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Several cDNA clones corresponding to coat protein (CP) gene ACKNOWLEDGEMENT
ofPVY (the Chinese isolate) were isolated from the PVY cDNA

We thank Dr Nam-Hai Chua (the Rockefeller University) for
library by using the PCR product of the CP-coding sequence as synthank Dr prmers for PCRo
a probe. The nucleotide sequence was determined by the chain synthesis of the primers for PCR.

temrination method with Sequenase Kit from USB. The sequences

reported in this paper comprise the entire coat protein region and
part of viral NIb. Comparison of CP amino acid sequence of REFERENCES

the Chinese isolate with those of PVYn (1) and PVY° (2) shows 1. Van der Vlugt,R. et al., (1989) J. Gen. Virol. 70, 229-233.

93% of identity in both cases. 2. Bravo-Almonacid,F. et al. (1989) Nucl Acids Res. 17, 4401.

Q Q Q P F A T I A Q E G K A P Y I A S M A L R K L Y M D R A 30

G CAACAGCAA CCT T GCAACA ATA GCGCAG GAAGGGAAG GCT CCT TAT ATA OCAAGCATG GCA HTA AGGAAACTO TAT ATG GATAGG GCI 91

V D E E E L Rt A F T E M M V A L D D E F E F D S Y E V Hl H Q 60
GTG GATGAGGMGAG CT AGACC TTC ACOAA ATG ATG TC CA HA GATGATGAG HC GAG TC GAC TC TAT GAAGTA CAC CAT CM 181

A N D T I D A V G D N K K D A K P E Q G S I Q S N P N K G K 9

GCAMTGAC ACA AH GAT CAGTAGGAGAC MCAAOAM GAT GCA AAA CCA GAG CAA GGTAOC ATC CAG TCA AAC CCG AAC AAAGAAAA 271

D K D V N A G T S G T H T V P R I A I T P K M R M P K S K 120
GATMG GATGTG MTGCI GGTACA TCTGGG ACA CAT ACTGTG CCG AGA ATC AM GCr ATCACG CCCMA ATGAGA ATG CCC AAA AGCMG 361

G A T V L N L E H L L E Y A P Q Q I D I S N T R A T Q S Q F 150
GGAOCA ACCGTG CrAMT TTA GM CAC HG CICGAG TAT GCTCCACMCM AU GAT ATT TCA AAT ACTCGGGCAACTCAATCACAG mT 451

D T W Y E A V R M A Y D I G E T E M P T V M N G L M V W C I ISO

GAT ACGTGG TATGOM CAOGTCATG CATAC GACATAOOAGAA ACT GAG ATG CCA ACr GTG ATG AATOGO CIT ATG GO TOO TGC ATC 541

E N G T S P N V N G V W V M M D G N E Q V G Y P L K P I V E 210

GAAMTOOAACC TCO CCAMT GTCMCOOAGHTO ATG ATG GATOGOMCGAA CAA OHGGATAC CCG HGMA CCA ATC GHOAG 631
N A K P T L R Q I M A H F S D V A E A Y I E M R N K K E P Y 240
MT GCA MA CCA ACC CMT AGGCM ATC ATGGCA CAT TIC TCA GATGOT GCA GAACG TAT ATAGM ATGCGCMT AM OGGAA CCA TAT 721
M P R Y G L I R N L R D V G L A R Y A F I) F Y E V T S R T P 270
ATG CCACOATATGGTA A CGAAMTCGCGGAC GTTOTHA GCOCTAT GCCM GACTI TATGAGGTCACAT CGA ACA CCA ISO

V R A R E A H I Q M K A A A L K S A Q P R L F G L D G G I S 300

GTGOAGG GCAGGGAAGCGCAC AH CM ATGAAGCCOCA CA TG AM TCA OCCAA CCT CGA CT TIC GGHOG GACOTGGCATC AT "WI

T Q E E N T E R H T T E D V S P S M H T L L G V K N M * 327
ACACGAGGAGAMC ACAGAGAGGOCAC ACC ACCGAGGATGTC TCT CCA AGTATG CAT ACT CIA cr GGA GTCMAAG C ATG TGA 985

'1' indicates the proteolytic cleavage site between NIb and CP.
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