© 1990 Oxford University Press Nucleic Acids Research, Vol. 18, No. 13 4019

Nucleotide sequence of a cDNA coding for mouse
cyclophilin

Karl W.Hasel and J.Gregor Sutcliffe

Department of Molecular Biology, Research Institute of Scripps Clinic, 10666 North Torrey Pines
Road, La Jolla, CA 92037, USA

Submitted May 2, 1990 EMBL accession no. X52803

Cyclophilin is an abundant cytosolic protein that is expressed in and 98.8% amino acid identity with the human (5), bovine (2),
most tissues and is found in all eukaryotic species examined, porcine (3, 4), rat (6), and hamster (7) sequences, respectively.
including yeast and man (1, 2). The immunosuppressive drug
Cyclosporin A has been shown to bind cyclophilin with high
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TTTGCAGACGCCACTGTCGCTTTTCGCCGCTTGCTGCAGCCATGGTCAACCCCACCGTGTTCTTCGACATC 71
METValAsnProThrvValPhePheAspIle 10

ACGGCCGATGACGAGCCCTTGGGCCGCGTCTCCTTCGAGCTGTTTGCAGACAAAGTTCCAAAGACAGCAGAA 143
ThrAlaAspAspGluProLeuGlyArgValSerPheGluLeuPheAlaAspLysValProLysThrAlaGlu 34

AACTTTCGAGCTCTGAGCACTGGAGAGAAAGGATTTGGCTATAAGGGTTCCTCCTTTCACAGAATTATTCCA 215
AsnPheArgAlaLeuSerThrGlyGluLysGlyPheGlyTyrLysGlySerSerPheHisArgIleIlePro 58

GGATTCATGTGCCAGGGTGGTGACTTTACACGCCATAATGGCACTGGCGGCAGGTCCATCTACGGAGAGAAA 287
GlyPheMetCysG1lnGlyGlyAspPheThrArgHisAsnGlyThrGlyGlyArgSerIleTyrGlyGluLys 82

TTTGAGGATGAGAACTTCATCCTAAAGCATACAGGTCCTGGCATCTTGTCCATGGCAAATGCTGGACCAAAC 359
PheGluAspGluAsnPheIleLeuLysHisThrGlyProGlyIleLeuSerMetAlaAsnAlaGlyProAsn 106

ACAAACGGTTCCCAGTTTTTTATCTGCACTGCCAAGACTGAATGGCTGGATGGCAAGCATGTGGTCTTTGGG 431
ThrAsnGlySerGlnPhePheIleCysThrAlaLysThrGluTrpLeuAspGlyLysHisValValPheGly 130

AAGGTGAAAGAAGGCATGAACATTGTGGAAGCCATGGAGCGTTTTGGGTCCAGGAATGGCAAGACCAGCAAG 503
LysValLysGluGlyMetAsnIleValGluAlaMetGluArgPheGlySerArgAsnGlyLysThrSerLys 154

AAGATCACCATTTCCGACTGTGGACAGCTCTAATTTCTTTTGACTTGCGGGCATTTTACCCATCAAACCATT 575
LysIleThrIleSerAspCysGlyGlnLeu*** 164

CCTTCTGTAGCTCAGGAGAGCGTCCCTACCCCATCTGCTCGCAATGTCCTGTAATCTCTGCTCTCACTGAAG 647
TTCTTTGGGTTCCATATTTTCCTCATTCCCCTTCAAGTCTAGCTGGATTGCAAAGTTAAGTTTATGATTATG 719
AATAAAAACTAAATAAGAAAAAAAAAAAAAAAAAAA 736



