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From a genomic library of Arabidopsis thaliana (Brassicaceae)
constructed in the phage lambda vector EMBL3 we have isolated
and subcloned a complete rRNA gene unit. The intergenic region
(IGR; 1) and the region coding for 18S rRNA (2) were published
previously. Here we present the nucleotide sequences of the 5.8S
rRNA and the 25S rRNA genes as well as of the internal
transcribed spacers (ITS).
The 5.8S coding region shows 97.0% homology with the 5.8S

gene from Sinapis alba (Brassicaceae; 3) and 96.9% homology
with the 5.8S gene from tomato (4). The 25S coding region has
93.3% homology with the analogous gene from tomato (5).
ITS1 and ITS2, which are regarded as not being evolutionarily

conserved, are 75.7% (ITS1) and 81.1% (ITS2) homologous
between the two Brassicaceae mustard and Arabidopsis, whereas
the IGR's of the two Brassicaceae Raphanus sativus and
Arabidopsis show no significant homology. This may indicate

that most of the ITS's could be important for post-transcriptional
processing.
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1 gaattcctaq taaqcgcgaq tcatcaqctc qcgttgacta cgtccctqcc ctttqtacac accgcccqtc gctcctaccg attgaatgat ccqgtqaagt
101 qttcggatcg cggcgacgtq qgtqgttcqc cqcccgcqac gtcqcqaqaa qtccactaaa ccttatcatt taqaqqaaqq agaaqtcgta acaaqqtttc
201 cgtaggtqaa cctqcggaag gatcattgTC GATACCTGTC CAAAACAGAA CGACCCGCGA ACCAAAGATC ACCACTCTCG GTGGGCCGGT TTCTTAGCCG
301 AT!CCTTGCC CGCCGGATCC GTGGTTTCGC GTATCGGCAT GATCGGGAGC TTTTATCTCG GTCTTGTCGT GCGCGTTGCT TCCGGATATC ACAAAACCCC
401 GGCACGAAAA GTGTCAAGGA ACATGCAAAC GAACGGCTGG CATTCGCCTC OCCGGAGACG GAGTGTGGGC GGATGCTGTG CTGCGAACTG AAGTCTUM
501 CGACTCTCGG CAACGGATU CTCGGCTC GCATCGATGA AGAACGTAGC GAAATGCGAT ACTTGGTGTG AATTGCG TCCCGTGAC CATCGAGTCT
601 TTGAACGCAA 6 CC AACCTCT GCCGAGGGCA CGT GCCTG ATCGTCGTCC CTCACCATCC TTTGCTGATG CGGGACGGAA
701 GCrGGTCCGTGTGTTAC CGCACGCGTT GGCCTAAATC CGAGCCAAGG ACGCCTGGAG CGTACCGACA TGCGGTGGTG AACTTGATCC ATTACATTTT

801 ATCGGTCGCT CTTGTCG AGCTGTAGAT GACCCAAAGT CCATATAGCG AOOCrAGGTC AGGCGGGT ACCOOGG TFAUGCATA TCAUTUAGCG
901 G1GG LG& AICIACLUG GATT=T GTAlCG06A GCG&A6G AGAGCCCAG C&AAT GrCOCGGAOCTCOA1 TTGTAGTCTG

1001 &GA&GMG TC CTCAGCGACG GA;GGs AAGTTYC G GLAAGGGGCG CCIGAGAGGG TGAGACCG TCSGGC A CSGTCGC ACCACGAGGC
1101 GMCTACG A6C TffG6AA CLGrCA CGGTGA ATTCCGTCCA AGGCTAUTA COGGGCrAG G UUATAGCG AACAAGTACC

1201 GCGAGGTAAA GATGAAAAGG AkC G&AAA GA6AGTCLU GATGCG AATI G AGGGAAGCGG TGGGGm: GCGATOCGTC CYGGCAT
1301 GCCGGACC GTWOOG CCG!CG GG TGGrACQ6ACG =GTACGG T=G AGCOGGGCT T ATACGC TTGTGrGAC
1401 GG)OIC; TGATCGTGGT CTGCAGCGC6 CGCCTAACGG MGTM CATCAGCG C?C GT= CGGIGTG GC!OCCTT CGACGTCT
1501 TGAAACACGG ACCAGG&GT CTGACGTG TGCGAGTC CGGGACTkA AC GTAAG GCOrAAGG&A GCTGATG GGGTCCTCG CGGGTGCACC
1601 GOCGACCGAC CITGATCTC TGAGAAGGGT TCGA6TGTGA GCATGOCTT CGGGACOCGA AAGATGGTA ACTUGOCCYG AGCGGGMAA AGCCAGAGGA
1701 AACTCTGGTG GAAGCOCGCA GCG&TCTGA CTGCAMTC GTTCGT CTGGGTTA GGGGCGG ACTATCGAA CCCIAGTA GCfWfI
1001 TCGUAGTTT ACCAGGAT AGCTGGAGCT CGGACGCGAG TTCTATCGG6 TAAGCrAT GTTAGGGC AtGGGGGCG CUCGCCTCG AICCTUTC?
1901 LACTITTM TlGGTAGGlC GTGT XTGT G OCGTCACG GUC1G CfCC&GTGG OCCATTYG GTAAGCA6&A CTGGATGC
2001 GGGATGAACC GGAAGCCGGG TTACGGTGCC CAACTGQGCG CTACCTAG& UO CACAG G GWM = GCAGGACGGT GGTCATOGGA
2101 GTCQGATM GCTUAGGAGT GTGTACAC TCACCGC ATCACTAG CAA GGATGGCOCY TAMGOGCrAC CTlTl43COGTCGGGGC
2201 AAGA6CCAGG CCTCGATGAG TAGGlGGGC CGTC TGCAACCT AGG=C=G GGCGGAGCOG GCTCGGTG CAGATCTGG TGGTAGTAGC
2301 AAUTACA ATGAGAACTT TG&AGGOOGA AG1GGGG&A 1GG UGACG6CACT TCACX TTAGTCATC CTAGlGTCG GGGGAAAC
2401 GTCTGUAGC GCTTAAGCGA ACTTCGAAAG GGGATCCGGT TAAATCC GAOGGGAC GTGG=G CGCACGT TlGGGAGTCC GGAGlCGTCG
2501 GCGGGGGOCT OGGAGAGT TATCTICT GTTTAACAGC CTGC=CC TGGAJCGGC TCGCGG GT1GGGTOrA GCGGCTGGU GAGCACCGCA
2601 CGT0;CGG TGT TGC GSCcccGGGC GCTIAA ATCCGGAGG& C&TGCCG CTCAlCGC GTOGTACTCA TAMCGCATC AGGTCYTZA
2701 GGTGAACAGC CTCTGGTCrA TGGACkATG TAGGCUAGGG AAGTCOGC UTG TAClGTUUGGA 1ATTG GCTCG&GGG CTGGG
2801 GGGTCOCAGT TOCGAACCCG TOGGCTGTrA GCGrACTGCT CGAGCTGCTT CCGOGGQCGG lGCGC COCGCCGI QOGGGGGACG lCTGGGUCG
2901 GCYCTC G GAGCTTTCCC CGGGT AC&GTCAGCT ClGUACTGGT lACGGUCAGG GG UCC TGTTAUTT1 UACAAGCl TTGGG

3001 CCxTGCGGAT GCTAUCGCAA TGTGATTTCT GCCCAGTGCT CTGGTGA UGSGAAGU UTCAACCAA GCOGGGTAA ACGGCGGrAG TAUCTATGAC
3101 TCTCTTAAGG TlG0UCATG OCTC=N C TAAT?AGTGOOCATQ TGG8TAkOG AGATTOCCAC TGT GC TCTAO!CAG CGUACC
3201 GOCAGGGAk C=GCGX lGAATCAGCOG GGGAAAGAG AOOCTGTTGA GCTGACTCT AGTCM6A TGTGAUTGA CTTGGAGGT GTAGGATAAG
3301 TGGGrGCTTC GGOOCAGTG AAACCCTlCTTTTUCG TTUMlCT TC GAkTCOGG1G6GX: m OOGTTTT GGTCOAGG
3401 CTCGCMICG CGGGTCGATC CGGGCGGAGG ACATGTCAG GTGGGGAGTT TGMl GC AATG TTAlA ATl lCGCAGGTGT CTAAGATGA
3501 GCTCAACGAG AACAGAAATC TCGTGTGQG CAAAAGGGT1 AAGCTCGTT TGTICI TTTCA"GTCG UACAUOC GTQALCGT GGOATCGA
3601 TOCTTTlGAC TT=A GAAGCTAG1G GTGTCA6A AGTTACCAC1 G6GATUCTG GC ?GCA GCAAGC TT CATAG6QCG T?GCFTG

3701 MTOCTTCIT CTCTGM6C CATClTTG TGAACAOGA TrCAOOCACAG GTTGGATGT OCA GGAAC GAGCG TTlGACC6TC
3801 GTGAGACAGG TTlGTSTTAC OCCTCTGATG TCOGC7= GATAGTAATT CAlOTGTA Cr6GAGGAC C6WTG CO CACTTGI; CATCGCTT
3901 GGTTGAUAG CCAGTGGGC GAAGCTlCCG TOGCGG TATGACTGAA CGT=G TCIAGMCG GMAGA6UC GACOCAC GO CC
4001 GATTGOOGAC CCCGTAGG AGCT?AGGT CCAAAGGCAC GTGTCOTTQG CTAlGTCGTT TCG GAC C CGOCTTGA ATTUlATITl
4101 CCAC=GCG GCGGGTAGU TOCMGCAG ACGACTT TAOGCCGG GGTlT6TA1 GTGGCIAGT GGO CCATCG CTGAGACA
4201 GC4CCT!C GCTAGATTC Gkccctctcc taaatcactc caaaaaaaac aatccccaat tctacacaag tqtttctaca ctaacaaaqc aacaqctcct
4301 taacqaattc

Figure 1. Nucleotide sequences of the 5.8S and 25S coding regions and of ITS1 and ITS2. ITS1 and ITS2 are in upper case, the 5.8S coding region is in upper
case and underlined, and the 25S coding region is in upper case and bold.
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