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We report here the nucleotide sequence of cDNA for a Drosophila
ribosomal protein. The amino acid sequence (114 amino acids) of
the ribosomal protein deduced from the nucleotide sequence is
highly homologous (77.9 % identity) to that of rat ribosomal
protein S26 reported by Kuwano et al. (1). The molecular weight
(13,266) and amino acid composition (high contents of basic amino
acids) of the ribosomal protein are quite different from those of
Drosophila ribosomal protein S26 reported by Chooi (2).
Therefore, we speculate that the cDNA reported here is the cDNA
for Drosophila ribosomal protein S31 reported by Chooi et al.
(3).

Nucleotide sequence and deduced amino acid sequence

GTGAACACACGCGGATTTCGCTGGGCGGATTTTGAAATTGATAAATAAGCCGCCAAGATGACCAAGAAGCGCCGTAACGG 80
M T K K R R N G

AGGACGCAACAAGCACAATCGCGGCCATGTGAAGCCCGTGCGCTGCACCAACTGCGCCCGCTGCGTGCCCAAGGACAAGG 160
G R N K H N R G H V K P V R C T N C A R C V P K D K A

CAATCAAGAAG'I'TCGTCATCCGCAACATCGTGGAGGCTGCCGCCGTGCGCGACATCACGGAGGCCAGCATCTGGGACTCG 240
I K K F V I R N I V E A A A V R D I T E A S I W D S

TACGTGCTGCCCAAGCTCTATGCGAAGCTCCACTACTGCGTGTCCTGCGCAATCCACTCCAAGGTGGTGCGCAACCGTTC 320
i' V L P K L Y A K L H Y C V S C A I H S K V V R N R S

GCGCGAGGCCCGCCGCATCCGCACGCCGCCACTGCGTTCCTTCCCCAAGGACATGGCCCGCAACAACCAGAACAGGAAGT 400
R E A R R I R T P P 1. R S F P K D M A R N N Q N R K

AGAGGTCTCGTCCAGCCGGAGGAGAGGAGCACTGGGTGCACCACCTGA(;ATCTCCATATGGAGTCTACCAATCTAGCCGG 480

ACTCGCGCCCCAGTGCGTTCCACGCTGGCGTCGAGGAATCGCCAAGATAAGCAGACGAAATATATGCAI'CCAGTTCTTTT 560

TTAATTTCAAAAAAAAAAA

Amino acid sequence homology

1 20 40 60
Drosophila MTKKRRNGGRNKHNRGHVKPVRCTNCARCVPKDKAIKKFVIRNIVEAAAVRDITEASIWD

Rat S26 MTKKRRNNGRAKKGRGHV'QPIRCTNCARCVPKDKAIKKFVIRNIVEAAAVRDISEASVFD

80 100
SYVI,PKLYAKLHYCVSCAIHSKVVRNRSREARRIRTPPLRSFPKDMARNNQNRK
*5*5*5* *$t*****$************** **** * * *

AYVLPKLYVKLHYCVSCAIHSKVVRNRSREARKDRTPPPRFRPAGAAPRPPPKPM
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