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The beta subunit of the mitochondrial F,-Fy ATP synthase is a
nuclear encoded protein which is located in the F; component
of the enzyme. The F, domain is made up of five distinct
subunits, the alpha and beta subunits of which are thought to be
involved in the catalytic activity of F; and in the binding of
nucleotides. The N. plumbaginofolia beta subunit cDNA,
corresponding to the afp2-1 gene, was used as a probe to screen
a Agt10 cDNA library prepared from mRNA isolated from three
day old dark grown coleoptiles of Zea mays (line MUTIND-
FR7205034). Two cDNA clones were isolated, the sequence of
one of these is presented here. The deduced amino acid sequence
shares 93 % homology with that of the N. plumbaginofolia atp2-1
sequence and 100% homology with a recently published Zea mays
sequence (1). There are four differences at the nucleotide
sequence (these are underlined in the sequence). The three
occurring in the coding region are conservative changes. This

-

sequence includes an additional 48 nucleotides at the 5’ end and
the position of the poly A tail is altered. It should be noted that
these cDNAs were isolated from libraries derived from different
maize lines and this may account for sequence variations.
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CAGCCGCCGCAACCCAGCGTCCCCCGAAGTCTAACCCTAGATCCGGACCGGCCATGGCGTCCCGCCGGGTCGTCTCCTCGCTCCTCCGCTCCGCGTCCCGCCTGCGGGCCGCCTCGCCCG 120

M A S RRVVs SLLRS SASRILRAASIEPA
121 CTGCTCCACGLCCGCGCGCGCCACCGCACCGCCCGTCCCCGGCCGGGTACCTCTTCAACCGCGCTGCCGCCTACGCCTCTTCCGCCGCGGCCCAGGCGGCACCTGCCACCCCGCCGCCGG 240
A PRPRAPPHRPSPAGYULFNRAAAYA ASSAAAQAAPATUEPZPUPA
241 CCACCGGGAAGACCGGGGGCGGCAAGATCACCGACGAGTTCACCGGCGCTGGCGCCATCGGCCAGGTGTGCCAGGTGATCGGCGCCGTCGTTGACGTGCGCTTCGATGAGGGCCTCCCGC 360
T GKTGGGIKTITDETFTG GAGATIGA QVCQVIGAVVDVRTFIDETGTLT?PTP
361 CCATCCTCACGGCGCTCGAGGTGCTCGACAACAACATCCGCCTCGTGCTCGAGGTGGCGCAGCACCTTGGCGAGAACATGGTGCGCACCATCGCTATGGACGGCACGGAGGGGCTCGTCC 480
I LTALEVILDNNTIRILVLEVAQHTLGENMVRTTIAMDSGTETGTLVR
481 GCGGCCAGCGCGTCCTCAACACTGGCTCCCCCATCACCGTGCCTGTTGGCAGGGCTACCCTTGGACGCATCATAAATGTTATTGGTGAACCGATTGATGAGAAGGGTGACATAAAGACAA 600

GQRVLNTGS?PITV?PVGRATTLSGRTITINUVTISGE

P I DEKGDTIZ KTN

601 ACCACTTCCTCCCTATTCATCGTGAAGCCCCTGCCTTTGTTGAGCAGGCCACTGAGCAGCAAATTCTTGTTACTGGAATCAAGGTCGTGGATCTTCTTGCACCCTACCAAAGGGGTGGAA 720
I LVTGTIZ KV VVDILTLAPYQRGGI KU HTFTLZPTIHREA APAFVEU QATE-QQ

721 AGATTGGTCTCTTCGGTGGTGCAGGAGTGGGTAAAACTGTGCTCATTATGGAGTTGATCAACAATGTTGCTAAGGCCCATGGTGGTTTCTCTGTGTTTGCTGGTGTTGGAGAACGTACCC 840
I GLFGGAGVGK KTV VILIMETLTINNVAKAHGSGTFSVFAGVGETRTR

841 GTGAAGGTAATGATCTGTACAGGGAAATGATTGAAAGTGGTGTCATTAAGCTAGATGACAAGCAGAGCGAAAGCAAGTGTGCTCTTGTTTACGGGCAGATGAATGAGCCCCCGGGTGCTC 960
EGNDILYREMTIESGVTIZ KTLUDDI KU QSESZ KT CALVYGOQMNETPZPSGAR

961 GTGCTCGTGTTGGGTTGACTGGTTTGACTGTTGCTGAACATTTCCGTGATGCTGAAGGACAAGATGTGCTTCTGTTTATTGACAACATTTTCCGTTTTACTCAGGCAAACTCTGAGGTGT 1080
ARVGLTG GLTUVAEHTFRDAEGQDV VL LTLTFTIDNTIFRFTAOQANSEVS

1081 CTGCTCTTCTTGGACGTATCCCATCTGCTGTGGGATACCAGCCAACCCTTGCCACTGATCTTGGAGGACTGCAAGAGCGTATTACGACAACAAAGAAGGGTTCTATTACATCTGTGCAGG 1200

G GLQERTITTTI KTI KTGSTITSVQ

A ALLGRTIZPSAVGYQPTTLATT DL

1201 CCATCTACGTGCCTGCCGATGACTTGACGGATCCTGCTCCTGCTACTACCTTTGCCCATCTTGATGCTACAACTGTGTTGTCACGACAGATCTCTGAGCTTGGTATTTATCCTGCTGTTG 1320
I YVPADDTULTDPAPATTTFAHTLDA ATTV VLS SR QISETLSGTIYZ®PAVD

1321 ATCCACTGGATTCCACATCAAGAATGCTTTCTCCCCACGTGCTGGGTGAGGATCACTACAACACTGCTCGTGGTGTGCAGAAGGTTCTTCAGAACTACAAAAATCTTCAGGATATTATTG 1440
PLDSTSRMLS SZPHVLGETDUHTYNTA ARG GVQEKVILOQNYZE KN NTLO OQDTITIA

1441 CTATCTTGGGTATGGATGAGCTCAGTGAGGATGACAAGCTGACAGTCGCCCGTGCAAGAAAGATTCAGCGTTTCCTGAGCCAGCCTTTCCATGTCGCTGAAGTTTTCACGGGTGCTCCAG 1560
I LGMDETLSEDTDTEKTLTVARAREKTIQRTFILS SO QPTFHVAEVFTSGATPSG

1561 GAAAGTATGTGGAGCTGAAGGAAAGCGTGAAGAGTTTCCAGGGTGTTTTGGATGGGAAGTATGATGACCTCCCTGAGCAGTCATTCTACATGGTTGGTGGCATTGAGGAAGTCATTGCTA 1680
K Y VELZKTESVEKSFQGVLDSGIZ KYDDULZPEU QSTFYMVGGTIETEVTIAHK

1681 AGGCTGAGAAAATTGCCAAGGAGTCTGCTTCATAAGGAGGCTTCTTGCTTGTTCAACCCTGTACAAGTTCCATTTTTGGATTTTAAGCGTTTATTTATGCTTTTCCCAGTTAGGCATGAC 1800

A E KTIAIKESAS *

1801 GAGCTGGAGAGTCCATCTCCTGCTGAGAGATGTTTGTTTTACCCTTCTTTGCTTCCTCCACCTTACACCCAAATAAGCAACTGCAGTGACGTTGGTTTTGGCTGCACCCAAACTACATGA 1920

1921 CTGAAGAAACTTGTGGCCTGTGTAACGCGAATCCATCAGAACGCCAAAGTTATGGCTTCTGGTTGTGGCAAATTATGGTTCCTCCCTGTTCGGTTGAAAAAAAAAAAAA 2029

* To whom correspondence should be addressed



