETACCEGAGATGCCEGGAGAGACGCCECCCTTGTCCCCCATCGA
PPHHLPGQ@IPVGHPAR RLEOGALEKETEPGTVPEMPGETPPLSPID
1663 CATGGAGTCTCAGGAGCGGATCAAGGCGEAGAGGAAGCGCATGAGGAACCGCATCGCTGCCTCCAAGTBCCGEAAAAGGAAGCTGEAGCEEATCGCCCEGCTAGAGSAAAAAGTGAAAAC
M ESGERTIKAERKIRMRAaNR RTIAASKTCRKRPKLERTIARLETET KV VKT
1783 CTTGAAABCGCAAAACTCCGAGCTGGCGTCCACCECCAACATGCTCAGGBAACAGGTGECACAGCTTAAACAGAAAGTCATGAACCACGTTAACAGTGBGTGCCAACTCATGCTAACGCA
L KAGNSELASTANMLARAEG GYAGLTEKG GEKYMNHYNSGCOGLMLTO
1903  GCAGTTECAAACETTTTGAGGACAGACTGTCAGEECTGAGGGECAGTGEAAGAAAAAAATAACAGAGATAAACTTGAGAACT TGACTGETTGCGACAGAGAAAAAAAAGTGTCCGAGTAC
@ L@ TF x
2023 TGAABCCAAGGGTACACAAGATGGACTBEGTTECGACCTGACEECECCCCCAATETECTGGAGTGGGAAGGACGTEGCGCGCCTEECTTTEECEAGGAGCCAGAGAGCAGCGCCTETTEE
2143 GCACGCTTTBCGAACGEECTETECCGCGACCAGAACGATGBACTTTTCGTTAACATTGACCAAGAACTGCATEBACCTTAACATTCGATCTCAT TCABTATTAAGGGG66TE66TGG666
2263 CTTACAAACTGCAATAGAGACTETAGATTGCTTCTETAGTGCTCCETAAGAACACAAAGCAGGGAGEGCTGEGAAGEGEAGEGAGGCT TGTGAGTACCAGGCTAGATTGCBGATEAACTC
2383 CCCTG6CCTECCTCTCTCAACTGTETATGTACATATATTTTTTTTTAATTTGATGAAAGCTGATTACTGTCTATAATAAACAGCTTCCTGCCTTTETAAGTTATTTCATGTTTETTTETT
2503 TGBETGTCCTACCCAGTETTTGTAAATAAGAGATTTGAAGCATTCTEAGTTTACCATTTGTAATAAAGTATATAATTTTTTTATGTTTTGTTTCTGAAAATTTCCAGAAAGEATATTTAA
2623 GAAAACACAATAAACCATTGABAAGTAGCCCCCAACCTCTCTECTGCATTATCGATAGATAATGAGAGCTAGGTGAAATGACAGCTGAGTGTCTETATGCTEEE6TEAGAGCCTETABTC
2743 CCTCCCGTCTGGTTGTAGEAATAGACACCCTECATGCTATCATTGACTCATACTCTCTCCCCAGCAACCCACAAGTCCAGACTGTTGACCAGAAGATGETGCAGTGTTTCTTAAGGCTEE
2863 AAGAAGAGGGTGTTGCAAGGGEAGAGEGACAGCCCACTEEAAAGCAGACGCTTGAGT TGAGAGCCATATCAAGTAGCATGCGCTETGATCOTTTATAATAATAATAAAGACTTCAGCAAT
2083 TAGATETTTATCTCAAAGCAGGEACCCATEGAAGGTTTTACAAAAGETETCTCCTTCCAACTTEGATTCTGACGACTCCTAGAAAAAGATGACCTTTGCTTGTGCATATTTATAATAGTT
3103 CGTATCACAATAAATGTATTCAAATAATGGTTTTAAAAATCTTGAATTCCTTTTCCGTTGCTAATCTTTGTTTCCTAAGCCGCACACTGAAGAT TTTCCAAGTTTCTGEGEGAATTAGTG
3223 CATTCTACACTTTECAATTTAGAAGCCAAGCATTTAGGAAGAGTCAAAGGAGEATCTGGAACCTGEETGACTCTTCTCCCAACCCTCTCCCAATTCCCACTTEBACCETCCCCATCCEEE
3343 CACCTCTCBCTCCTACCAAGGAAGTGACCAGTETAGTEAGTCCTTATTTATTTTTTAATTTGTTTCAAAATAATCAATCTGECTTAATTATTGAGGTAGTCTEGEAAGTTCCTAGTATAT
3463 ATACTATGGAGCEEAGTCACAAGAGAAATEACTATATAGCACATCTETEATCCAAACCTCAGCTCCEGEEABACGGAAAACCTGAATCETGTCTCAGATACAGCTGAGGTTATCAACAGG
3583 TTTGTATTCAACGAGGEAATCATTTTTECCTECTCCCTTCTCATCCCCATGAGCTECTETGATTATCAAGCAGCAACAGCAATTGATATCCAGAAACACT TTCAGAAACCACTAATTGAA
3703 GCCTBECTGTTAACTCATTAGCACTGCTCCAATETTCAACGGGTCTGEEAGTECCTETGETABTAAATCCAAACACACAATTCCTCAGEAGTACACCTAGGTCTECAGGECCTCTCAGAG
3823 GCCTTTCAGACATCCCATAGAAGGCAGTCACTTEECCTEECCTCTTTAAGGCCCACTCTEECTACAGGAAGGCAAATGTTGATAGGTCATCATCTTACTCTCAAGGAACTCACTCTGGAG
3943 AGAGGECACAGGAAAGBAAAGAGAGACTATTCTATGAGECECATEETATAAGCAAGTEATECCAAGTGGAGAGBAGAAGCCATTATAAAGAT TTCACCGAAGTGACATTTEAACCAACCE
4063 AGGCACABACATGTAGATTTGAAGCAGGAAAGCACCATGTGATEGEGETAGEGGTTEGEATCTTTTTGAAGABECCRAATTC 4144
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