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We present the nucleotide sequence of two chicken tRNA proline
genes. From base 277 to 348: tRNAPr (AGG), from base 748
to 819: tRNAP" (CGG). The latter is on the complementary
strand. The only difference between the two tRNAPr is in the
first position of the anticodon. Coding sequences have been
identified on the basis of their homology (100%) to the
corresponding mouse genes (1, 2). The first gene would
correspond to the chicken tRNAPr° (AGG) (3); tRNAPrO with a
CGG anticodon has not yet been found in chicken.
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