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A cDNA coding for lamb preprochymosin was isolated from an
abomasum cDNA library successively screened with two
oligonucleotide probes corresponding to the 5'- and 3’-ends of
the coding region for calf prochymosin (1 —3). Similar to the
situation for the calf enzyme, a 16 amino acid residue signal
peptide (underlined) is followed by 42 residues of the proenzyme
region. The mature lamb chymosin begins with glycine at position
59. The coding nucleotide and deduced amino acid sequences
of lamb preprochymosin show about 95% and 94% similarity
to calf preprochymosin, respectively. Both aspartic acid residues
in the active site at positions 92 and 274 are conserved. Lamb
chymosin described here can be denoted as the B form because
of the presence of glycine at position 302 (cf. 4).
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CCCAGATCCAAG -1

ATGAGGTGTCTTGTGGTGCTACTTGCTGTCTTTGCTCTCTCCCAGGGCGCTGAGATCACCAGGATCCCACTGTACAAAGGCAAGCCTCTG
M R CL V VLL AV F AL S Q G A ETITH RTIUPTULTYKGI K PL

AGGAAGGCACTGAAGGAGCGTGGGCTTCTGGAGGACTTCCTGCAGAAACAGCAATATGGCGTCAGCAGCGAGTACTCCGGCTTTGGGGAG
R XK AL K ERGLULETDTFTULNGQZKQQYGV S S EY S G F G E

GTGGCCAGTGTGCCCTTGACCAATTACCTGGATAGTCAGTACTTTGGGAAGATCTACCTCGGGACCCCGCCCCAGGAGTTCACCGTGCTG
vV AS VPLTNYTLUDS QY F GG K I VY LGTUZPUZPGQETFTUVL

TTTGACACCGGCTCCTCTGACTTCTGGGTACCCTCTATCTACTGCAAGAGCAATGCCTGCAAAAACCACCAGCGCTTCGACCCAAGAAAG
F DTG S S DF W VP STIYCIKSNA ACI KNUH G QTR RTEFTDTUPT RK

TCGTCCACCTTCCAGAACCTGGGCAAGCCCCTGTCTATCCGCTATGGGACGGGCAGCATGCAGGGCATCCTGGGCTACGACACCGTCACT
S S TF QNULGI KU PLSTIU RYSGT GSMAQGTIULGTYTDTTUVT

GTCTCCAACATTGTGGACATCCAGCAGACAGTAGGCCTGAGCACCCAGGAGCCTGGGGATGTCTTCACCTATGCCGAGTTCGACGGGATC
vV s NI VDI QQTVGLSTGQEUZ®PGUDVFTYAETFTDGTI

CTGGGGATGGCCTACCCCTCGCTCGCCTCAGAGTACTCGGTGCCCGTGTTTGACAACATGATGGACAGGCGCCTGGTGGCCCAGGACCTG
L GM A Y P SLASETZY S VPV FDNMMDTU BRTZERILUYVAGQT DL

TTCTCGGTTTACATGGACAGGAGTGGCCAGGGGAGCATGCTCACACTGGGGGCCATCGACCCGTCCTACTACACAGGGTCCCTCCACTGG
F S V Y M DR S G QG S MLTULGA ATITUDT PSZYZYTSGSTULHW

GTGCCCGTGACGCTGCAGAAGTACTGGCAGTTCACCGTGGACAGTGTCACCATCAGCGGTGCGGTTGTGGCCTGTGAGGGTGGCTGTCAG
VPV TLOQIK Y WQFTUVD S VTTI S G AUV V ACETGTGT¢C Q

GCCATCCTGGACACGGGCACCTCCAAGCTGGTCGGGCCCAGCAGCGACATCCTCAACATCCAGCAGGCCATTGGAGCCACACAGAACCAG
A I L DTGTS KLUV GP S S DTITULNTI Q A I G A T Q N Q

TATGGCGAGTTTGACATCGACTGCGACAGCTTGAGCAGCATGCCCACTGTGGTCTTTGAGATCAATGGCAAAATGTACCCACTGACCCCC
Y GEFDIDGCDS SILSSMZ®PTUV VUV FETINTGTI KMTYUZ PTLTT?P

TACGCCTATACCAGCCAGGAGGAGGGCTTCTGCACCAGTGGCTTCCAGGGTGAAAATCATTCCCATCAATGGATCCTGGGGGATGTTTTC
Y A YT S Q E E G F T S G F Q G E H S H Q W IULG DV F

ATCCGAGAGTATTACAGCGTCTTTGACAGGGCCAACAACCTCGTGGGGCTGGCCAAAGCCATCTGATCACATCGCTGACCAAGAACCTCA
I R E Y Y S VF DI R ANUNILUVGUL A KA TI

CTGTCCCCACACACCTGCACATACACACGCACACGTGTACGTGAGCACACGTGTGCACACACAGATGAGGTTTCCAGACAGATGATTCTC
AATAAATGTTGTCTTTCTGCAAAAAAAAAAAAAAAAAAAAAAAAA
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