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c¢DNA 47-3 (1373 bp) was isolated from a L6-Myoblast (rat)
library by a selective screening procedure using an UDP-
Galactose-4-Epimerase deficient E. coli strain (DC41—2F").
Expression of this cDNA, leads to reconstitution of epimerase
activity in strain DC41/2F’ and enables it to grow on medium
containing phenylgalactoside. Usually this substrate is lethal for
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bacteria producing lacZ but lacking galE activity (1). The
nucleotide sequence of the isolated cDNA has significant
homologies to E. coli- (2) and Yeast-Epimerase (3) (GalE and
Gal10). Thus, the isolated cDNA should encode an eukaryotic
homologue of UDP-Gal4-Epimerase.
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GGCACGAGCTCTGCA GGC GCC ATG cAG GQGAQG 39
GTGCTC GTC ACG GGC GGG GCT GGC TAC ATCGGT AGCCAC 78

v L v T G G A c Y 1 G s H
ACAGTG TTG GAGCTGCTGGAG GCG GGC TACTCGCCTGTG

T v L B L L B A G Y s R ve w
GTCATC GAC AACTTC CACAAT TCC ATT CGTGGA GAA GAC

v 1 D N ] H N s I R G B pc 136
TCC ATG CCTGAGAGCCTGCGC CGG GTC CAGGAGCTG ACA

s M P B s L R R v Q B L T 195
GGC CGC TCT GTG GAG TTTGAG GAG ATG GACATC TTG GAC

G R s v B F B B M ) 1 L pc 4
CAGGCA GCC CTACAG CACCTCTTT AAG AAGCAC AATTTT

Q A A L Q H L F X x H N BT
AAGGCT GTC ATCCACTTTGCT GGG CTC AAGGCT GTG G

X A v 1 H F A G L x T v gc w2
GAGTCA GTG CAG AAGCCTCTG GAT TAC TACAGAGTT AAC

B s v Q K P L D Y e R v AC 1
CTA ACA GGG ACCATC CAGCTCCTG GAG ATCATG AGG GCC

L T G T 1 Q L L B 1 M R RC ¥
ATG GGG GTG AAGAGTCTGGTC TTC AGC AGCTCA GCC ACC

M c v K s L v F s s s A §C 4
GTGTAT GGG AAACCC GTACCT GCC TCT GGACGA GGCCCA

v Y G K P v P A s G R G §A 468
€CCC CACCGGGGC TGT ACCAAACCC TAC GGC AAGTCC AAG 507

P H R G c T K P Y G 3 s X
TTC TTC ATT GAAGAG ATGATC CAG GAC CTGTGC CGG GCA 546

F F I B B M 1 Q D L c R A
GAC ACG GCC TGG AACGCTGTGCTG CTT CGGTAC TTC ATC 585
D T A w N A v L L R Y F 1
CCC ATA GGC GCC CAT CGCTCT GCG CGC ATC GGC GAA GAT 624
P 1 G A H R s A R 1 G B D
CCT CAG GGT ATC CCC AACAACCTC ATG CCCTAT GTC TCC 663

P Q G I P N N L M P Y v s
CAGGTGGCAATC GGG CGACGA GAG GCC CTGAATGTC TTT 702

Q v A I G R R B A L N v F
GGT GAT GACTAC GCT ACGGAG GAT GGG ACAGGTGTG AGG 741

G D D Y A T E D G T G v R
GAT TAC ATTCATGTG GTGGAT CTG GCC AAGGGC CAT ATA 780
) Y 1 H v v ) L A X G H 1
GCA GCC TTG AAGAAGCTGAAG GAG CAG TGTGGTTGC CGG 819
A A L K '3 L K E Q c G c R
ATC TACAACCTG GGC ACGGGC ACA GGC TATTCGGTCCTG 858

1 Y N L G T G T G Y s v L
CAGATG GTC CAA GCC ATGGAG AAG GCC TCA GGG AAG AAG 897
Q M v Q A M B [ A s G X X
ATC CCG TAC AAGGTG GTGGCA CGG CGG GAAGGC GAT GTG 93

1 P Y X v v A R R B G D v
GCGGCC TGTTAT GCC AACCCC AGC CTG GCCCAT GAGGAG 975
A A c Y A N P s L A H B B
CTGGGC TGG ACAGCA GCCTTG GGG CTG GACAGG ATGTGT 1014

L G w T A A L G L D R M c
GAA GAT CTG TGG CGC TGG CAG AAG CAG AACCCTTCA GGC 1053
E ) L w R w Q X N P s G
CTTGZEG GCGCAT GGC TGAGGC TCT CCT TACCAC GGA CCA 1092

-

GAA AAG AGCAGC TAC CTGCTT TGC AGC CGC CAC AGGACC 1131
CTACAC CCT CATGCG CTGAGGCCA CCC TACCTC AAA GGC 1170
CAGCTG TCT CTC AGC CCTCCC GGC AGG AGACCT CTGGTT 1209
CTACTG ACC AGA AAGGAGTCT GGG TCC TTCCAGCCT ATT 1248
TTC CCC AGAGTCCAGCAGCTCATG TGA TCCCCAGAGCCT 1287
TGT GGA GGCCAG GGG GTCTGG GAC CAA AGCCTC CCTCAG {32
GCACTA ACTTAT ACA GCTAAGATT GAG CTTTCC AAAGTA 1365
TTT AAA ATAAAA ATGTCTTCT TCT CGT GCC GAATTC 3 1401
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