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The genomic library of My cobacterium leprae cloned in lam 1 GGTGTAGGGAGAGCAGGTAACCGCCGATGTTCGAAAGATTTACCGATCGTGCCCGCAGGG
gtl11 (1) was screened with pooled sera from lepromatous leprosy VVVLAQETERARMLNHANYIGTE

patients. A 2.5 kb clone (LSR 2) was sequenced. The deduced 61 TGGTCGTCCTGGCACAGGAAGAGGCCCGGATGCTCAACCATAACTACATCGGCACCGAGE
: : . s HILLGTLTIHETGTET GV VAATKSTSTLTDS

amino acid sequence of one of the open reading frames exhibits 121 ACATTTTGCTGGGTCTTACTCACGAAGGCAAAGGTGTCGCGGCGAAATCGTTGGATTCGT
significant homology with atp operon of Rhodopseudomonas LGISLEAVRSQY EDTITIGO QEGHQ

blastica (2) 181 TGGGGATTTCACTTGAAGCCGTTCGCAGTCAGGTCGAAGATATTATCGGCCAGGGTCAGE
: Q APSGHTIPFTPRAIKTKIVLTETLS

241 AGGCGCCGTCGGGGCATATCCCGTTTACGCCTCGTGCCAAGAAGGTTCTTGAGCTGAGCT
LREALQLGHNYTIGTTEHTILITLG
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