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We report the nucleotide (1) and predicted amino acid sequence
of a complete IN gene of an endogenous mink cell focus-forming
(MCF)-related murine leukemia virus (MuLV) DNA, B-34,
which was cloned from a BALB/c mouse embryo DNA library
(2). The B-34 IN gene had 82 % nucleotide sequence homology
and 86% amino acid sequence homology with the IN gene of
a known infectious AKR ecotropic MuLV DNA (3). The majority

homology to the IN gene of another endogenous MuLV DNA
cloned from a RFM/Un mouse; the latter however had a
premature termination codon located 19 amino acids from the
3’ end of IN (5). We are currently investigating the biological
properties of B-34 IN.
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1 EASTPYTPDFFHYTETDTIIKNILRETLGATYD
1 ATAGAGGCCTCAACCCCGTACACTCCAGACTTCTTCCATTATACTGAAACAGATATAAAGAACCTACGAGAGTTGGGAGCCACATATGAT
REKKYWV L 6 K PV HMPOD FTFELLDTFLHOQLT
91 AGAGAGAAAAAATATTGGGTCCTGCAAGGTAAACCTGTGATGCCTGACCAGTTCACCTTTGAATTATTAGACTTCCTTCACCAGCTCACC
HLSYY K M RALLDRKESTZPYYMLNIKTDTIKTITLHTE/V
181 CACCTTAGCTATCAGAAGATGAGGGCACTTCTAGACAGAAAAGAAAGCCCCTATTACATGCTAAATAAAGATAAGATCCTCCACGAGGTG
A E S C ACV VNASKAKYGPGVRVRGHRTPGT
217 GCGGAATCATGCCAAGCCTGTGTCCAAGTAAATGCCAGTAAAGCTAAGGTCGGTCCCGGGGTGCGAGTAAGAGGACATCGACCAGGCACC
HWETIDTFTEVRPSEGLYG GHIKYTULLVFVDTTFSGHMWYV
361 CATTGGGAAATTGACTTTACTGAAGTAAGGCCCGGACTGTATGGGCATAAGTATCTTCTGGTGTTTGTGGACACGTTCTCTGGCTGGGTG
EAFPTKHETAKYVTKIKTLTLTETETIFPRTFGMPO QV
451 GAAGCCTTCCCAACCAAGCATGAGACTGCCAAAGTTGTGACCAAAAAGCTTCTAGAAGAAATATTTCCAAGGTTTGGAATGCCCCAAGTA
LGTDNGPATFUVS vV § S VAKLLGTIDWIKTLUHTE CA
541 TTGGGGACTGATAATGGGCCTGCCTTCGTCTCCCAGGTAAGTCAGTCGGTGGCCAAGCTACTGGGGATTGATTGGAAACTACATTGTGCT
Y R P S §$ 6 VERMNRTTIIKETILTIKLTLATGTHR
631 TACAGACCCCAGAGTTCAGGTCAGGTAGAAAGAATGAATAGGACAATCAAGGAGACTTTGACCAAATTAACGCTTGCAACTGGCACTAGA
D WVLLLPLALYRARNTPGPHGLT®PYZETITLYS®
721 GACTGGGTACTCCTACTTCCCTTGGCCCTCTACCGAGCCCGCAACACTCCGGGCCCCCATGGACTCACTCCGTATGAAATCCTGTATGGG
A PP PLVNTFHDPEMSIKTFTNSZPSIL A H L AL
811 GCGCCCCCGCCCCTTGTTAATTTCCATGATCCTGAAATGTCAAAGTTTACTAATAGCCCCTCTCTCCAAGCTCACTTACAGGCCCTCCAA
DT VWVRRH T KNLEPRWIKGPYTVLLTTZPTA
901 GCGGTACAACGAGAGGTCTGGAAGCCTCTGGCCGCTGCCTATCAGGACCAACAAGACCAGCCTGTGATACCACACCCCTTCCTGGTCGGC
AV R EVWIKPLAAAYQDO QOQD PV IPHUPTFTLUVG
991 GACACCGTGTGGGTACGCCGGCACCAGACTAAGAACTTGGAACCTCGCTGGAAAGGACCCTACACCGTCCTGCTGACCACCCCCACCGCT
LKV DGTIAAUWTIHAAHVYIKAATTUPZPAGTA ASGTPT?T
1081 CTCAAAGTAGACGGCATCGCTGCGTGGATCCACGCCGCTCACGTAAAAGCGGCGACAACCCCTCCGGCCGGAACAGCATCAGGACCGACA
W K Y R S QNPLIKTIRLTRGEPTP*
1171 TGGAAGGTCCAGCGTTCTCAAAACCCCTTAAAGATAAGATTAACCCGTGGGCCCCCCTGA
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