
Nucleic Acids Research, Vol. 18, No. 14 4245

The complete nucleotide sequence of soybean glycinin
A2Bia gene spanning to another glycinin gene AlaBlb
Yoshiaki Kitamura, Masaomi Arahira, Yoshifumi Itoh and Chikafusa Fukazawa
Genetic Engineering Laboratory, National Food Research Institute, Ministry of Agriculture, Forestry
and Fisheries, Tsukuba, Ibaraki 305, Japan

Submitted June 19, 1990 EMBL accession no. X53404

We here present the complete nucleotide sequence encoding a shown in capital letters. The boundary region between two
glycinin A2BIa subunit precursor (obtained from soybean variety glycinin genes contains a unique motif of 'ATAT repeat' (-1920
Bonminori), of which 5'-flanking region reaches to 3'-end of to -1969; shown with the bold letters) which is composed of
another glycinin subunit gene AlaBlb which locates 2806 bp 25 repeats of the 'TA' pair. The functions of the 5'-flanking
upstream of the cap site (defined as + 1) of this gene. The region for the expression of a glycinin A2BIa subunit gene will
transcribed regions are underlined and the translated regions are be presented elsewhere.

... ................................................... AAGTTCCTGGTTCCACCT
gtatgtgcta ccccactttt gtctttttgg caatagtgct agcaaccaat aaataataat aataataatg aataaqaaaa
atgtaagtac tctctataat gagtcacgaa acttttgcgg gaataaaagg agaaattcca atgagttttc tgtcaaatct
ctgagcttct tgcaaaacaa aaggcaaaca
gaaagtattg cagacccaat agttgaagat
ctttgtgtct tcaaacataa aacatcgctc
tccattgtcc acactaaata gatattggtt
aaaaaaaatt acccccaatc ggtaatttga
gtgtaaaaca tagaatgaca ggacatcaca
taaaattcat ctatgttttt ttatatgata
aatatattat attttaagtt ggcctacaaa
ttaactattc tttgaataaa tggaattatg
ttctcattct tgtccatttc ttatttctcg
gactcgaata accaagaaac ttttggcagc
tttaacagtc aacatttggt caacacaact
tatggatttg ataaaatagg aggatcaaaa
ggtagtagct agggctgagc ataaacccga
aaaattgctt acatggggtt actttattcg
aagaatccgt tgcattcact aagcccgaac

ttgttaattg attgatatgt cattactaac
ttaatcatat ttattataga cctaaaacat
aacgaggata atccaaaaaa caaaatgtcc
attaattatt tcctaattaa attaaaaaaa
ggtcattttt ggacggccct tcttctcact
ccaccaccgt tttctggcaa ttgcatgcaa
aggcttccat agccatgcat actgaagaat
eae^^ararA Aeattetete eAttatetft

ataacgattg gtccaatgat
taactttaag aatgaagacg
caaatttaac atgggagcta
tcaagaaata ttaatttcat
ctcacaagtt agttagttga
tatattttta cacacacaaa
acaaacataa aaaaggtgag
atgatgaata ctttttttaa
tttgtggctc actacttatt
tgtgtgagga gctacaagtt
catggacagt gggcacaaaa
aatttgacag aaaaatttaa
tacatttaat tttttaattt
gagaagctcg aaccaaaccc
gatgagggtt taaaaaactt
ctgacaaaat cgagaggcta
ctacctatga taaagagtca
ataagtattt ttgtttaact
ctaatatata atttctctat
attgagtaac tagtatcaca
ttgaggatcc catcattgtc
tacaaacaca cttggtattt
gtctcaagct cagcacccca
naarartrAt rArrATrnCC

agttagcttg atcgatgata tctttaggaa
tcttatcagg ttcttcatga cttggagctc
aaaaatgtgt ttttctggga ttttaatttt
tttcatgact ttcaattcat aaaccttaaa
tattttgaag cttgaaattc agacatggac
aaaagaactc taataaaaaa atatgtgtag
aaacattaag tattttaata ttatatatat
taatattagt gtgcgttctt ttaatgtaaa
tcctgcaaaa tgtgcaatca ttcccgtata
cttaatgctt tgatagttct taatcattgc
tgtgcataat tccttgaaca aataagactg
tttcctgatt ttagaaaaga gaggaattaa
tttttgtttt aattgattct gacagctttc
acactaaagg aataaataaa aagacacaat
cctccggaga agaagaaagt gtttgaggcc
atgagttaga gacaatccag attattttct
aaataaattt tttaagatat aagaatccaa
aatataattg tttaaaactt agtcattttc
ccaagaaatt attatatata cagtacaaat
taaagatctg tcaaaaccat gaatagtgat
acacggtgta ttcatataat ttcatatgtc
gtcacataat gttgatgtcg aactgtcgaa
ctcctgtgac gtgtccctca cccaccttcc
AAGCTT(TTC TTTCCCTTTA TTTrrTT.TT

CAGGAGTCTC AGAAGAGAGC TGTGGCTtag
caaaqgcttt agcttgcctt ttattcactg

agcccttttt
taaaataata

tcttttgtct ctctctctct ctcttttttt tttctttctt
gtgttggcag gacaggacat agatgtagaa gactaaaatt
aacccaactt ggaaagttcg agagtatttg gaccattgtg
caacagagtc aaggatggtg ttgcatatga tgtcttgatg
cgaatattaa tttaaaatct atcctcaaat gataaatttt
atcagacaca tatgagcaca gacactctcg catagctaat
cttaacaaat atataaattg atggtaaata atttactttt
atatatatat atatatatat atatatatat atatatatat
ggtgctaatt taagtgttta aaatatataa agatgataac
tttggtgtcc atggcctta6 attttaggct cgagtcctca
atagaactac aattaatcta tccagattgt tgcattaatt
aggtttatgt gaaagcaaaa ggaaaaagaa gaaagaaaat
cggtctcaat tttaaaatct taaaactaaa aaaccaaatt
aaactgtcac aaattgtaac ttatttttta aatgaataat
cgggcggttt caaattgttt attcggacta tacgggttta
gcaaaagaaa ccaagccaca acgcagattg gaacacaccc
atcagaaata cccacagttt ttaaactctg actttgtaat
tacaaagaaa aaaaaattaa aattagaact caaaataaaa
ttcttatttt cgcttacttt ttttttatat tgacaatcaa
tattctccac taatctttat gatatgtaaa ttaaagtatg
aatttcataa cacctaataa tttctctatc cctagagtga
ataaacccgc gaacatgaaa tgaaaccatg gtccccctct
gccacctcac acccatgaac ttaatgaggt gtaacacaca
tctcttccct ataaataacc acgcctcagg ttctccgctt
TTrAnT IrT nrTTr:rrTT A:AnAnrAg InrArAnrAAA

ATGAGTGCCA GATCCAAAAG CTGAATGCCC TCAAACCGGA TAACCGTATA GAGTCGGAAG GTGGGTTCAT TGAGACCTGG AACCCTAACA ACAAGCCATT CCAGTGTGCC GGTGTTGCCC
TCTCTCGCTG CACCCTTMC CGCAATGCCC TTCGTAGACC TTCCTACACC AACGGTCCCC AGGAAATCTA CATACAACAA Ggtccataat cttgtttaat ttttttttta tcagatgtta
atggttagtt tttgttagta aaattgattg aaactgtggc ttttgttttt cttcttaacc gtccaaccta tcttatatat tcaaattaat aataacttgt ttcaatttct cagttttgtg
aaaccatgca ttttgaaaag aaaatggtta tgctaatgtt ttttttttct ttgtgttgtt gtgtaatata tatgaatagG TAATGGTATT TTTGGCATGA TATTCCCGGG TTGTCCTAGC
ACTTATCAAG AGCCGCAAGA ATCTCAGCAA CGAGGACGAA GCCAGAGGCC CCAAGACCGT CACCAAAAGG TACATCGCTT CAGAGAGGGT GATTTGATCG CAGTGCCTAC TGGTGTTGCA
TGGTGGATGT ACAACAATGA AGACACTCCT GTTGTTGCCG TTTCTATTAT TGACACCAAC AGCTTGGAGA ACCAGCTCGA CCAGATGCCT AGGgtgagac cacatagcaa tattagatat
tataattctt taaaggttta aatatcattt tagttcqtgq agttgcactt tctaatttag tacctataga ttaaaatatg ccaattggat ccttatagtt gtqttttttt atccaatttg
gttcttgtct tgaaatacat ggacaatatt gtagctgata aaaaaagaa actggactac attgtaacgt taagattaga attcttaagt tctaatacta gctqqttacg gattgacaac
tatttgtttt gacaattctt ggcagAGATT CTATCTTGCT GGGAACCAAG AGCAAGAGTT TCTAAAATAT CAGCAGCAGC AGCAAGGAGG TTCCCAAAGC CAGAAAGGM AGCMCAAGA
AGAAGAAAAC GAAGGAAGCA ACATATTGAG TGGCTTCGCC CCTGAATTCT TGAAAGAAGC GTTCGGCGTG AACATGCAGA TAGTGAGAA CCTACAAGGT GAGAACGAAG AGGAGGATAG
TGGAGCCATT GTGACAGTGA AAGGAGGTCT AAGAGTCACA GCTCCAGCCA TGAGGAAGCC ACAGCAAGM GAAGATGATG ATGATGAGGA AGAGCAGCCA CAGTGCGTGG AGACAGACAA
AGGTTGCCAA CGCCMAGCA AAAGGAGCAG AAATGGCATT GATGAGACCA TTTGCACAAT GAGACTTCGC CAAAACATTG GTCAGAATTC ATlCACCTGAC ATCTACAACC CTCMGCTGG
TAGCATCACA ACCGCCACCA GCCTTGACTT CCCAGCCCTC TGGCTTCTCA AACTCAGTGC CCAGTATGGA TCACTCCGCA AGgtacgtac atcatacatg ttataaatta agctcaacaa
atgttaaaaa atggtaatag ttatatatag taattaaaat gtgtgacgac aaagttatct tagcacttgc atatgcatta ttcatgtgct ttttttttat atatagaaat gcccgaagtt
attaagtagt cacagtttct tgtgtcgatt ttactaatct aattaatctc tgcatgagat gtaattatgc atgtgttatt aatttttgtt acatgtgata caattagtag ataattttqt
cctttagata tatgactcat gagtatgaaa tttttttcaa ccttgaaaaa tttgtttttg acttttaacc aaaaaatact ttgattaaaa aaaaagaaaa atatttttgt gccaaaaata
ttctgattca caaaaacata tttttctatg agactatata ttgacatgtg ataaaatacc tgataataat ttccatagga ttaggaagaa aaggtataag atagtgagat aattaattaa
tatcatgatg aaaagataaa aggaaaataa taatattata aaaatattgg atgaataaca tgttgtgatt aacgtacact tgcatggata ttgatgtatg gtgcagMTG CTATGTTCGT
GCCACACTAC ACCCTGMCG CGAACAGCAT AATATACGCA TTGAATGGGC GGGCATTGGT ACMGTGGTG AATTGCMTG GTGAGAGAGT GTTTGATGGA GAGCTGCAAG AGGGAGGGGT
GCTGATCGTT CCACAAACT TTGCGGTGGC TGCAAAATCC CAGAGCGATA ACTTTGAGTA TGTGTCATTC AAGACCAATG ATAGACCCTC GATCGGAAAC CTTGCAGGGG CAAACTCATT
GTTGAACGCA TTGCCAGAGG AATGATTC CACA T TT C TA A
GAGAGCTGTG GCTtagagag cccttttgca tgtgctacca cacttttgcc ttttgggctc tagctagtgc tggtagcagt aaataagaat gaataaaaga aacaaaggct tagatgccct
+++M+ AA+A^^++RAeiA.o+Aair.oo'n+AAf AnrrfA ntrttC aAAC tataa-aaatcaaattcqcat

tcttttcttt tctttttatt cctttctatc cttcttgcag aacaaaataa ggaaatattg ttgataac

-3001
-2881
-2761
-2641
-2521
-2401
-2281
-2161
-2041
-1921
-1801
-1681
-1561
-1441
-1321
-1201
-1081
-961
-841
-721
-601
-481
-361
-241
-121
-1

+120
+240
+360
+480
+600
+720
+840
+960
+1080
+1 200
+1 320
+1440
+1560
+1 680
+1800
+1920
+2040
+2160
+2280
+2400
+2520
+2640
+2760
+2880

. . . .
II

ttgttaagtg cagaataacg gqtaTagTaa ctatgtaccc LTgTgLaatg agLuccLcoo guacGta%,Qt; titlyaaaamloa- uaaauaaoa-m Gama-
. -I.. . -I . . - 1-1- II - -&- -A.-&A.-

.=) 1990 Oxford University Press


