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We present the nucleotide sequences of cDNAs for murine
neuron-specific ('y'y) and non-neuronal (aa) enolases. A fulll-
length a cDNA was isolated as previously reported (4). To obtain
a full-length y cDNA, a new library was constructed according
to the procedure described in (5). Murine a and y sequences
encode subunits of433 amino acids showing an overal homology
of 83%. There is a high degree of conservation (94% and 98%
respectively) with corresponding subunits from human brain (1,
2, 3). No sequence homology was found between untraslated
regions (UTRs) of mouse ax and y mRNAs, and the 3' UTRs
differ greatly in length (322 and 926 bases respectively). These
features are conserved between murine and human species. In

the case of the y sequences, in addition to a significant overall
homology in the 5' and 3' UTRs between these two species (84%
and 68% respectively), two repeated motifs (see Fig.) were
entirely conserved, confirming the results of previous
comparisons between rat and human -y enolase cDNA sequences
(1, 2).
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Figure. Nucleotide sequences and predicted amino acid sequences of a (A) and 'y (B) enolase cDNAs. Repeated motifs, present in UTRs of -y mRNA, are underlined.
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