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In this report we present the complete nucleotide sequence of
the human prostatic acid phosphatase cDNA isolated from a
human prostate cDNA library. A lambda gtl 1 human prostate
cDNA library was screened using oligonucleotide probes
synthesized from the known N-terminal protein sequence of PAP
(Lin et al., 1983) and/or using an anti-PAP monoclonal antibody
(Patel et al., 1986). The complete nucleotide sequence of one
of our cDNA clones, PAPi - 1B, is shown below. Our sequence
differs from those published by Vihko et al. (1988) and Sherief
et al. (1989) at several bases. There were 13 nucleotide
substitutions in our clone, out of these 6 occurred in the coding
region, three of which resulted in an amino acid change. At
nucleotide 232, Trp to Arg and at 506 Pro to Arg, resulted in
changes from aromatic amino acids to basic amino acids. At
nucleotide 670, Ala to Pro resulted in a change from a neutral
amino acid to an aromatic amino acid. The advantage of our clone
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GCTCCTAaCTCCTGGCCAGAAACAGCTCTCCTCAACAI

from the other published clones is that it is a full-length clone.
The sequence contains a complete open reading frame that can
encode a polypeptide of 342 amino acid residues with a calculated
M.W. of 50,000 DA. At present we are trying to express this
cDNA in various cell lines.
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TGAGAGCTGCCCCCTCCTCCTGCACGOGAMG 70
CAAGGAGTT 140
MACCCCATA 210
LTGAACTTG 280
rTATATTCG 350
ccaGa&GT 420
TGA&GATC 490

SAAATCAGA 560
GATTACAT 630
QCAATTTCA 700
CCTCCTGTC 770
GAAATCCTC 840

RTGACACTA 910

lTGCCACTT 980
CAGCACGAG 1050
!GGTGGCC 1120
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CAAGCTTAGCTT_T__C_TTTCTc caaGToTAcTaoc(
GAGTGGC' GTT~GCTGGaCAcGacAaaTccaTTGaCaCCTTTCCCacT(
AAGGA&TCCTCATGGCCACAAAGGATTTGGCCAACTCACCCAGCTGGCATGGAGCAGCATTJI
GAGATATAAAGAAGAATAAGAArnCTGAAGoCcTATARAC&TGAzAooGT2

AAGCACAGACGTTGACCGGACTTTGATGAGTGCTATGACAAACCTGGCAGCCcTGTm ccC
GTCAGCATCTGGAATCCTATCCTACTCTGGGAGCCCATCCCGGTGCACACAGTTCCTCTTTC
AGTTGCTATACCTOCGTTTCAGAACTGCCCTCGTTTTCAAACTTGAGAGTAGACTTT
GGAATTCCAGAAGAGGCTGCACCCTTATAAGGATTTTATAGCTACCTTGGGAAAACTTTCA(
GGCCAGGACCTTTTTGAATTToGAGTAAaGTCTACGACCc ATATTGTGAGAGTCTTCM
CTTTACCCTCCTOGGCCACTGAGGACACCATGACTAAGTTGAGAGAATTGTCAGAATTGTCC
CCTC A AACAAGGGGGTGTCCTGTCAT
AATCACATGAAGAGAGCAACTCAGATACCC _
CTGTGAGTGGCCTACAGAT AGTTTTACAA TCTTCCTCCCTATGCTTC3
GA a _T I DOAAAOGGAGTACTTTGTAGAATTACTACC0GA&TOA0AC43
CCGTATCCCCTCATGCTACCTGGATGCAGCCCCAGCTGTCCTCTGGAGAGGTTTGCTGAGC
CTGTGATCCCTCAAGACTOGTC _TC
AGATTAGTTGCAQCGAGATCTCTTAGSOATAGaACT0C CQTTTCT^GAGATGTaGAGA
ACGTACTTACCATTACCCCC __ _ _TG _ _ _AT T
CCCCCARCCTCAGGCATTCCTACCTCTTCQCCTGACCCTGCCCCCQCTTGCQATAAAACTTAGCTCAAGT
GTTTaTTTTTTQCAGcTTAATGT^AAAGCGCAGTGCC^AAA&TATJATCAGAGATmGACTTAGG
TCAAAGTTCATAGAGTTCCCATGAACTATATGACTGGCCACAAATCTTTATTTCTOA

a
A ~~~~~~~~~~~~ClAGOATTTAOACAOCOTlAAASSOAQ

CoC CM QA AAOTTATC ST CCAATTTAC
CCATCAGTTCQCCAGGCILaAa^A^GOQCOA^T
CTCCACTGGA^AAC_^ATCOSAkATT^OTQ^C AAAA
TTAAAACCTCTTOGTGTCTC QTTTATTCTTAAaAAACQ LATCAAACTTTa_____CTCSATGATATCA ^CAGATA,C

AOCTCCSACCDOTATTAAQOlCCTTAAT
TGTAAC GGC_TCTAf AOaOaA CA C

TACZ CCGOTAAaAaa
CTACTGTACTCCQAOCCACW CAAGAOAOCOAGACCCTT!
WTAWTAMAAMTAAAATaAM 2403


