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Sequence of the rat ac large chain of the clathrin
associated protein complex AP-2
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We have isolated cDNA clones for the large ac chain of the rat
brain Clathrin Associated Protein complex AP-2. A rat brain X-

ZAP-II cDNA library (Stratagene) was screened with the
synthetic oligonucleotide probe 5'-C(C, T) TCCAT (A ,G)
TGNCC (A, G) AA (A, G) TC (G, T) ATGTCGTG,
corresponding to the stretch of amino acids between His-70 and
Ala-79 that are shared by both mouse caa and ac chains (1). Two
cDNA clones were sequenced by the dideoxy termination method
(2) using internal 17-mer sequencing primers. The combined
DNA sequence is shown in Fig. 1. Sequence comparison with
the mouse cta and cac homologues demonstrates that the rat protein
is 99% identical to the mouse ac chain. It contains 938 amino
acids, with no gaps, and two conservative changes corresponding

to Glu-8 instead of Asp-8 and Ile-788 instead of Val-788,
respectively.
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T GAGsCTCreCCCGGGTCGCAAAGATGCCGGCCGTATCCAAGGGGGAGGGGATGCGAGGCCTAGCGGTCTTCATCATCCATATCCGTAACTGTAAAAGTAAAGAAGCT 83 RAT
T GC A c C A HSE

GAAATAAAGAGGATAAAAATCGATGG CAAATATTAGAT TTTAAAGGTGACAAGGCTCTTGATGGCTACAGTAAGAAGAAGTATGTCTGCAAGTTACTCTTCATCTTTCTCCTT 203
A C AA C A A G

CGTCATGACATTGACTTCGGACACATGGAAG TGTGAATCTTCTGAGCTCAAACAGATACACGGAAAAGCAGATCGGrTACCT TTTCATCTCTGTATTOGTGAATTCAAATAGTGAACTG 323
T T C C

ATCCGGTTGATTAACAATCATCAAGUTGACCTGG C TCCTACATTTATGOGTCTGGCCCTGCACTOCATCGCCAATGTAGGTAGCCGTGAGATGCCAGAGGCCTTCGCTKT 43
G C T C C C

GGAGAGCTCCCCAAGATCCTGTCCATTCTCTCMTCCATGGACAGTGTGAAGCATG.A4CT=TGCGCTTGTTGCGCCTGTACAGGACGTCACCTGACCTAGTTCCaTATW MCTGG 563
C T A A C

ACATCCCGTGTGGTACA TCCTCAATGACCAGCACTTGGGTGTAGTGACTGCCGCAACTA GCCTCATCACCACACTGG=AGAAGAA TCCT"GGAGTTCAAGACCTCTGTCTCTCTA 683
T C A G C C C

GCTGTCTCTCGACTGAGCAGAATTGTGACGT CTTCAGGATTATACTTACTACTTTGTCCC CGGCTCCTTGCTGTCATTCAAA TTCTGAGACTGCTGCAGT8CTAC03
C C T A C

CCACC=A TGCGGTGCOTGGC O=GACTGAGTGCTCGGAGACCATCCTGAAT CAGGA TCCAAGAAAGTCCAZCATTCAAATGCCAAGAACGCTGTG 923
C A G

CTG TTTTGAGO TCACCCTCA TCATCCACCATGACAGTGAGCCCAACCTCCTOGTCCGTGCCTGCAACCAGCTGGGCCAGTT UCCTGCAYCATCGGGa--- TG=TACCTGGCT 1043
G A T C C C G A

CTGGAGAGCATGTGCACACTTGMAOCTCTGAGTTCTCTCACGAGGCTGTCAAGACCCACATCGAGACTGTCATCAAT>TC=CGGAA A A-GTGUTGTGCTGCAGTGGGCA 1163
G C C T C A C A

GTGACC^CTCTCACGCCAT^ O AGCAGATTGTGGCTGAGATCCTGAGCTACCTAGAAACAGCTGACTACTCCAT----- TTGTOCTGAAGGTGGCC 1283
T C C A

ATCCTTGCCGAGAAGTATGCAGTTGACTACACTTGGTATGTGGACACCATCCTCAACCTCA TCCGCATTGCAGGCGA TATGTT CTGCGTA TCATCCAGATTGTC 1403
G C C G

ATCAATCGCGATGACGTGCAGGCTTATGCTGCCAAGACGGTATTTGAGGCATTGCAGGCTCCAGCATGTCATCTTCGTCAAAGTGGGCGGCTACATCCTGGGCGAGTTTGGAAAC 1523
C G G

TTC^T CVCTTGATCCAGTTCAACCTSCTCCACTCCAA TTCCACTTGTGC GTCCCCACTCOGGCACTCCTGCTGTCCACCTACATCAAGTTCGTG 163
T G

AACCTCTTTCCAGA lUTAAACOCTA = TT tCAGGACGGCTGCGCAGTGACAGCCAAC T TGTGGAGCT_CACCAGCtG^CCTGTCAGTACC GCtCACTGAGTACTGTT 1763
A G TCC C C

OCCAGCACTCoATATCCTGC^tAACTCTCCCTWAAGAAAT TTCCCTGAGCGAGTCCTCCATCTTGOMAAG^TG-M-AG-A-l-d-AG-AGACCt TGACCTGGAG 1M3
C G
KTGAGCGAAGCTCGATGT TCCACCCAGCACCA TOCTGCGTCCACACCTTCTCCACCTrAGCAGACCtTCCTONTCTGOOCC2CCC2003
C T C G

CCTGCCT QA -------CCCTCCTCTGGCOGTGtGTTCCTGGTGGACGTGTTCTCAGACTCAGCTTCTGCAGCTiT ACCCTCCTT^CCtsCGCTCTTG TGCCAGGTTT 2123
C C CC C

GtTTCTGAAAAACAATtCTtGTtTGTTTGAAAACCATCCTTCAAATTGGACTGAAGTCAGAATTTCGGCAGAATTTAGCTCGGATGT TCATATTTTATGGTAACAAGACCTCCACGCAG 2243
T A C t C T

TTCCTAAACTTTACTCCAACACCAA TCTGTGCTGACGACCTTCAGACTAATCTGAACCTGCAGACTA TGGACCCAACTGTGGAT CCCaA rCAGG T2ATCAAC363
C A C A G

ATTCACTCTATATCTGATTTTArAGAGOCACCTtt-TCCTCAACATCCAGT1 CTCATATOGTGCTACCTTCCAGAATGTTTCTGTTAAGCTTCCCATCACTCTCAACAAATTTTTCCAGCCC 2483
C C C

ACAGAATGG CTCAATTCTTTCAACGTGGAAGCAG TTGAGMTCCA TCAGATCTTtCA>T.CA--GATCTT T C T&r^ 2603
G G A

AT.TAT TGATtCGTTCTGSCTCTTWAGATTATCCAACCCTGCATI-TTTGGTCTGGCATATAATAC AAAACACCCGTCGCTOCTTGTCGCCTACCA 2723
c G T c c T

AACCTCCAAGCTCAGATGTACGCTCACCTTTCCACAAAGCACCGTCTCTCGGCTASTGTGATTCTTCGrGMCTAG TTCTAA r-CCA-'-MSSCJCTCTT 2643
T G CC

GTTTGTCGTCTCTCTCGTCTCTCTCGTTTGTCTCTTGTA CACTGCATAACASCCCSCTTTTAACTGCCATCAGCAMTCCAGCCTCCCT GGG 296
T X C C TG C

TGTGTAAGGATCAGGCACGTT GAGAGGCTGCCACAGGCCTGCCCCGTCAGAAGGGTGCCTGGGCCCTGG ACAAGGCAGTCCTGTGGTTCACCTACA 307
C T A C AA

Figure 1. Nucleotide sequence of the rat brain large ac chain. The sequence comparison between the rat and mouse cac chains shows 95% identity at the DNA
level and 99% identity at the protein level. Sequence differences and the initiation codon are indicated.
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