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From a genomic library of Arabidopsis thaliana (Brassicaceae)
constructed in the phage lambda vector EMBL3 we have isolated
and subcloned a complete rRNA gene unit. The intergenic region
(IGR; 1) and the region coding for 18S rRNA (2) were published
previously. Here we present the nucleotide sequences of the 5.8S
rRNA and the 25S rRNA genes as well as of the internal
transcribed spacers (ITS).

The 5.8S coding region shows 97.0% homology with the 5.8S
gene from Sinapis alba (Brassicaceae; 3) and 96.9% homology
with the 5.8S gene from tomato (4). The 25S coding region has
93.3% homology with the analogous gene from tomato (5).

ITS1 and ITS2, which are regarded as not being evolutionarily
conserved, are 75.7% (ITS1) and 81.1% (ITS2) homologous
between the two Brassicaceae mustard and Arabidopsis, whereas
the IGR’s of the two Brassicaceae Raphanus sativus and
Arabidopsis show no significant homology. This may indicate

that most of the ITS’s could be important for post-transcriptional
processing.
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1 qaattcctag taagcgegag tcatcagetc gegttqacta cqtcectgec ctttgtacac acegecegte getectaceq attgaatgat ceggtgaagt
101 qgtteggateg cggogacqtq gqtagttege cgecegogac gtogegagaa gtocactaaa cttatcatt tagaggaagq agaagtcgta acaaggtttc
201 cgtaggtgaa cctgcggaag gatcattqTC GATACCTGTC CAAAACAGAA CGACCCGCGA ACCAAAGATC ACCACTCTCG GTGGGOCGGT TTCTTAGCCG

GTGGTTTCGC

301 ATPCCTTGOC CGCCGGATCC

GTATCGGCAT GATCGGGAGC TTTTATCTCG GTCTTGTCGT GCGCGTTGCT TCCGGATATC ACAAAACCCC

401  GGCACGAAAA (rmcum ACATGCAAAC GAACGGCTGG CATTCGCCTC CCCGGAGACG GAMGGC GGHGCTGIG cmmm MGMM

GIGTCACAA A'
701 W omcmm oecmom Goocrmrc (XIAG(X.‘MGG AWG CGTACCGACA TGOGGTGGTG AACTTGATCC ATTACATTIT
801 ATOGGTOGCT CTTGTCOGGA ACCTGTAGAT GACCCAAAGT CCATATAGCG ACOOCAGGYC AGGOGGGATT ACCOGCTGAG TTTAAGCATA TCAATAAGOS
GOGAAOCGGG AAGAGOCCAG CTTGAAAATC GGCCTTCGAA TTCT)

1001 GAGAAGOGTC CTCAGCGACG

1101 GCYGICTACG AGTCGGGTTG TTTGGGAATG CAGOCOCAAT CGGGOGGTAA ATTOCGTOCA AGGCTAAATA CGGGCGAGAG ACCGATAGCG AACAAGYACC

1201 GOGAGGYAA GATGAAAAGG ACTTTGAAMA GAGAGTCAAA GAGTGCTTGA AATIGTCGGG AGGGAAGCGG ATGGGGGCCG

1301 GOGGAACGGA

GCRATCOGGT
1401  GYCGCTGO0G TGATOGTGGT CTGCAGCACG CGOCTAMOGS CGTGOCTOSG CATCAGOGTG CTCOGGGOGT CGGOCPGTCG GCTOCOCATT CGACCOGICT
1501 TGAAACACGG ACCAAGGAGT CTGACATGTG TGOGAGTCAA CGGGYGAGTA AACOCGTAAG GCGCAAGGAA GCTGATTGGC GGGATCCTCG CGGGTGCACC

1601 GOCGACOGAC CTTGATCTTC TGAGAAGGGT

AAGATGGTGA ACTATGCCTG AGOGGGGYAA AGCCAGAGGA

TCGAGTCTCA GCATGOCYGT OGGGACCOGA
1701 AACTCTGGTG GAAGOOOGCA GOGATACTGA CGTGCAMATC GYTOGTCTGA CTTGGGTATA GGGGOGAAAG ACTAATCGAA CCATCTAGTA GCTGGTTOCC
1801 'TOCGAAGTTY COCTCAGGAT AGCTGGAGCT CGGACGOGAG TPCTATOGGG TAAAGCCAAT GATTAGAGGC ATTGGGGGOG CAACGCCTCG ACCTATICIC
1901 AAACTTTAAA TAGGTAGGAC GTGTCGGCTG CTTTCTTGAG COGTCACACG GAATOGAGAG CTCCAAGTGG GOCATTTTTG GTAAGCAGAA CTGGCGATGC

2001 GGGATGAACC GGAAGOOGGG TPACGGTGOC CAACTGOGOS CTAACCTAGA ACCCACAAAG GGYGYTGGTC GATTAAGACA
2101 GPCGAAATCC GCTAAGGAGT GTGTAACAAC TCACCTGOCG AATCAACTAG OCOCGAAAAT GGATGGOGCT TAAGOGOGAC CTAZ:
GOCGTCGETG

2201 AAGAGCCAGG CCTOGATGAG TAGGAGGGCS CGGCGGTCGC
2301 AMTATTCAA ATGAGAACTT TGAAGGOCGA AGAGGGGAAA
2401 GICTGATAGC GCTTAAGCGA

GCAGGACGGT GGTCATGGAA

AOOCGG OOGTCGGGGC

GOGOGGAGCG CAGATCTIGG TGGTAGTAGC
GAACGGCACT TGCACATGGG TTAGTOGATC CTAAGAGICG

GIGGOGCTTG TAGGGAGTCC GGAGACGTCG

ACTICGAAAG
2501 GOGGGGCOCT CGGGAAGAGY TATCTTTICY GTTTAACAGC CTGOOCACCC TGGAAACGGC TCAGOOGGAG GTAGGGTCCA GOGGCTGGAA GAGCACCGCA
2601 CGTCGCGTGE PETOOGETGC GOCOOCGGGC GOOCTTGAAA ATOOGGAGGA OCGAGTGOCG CTCACGOOCG GTCGYACTCA TAACCGCATC AGGTCTCCAA

2701 GGTGAACAGC CTCTGGTCGA TGGAACAATG TAGGCAAGGG AAGTOGGCAA
TCGGCTGTCA GOGGACTGCT

2801 GGGTOOCAGT TOCGAACCCG
2901 GCTCTCTOGG GAGCTTICCC CGGGOGTCGA ACAGTCAGCT

CAGAACTGGY
3001 COCTGOGGAT GCTAACGCAA TGTGATPICT GOCCAGTGCT CTGAATCYCA AAGTGAAGAA ATTCAACCAA GOGCGGGY!
3101 TCTCTTAAGG TAGOCAAATG OCTCGTCATC TAATTAGTGA CGOGCATGAA TGGATTAACG AGATYCCCAC
(CGGGCTTCGC

3201 GOCAAGGGAA

GAAG ACCCTGTTGA GCTTGACTCT AGTCCGACTY
3301 TGGGAGCTTC GGOGCAAGTG AAATACCACT ACTTTTAMCG TTATITRACT TACTOCGTGA AYCGGAGGCC
GYGGGGAGTT 1GGCTGGGRC

3401 CICGCTIOGG COGGICGATC CGGGOGGAGG ACATICTCAG
3501 GCTCAACGAG

AACAGAAAYC POGTGTGGAA CAAAAGGGTA AAAGCTCGYT TGATICTGAT
3601 TCCTTTAGAC TTCGGAATTT GAAGCTAGAG GPGTCAGAAA AGTTACCACA GGGATAACTG GCTTGTGGCA GOCAAGOGYT CATAGCGACG TIGCTTITIC
3701 ATCCTTCGAT GTCGGCTCTT CCTATCATTG TGAAGCAGAA TTCAOCAAGY GYTGGATIGT TCACCCACCA ATAGGGAMCG TGAGCTGGGT TTAGACCGTC

3901
4001 GATTGOCGAC CCTCAGTAGG AGCTTAGGCT CCAAAGGCAC

GIGICGTTGE CTAAGTCCGY
4101 Wmmmmmrmmmmnmmm
aatecccaa

4201 GOOCTTIGTC GCTAAGATIC taaatcactc

3801 GTGAGACAGG TPAGTTTYAC CCTACYGATG COOGOGYOGC GATACTAATT CAACCYAGTA CGAGAGGAAC CGYTGATTCG CACAATTGGY CATCGCOGCT?
GGTTGAAAAG OCAGTGGOGC GAAGCTACOG TGOGCTGGAT TATGACTGAA CGOCTCTAAG TCAGAATOCG

GGCTAGAAGC

GMCGCATGOG CCOGCOGOCC
TCGGOGGAAC ACCGOCTTGA ATTATAATTA
oumm CTGAGATTCA

aacagetect

4301 taacgaattc

Figure 1. Nucleotide sequences of the 5.8S and 25S coding regions and of ITS1 and ITS2. ITS1 and ITS2 are in upper case, the 5.8S coding region is in upper

case and underlined, and the 25S coding region is in upper case and bold.



