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We report the complete nucleotide sequence (4213 bp) of IC10, an acutely mitogenic retrovirus
which contains a novel oncogene named v-Rmi/ (1). This transduced gene is a member of the mil/raf
family. ‘IC10 virus contains a single long open rsading frame of 1079 amino acids coding for a Agag-
Rmil-A env polyprotein with a calculated molecular weight of 116,946 daltons. This protein |s composed
of 645 amino acids of the N-terminal part of gag fused with 367 amino acids of v-Rmil. The last 67
amino acids and the stop codon are provided by RAV-1 env sequences fused in frame with v-Rmi/
sequences. IC10 contains RAV-1-derived sequences that have not been yet described. Therefore we
‘compared these sequences with the published sequence of RAV-2 (1302bp), including the end of env,
the beginning of gag and the complete LTR (2). This comparison extends from nucleotide 1 to
nucleotide 593 and from nucleotide 3483 to 4213. The nucleotides differences found in RAV-2 are
indicated below the IC10 sequence. The major divergence is located in the U3 region where a deletion
of 11 nucleotides (indicated by asterisks) Is found in RAV-2 sequence when compared to IC10. In
addition, a deletion of one nuclectide at the end of IC10 env sequence results in a 22 bases shift of

the stop codon position relative to RAV-2.

U3= ™ o5
GA ATTCCGCATTGCAGAGATATTGTATTTAAG TGCCTAGCTCGATACAATAAATGCCATTTG ACCATTCACCACATTGGTOTGEACCTOOGT 92
-

TGATGACCOGACCGTTGATTCCCTGACOAC TACGAGCACATGCATGAAGCAGAAGGCTTC ATTTGGTGACCCCGACGTGATCGTTAGGGA ATAGTGGTCOGCCACAGACGOCGTGGCAT 212
CCTGTCCTCATCCGTCTCGCTTATTCGGGG TGACCCTAGT TG CGGCTT AGCTGAGTGACGT TCTACT ACA 332
TACCC T6G A AGGA TTCCGGTTGCTCT GCGTGATTCCGGTCGCCCGGTGGATCAAGE 452
ATGGAAGCCGTCATAAAGGTGATTTCGTCC GCGTGTAAGACCTATTGCGGGAAAACCTCT CCTTCTAAGAAGGAAATAGGGGCTATGTTG TCCCTGTTACAAAAGGAAGGGTTGCTTACG 572

Le-ga,
TCCCCCTCAGACTTATATTCCCCGGOGTCC TGOGATCCCATTACCGCGACGCTCTCTCAG CGGGCTATGGTACTTGGAAAATCGGGAGAG TTAAAAACCTGGGGATTGGTTTTGGGGGCA 692
TTGA ACAGGTTACA TC AGCAAAGTTTTGGTTGGGATTA TCT cG TCGAGAAACC 812
CGAATTGACA A ACAACTGT! TGCGAAGATAGCG AACGGCCACACCTAAAACCGTT GGCACATTCTGCTATCATTGCGGAACAGCT 932
ATTGGCTATAATTGCGCCACAGCCTCGGCT CCTCCTCCTCCTTATGTGGGGAGTGGTTTG TATCCTT TGACACACCTCCGGGG 1052
GCGGAACAGCCA ACAGCAT T GACTGGGCAAGAGT TTGCG AGT CATGCCT 1172
GTAGTGATTA TGG ACCCCTC AAATTGATCACAAGA CTGGCTGATACGGTTAGGACCAAGGGCTTA CGATCCCCGATCACTATGGCAGAAGTGGAA 1292
GCGLT CTCCCC GATGTTACGAATCTAATGAGACTTATTTTG GGACCTGCCCCATATGCCTTGTGGATGGAC GCTTGGGGCGTCCAACTACAGACGGTTATA 1412
GCGAATGGTCA ACGBAT AACTTGGATCGCTTAAAGGGTTTAGCTGAT GGGA CAGGCC 1532
GTATTATTAAGACCGGGGGAATTGGTTGCT ATTACGGCGTCGGCTCTCCAGGCGTTTAGA GAAGTT! ACCCGCAGGT CCA TA TCC 1682
GAGTCCTTTGTTGATTTTGCCAATCGGCTT ATAAAGGCGGTTGAGGGGTCAGATCTCCCG CCTTCCGCACGGGCTCCGGTGATCATTGAC TGCTTTAGGCAGAAGTCACAGCCAGATATT 1772
TAT cr TAATCAAATAT GTGCT, CCTCTT ACGGATCAAGGCAT TGTCG 1892
TCTGCTATCCAGCCCTTAGTTATGGCAGTA GTCAAT: AACTGGG GT TCTGCTAC ACTTGCGRATCC TTATCAGGCG 2012
CAGTGCCCGAAAAAACGAAAGTCAGGAAAC AGCCGTGAGCGATGTCAGT A ACGCTAAACAGTGTAGGAAG CGGGATGGCA 2132
TCTT cc TCTCGTTAGCGATG ACAATGGAACATAAAGACCGCCCCTTGGTT AGGGTCATTCTGACTAACACTGGGAGTCAT 2252
CCGGTCAAACAGCGTTCGGTGTATATCACC GCGCTGTTGGACTCTGGAGCGGACATCACT ATTATTT T \ GA 2312
ATCCATGGGATAGGAGAGAGAGGTTCAACT GCAGGTTTGTCTGCAACACCTCCTGCATCT TTGCCTGGGTCACTTACCAATGTGAAAGCA TTACAGAAATCACCAGGCCCCCAACGGGAA 2492

L v-Rmil
AGGAAATCATCCTCATCCTCAGAAGACAGA AATAGGATGAAAACCCTTGGTCGACGAGAT TCAAGTGATGATTGGGAAATACCAGATGGG CAGATCACAGTTGGACAAAGGATAGGATCT 2612
GGATCATTTGGAACAGTCTACAAAGGAAAG TGGCATGGTGACGTGGCAGTGAAAATGTTG AATGTTACAGCACCCACACCTCAACAGTTA CAGGCTTTCAAAAATGAAGTAGGAGTGCTC 2732
AGGAAAACACOGCATGTGAATATCCTACTT TTTATGGGTTATTCAACAAAACCTCAGTTG GCTATTGTTACACAGTGGTGTGAGGGGTCC AGCTTATATCACCATCTGCACATAATTGAG 2852
ACCAAGTTTGAAATGATCAAACTAATTGAT ATTGCACGACAGACTGCACAAGGCATGGAT TATTTGCATGCCAAGTCAATCATCCACAGA GACCTCAAGAGTAATAATATTTTTCTTCAT 2972
AAAAAT, TC GGTCTGGCTACAGTGAAATCACGATGGAGT GGATCTCATCAATTTGAACAGTTATCTGGA TCAATTCTATGGATGGCACCGGAAGTGATC — 3092
AGGATGCAAGACAAAAACCCATATAGCTTT CAGTCAGATGTGTATGCATTCGGGATTATG CTTTATGAACTGATGACTGGACAGTTACCA TACTCAAACATCAACAACAGGGACCAGATA 3212
ATTTTTATGGT TATCTATCT AAAGTAAGAAGTAACTGT CCCAAAGCTATGAAGAGACTAATGGCAGAA TGCTTGAAAAAGAAAAGAGATGAGAGACCT 3332
CTTTTT TTCTTGCCTCCATTGAG CTT CGTTGCCAAAAATTCAC CGCAGTGCATCTGAGCCGTCACTAAACCGG GCTGGCTTCCAGACCGAGGATTTCAGTCTG 3452
TATGCTTGTGCTTCTCCAAAMACGCCCATC CAAGCAGGAGGAATAGGAGAATGGGCCGTA CACTTGCTGAAAGGACTGCTTTTGGGGCTT GTAGTTATCTTGTTGCTAGTGGTATGLTTG 3572
Leenv
CCTTGCCTTTTGCAATGTGTATCTAGTAGT ATTCGAAAGATGATTGATAATTCACTCGGC TATCGCGAGGAATATAAAMATTACAGGAG GCTTATAAGCAGCCCGAAAGAAGAGCGIAG 3692
GCGAQTTCTTATATTCCGTGTGATAGCTAG TTGGATTOGTAATTGATCGGCT GAATAT TGAATAGTAAACTT GTAGACTTGGCTACAGCATAGAGTATCTTC 3812
TGTAGCTCTGATGACTGCTAGGAAATAATG CTACGGATAATGTGGGGAGGGCAAGGCTTG CGAATCGGGTTGT. AGGCTTGAC ATAGCATGTTT. AMAA 3932
GCGAGACTTCOGTTGTACGCGGTTAGGAGT CCCCTCAGGATATAGTAGTTTCGCTTTTGC ATAGGGAGGGGGAAATGTAGTCTTATGCAA TACTCTTGTAGTCTTGCAACATGCTTATGT 4052
U3
AACGATGAGTTAGCA TATAAGG AGAGAAA TOCCGATTGOT GGAAGTAAGGTGTATGATCGTGGTATGAT COTGGTATGATCGTGCCTTATTAGGANGG 4172
383 333 8§

AACAGACGGGTCTAACACOGATTGGACGAA CCACTGAATTC 4213
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