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GAACGATGTGCTAAGATGCGGAGACTTAAGGTCAAAAAAACAGAAGGGTAAAAAATGGAATCAC TGGCCTCGCTC TATAAAAATCATATAGC TACCTTACAAGAACGGACTCGCGATGCGCTGGCGCGC TTCAAGCTGGATGCGTTACTT
pe, M E S L A S L Y KNHTIATTLAQETRTIRDALARTEFIEKTILDATLL
ATTCACTCCGGCGAGCTGTTCAATGTTTTTCTCGACGATCATCCCTATCCGTTTMAGTGMCCCGCAATTCAMGCGTGGGTGCCGGTMCTCAGGTGCCMACTGCTGGTTGCTGGTGGATGGCGTGMCMGCCGAAACTGTGGTTC
I H S G L F NV F L DDHZPYUZPTFKVNZPUOQTFIKA AW P VTOQVUPNTC CWILLVDGVNI KTPIKL F
TATCTGCCGGTTGA‘H‘ACTGGCACAACGTCGMCCGCTGCCGACCTCTTTCTGGACTGMGATGTGGMGTGATCGCGCTGCCGAMGCCGATGGCATTGGTAGCCTGCTGCCTGCTGCGCGCGGCMTATCGGTTATATCGGTCCGGTG
Y L P D Y H NV EPILUZPT F WTEDVEVTIALZPIEKADGTISGSTUL L P R G N I GY I G P V
CCGGMCGTGCGCTGCMCTGGGTATTGAGGCCAGCAACATCAACCCGMAGGGGTTATCGACTACCTGCATTACTATCGCTCCTTCMAACTGAGTACGMCTGGCCTGTATGCGTGAAGCGCAGMAATGGCGGTCMCGGTCACCGC
P ERALOQLGTIEA ASNTINZPIKSGV YTIDYULUHYY YR ST FI KTUETYZETLA ACMTPBREAQI KMAVYVNGTUHR
GCGGC.AGMGMGCGTTCCGTTCTGGCATGAGCGAGTTCGATATCMCATTGCCTATCTGACCGCGACCGGTCATCGTGATACCGACGTACCTTACAGCMCATTGTGGCGCTTMCGAACACGCTGCGGTACTGCATTACACCMACTG
A A E E F R S GM S EFDTINTIAYTULTA ATGHIRDTUDTVZPYSNIUVATLNEUHAA H T K L
GACCATCAC-GCACCGGMGAGATGCGCAGCTTCCTGCTGGATGCCGGGGCAGAATATMCGGCTATGCGGCTGACCTGACCCGTACCTGGTCCCCAMMGTGACMCGACTAC»CGCA "TGGTGMGGACGTTAATGATGMCAACTG
D HQAPEEMRBRS ST FLILDA AGA AMEYNGYA AARADTLT T s K s Y AQ L VKDV NDEU QL
GCGCTGATCGCCACCATGAMGCAGGCGTCAGC‘I'ATG‘I‘GGATTACCACATCCAGTTCCATCAGCGCATCGCCAMCTGCTGCGTAMCATCAAATCATCACCGATATGAGTGMGAAGCGATGGTCGAMACGATCTTACCGGGCCGTTT
L I T M K A G V D H I QF HQRIAKIULILRIKIBHEKOQITITUDMSETEAMYVYENDILTSGT?PTF
ATGCCGCATGGTATCGGCCATCCGCTGGGCCTGCAGGTGCATGACGTCGCTGGTmATGCAGGATGATAGCGGTACGCACCTCGCGGCACCGGCMMTATCCGTACCTGCGCTGCACCCGTATTCTCCAGCCGGGCATGG‘I‘GTTMCC
M P HGI GHUPULGILQVHDVAGTEFMOQDUDSGTHTULAAPA AI KT YU?PYULRU CT RTIILAG QPG GMMVILT
ATCGAACCGGG‘I‘ATCTACTTC.ATCGAATCGCTACTGGCACCGTGGCGTGMGGGCAGTTCAGCMGCACTTCAACTGGCAGAAMTTGMGCACTGAAACCGT‘I‘CGGCGGCATTCG'D\TCGAMACAACGTGGTGATCCACGMMCMC
I EP GI Y FIESLULAPWRETGAU QTFSKHTFNWAOQIKTI L K P F GG IURTIETD V VI HENN
GTGGAAMCATGACCCGGGAMCTGGCGTGATGGAAAGCTGGTTMTTCC‘I'GCGGC.ACCGGTCACGGTCGTTGMGAGATCAMAAGAGCCGCTTCA‘I'AACGA‘I‘GTTGGCGCATACCGATGGCGTTGAGGCGGCGMAGCGTTTGTTGM
VENMTRETG GV VMES WL IZPAAPVTVYV EETIIKI KSR RTFTITMILAHTUDGVEAARAMTEKA v
TCGGTGCGGGCAGMCACCCCGATGCCCGGCACCATTGCGTGGCGTGGGTCGCGGG'I‘GCGCCGGATGATTCTCAACAGCTGGG’I‘TTC‘I‘CTGACGACGGGGAGCCGGCGGGAACGGCAGGTAMCCGATGCTCGCCCAGC'I‘AATGGGCAGC
S VRAEHUPUDARUHHTCVYVAWVYAGAPDDSQQLGTFSDUDGEZPAGTAGI KU PMTILAQLMGEGS
GGCGTCGGGGAMTTACCGCTGTGGTAGTGCGCTACTACGGCGGCATATTGCTTGGCACCGG‘I‘GGGTTAGTGAAAGCGTATGGCGGCGGCGTGAATCAGGCCGTGCGCCAGCTMCGACCCMCGCMGACGCCATTMCCGAATATAC‘I‘
E I T v I L \4 G VN R Q L Q K T P T E Y T
‘l‘TGCMTGTGMTATCATCAGTTANCCGGCATTGMGCGTTGCTGGGGCAGTG‘I’GACGGCMAAT‘I‘ATCMCAGTGATTATCNGGCATTCGTTCTGCTGCGGGTGGCGCHCCGGCGGCGMAGTGGCTGAAT"TCCGCMAGCTGGCG
L QCEYHQLTGTIEA AILIULGA QT CDTGI KTITINSUDYAOQATFV VI LULRYALUZPAAKTYAETFSAIKIULA
GATTTTAGCCGTGGTTCATTGCMTTGTTAGCGATTGMGMTMTCCCACTTCG‘I“I‘TTGCAGAACTMGGAAGCGGCAGAGA‘I‘GCATT‘ITCGCGCCA’I‘TACCCGMTCGTTGGACTACTGGTCA‘I‘CTTATTTTCAGGGACCATGATTAT
D F S R G S L Q L I E E ORF421 M HF RAITR RTIVGTUL L I L F s T M I I
CCCTGGGCTGGTAGCACTC.ATCTACCGGGATGGAGCGGGCCGCGCT‘I‘TTACCCAGACCTTTTTTGTCGCCCTCGCCATTGGCTCTATGCTGTGGTGGCCGAACCGCAMGAGAMGGCGAACTTMATCCCGTGAGGGGTTTCTGATAGT
P G LV ALTIYRDGAGRAFTA QTTFTFYV L A I G S ML WWUPNUR RIKEIKSGETLIKSTRE L IV
GGTGC‘I‘GTTCTGGACCGTGCTGGG‘I‘AGCGTCGGTGCGCTCCCTTTTATCTTCTCGGAAAGCCCGMCCTCACGATTACCGATGCGTTTTTTGMTCTTTCTCTGGCCTGACCACTACGGGAGCCACTACGCTGGTGGGGCTGGATTCGCT
L F W T L G S V G L P F I F SESPNLTTITUDAFTFESTFSGLTTTS GATTIULVGULDSL
CCCTCACGCCATCCTCT‘I‘T’I‘ATCGCCAGATGCTGCMTGGTTTGGCGGGATGGGGATCATCATCGTGTTGGCGGTTGCGA‘I‘AC‘I‘GCCTATCCTCGGCG'I‘GGGTGGGATGCAGCTCTATCGCGCAGAMTGCCCGGCCCGCTGAMGATM
P HAILFYRAOQMLOQWTFGGMGTITITIVILAVATIIL G V G Q L Y R A P L N
CMTGCGCCCGCGMTTGCGGMACGGCGAMACCCTGTGGTTGATTTATGTCTTGCTGACCG’I'CGCCTCTGCGCTGGCGTTGTGGTTTGCCGGMTGGATGCCTTTGATGCCATCGGCCATAGCT‘I'TGCGACTATCGCTATTGGCGG
E T A T L WULTIYVLILTVASALALUWTFA AGMMDATFDA H S AT I G G
CTTC‘K‘CGACACATGATGCCAG‘I‘ATCGGTTATTTCGATAGCCCGACTA‘H‘MCACTA‘I‘CATTGCTATCTTCCTGCTGATCTCCGGCTGTMCTACGGTCTGCACTTTTCACTGTTMG‘I‘GGGCGTAGTCTGAAGGTTTATTGGCGCGATCC
F S THDA ASTIGYTFDSZPTTINTTITIAITFTULILTISGC CNYGLHTFSILLSGRSLI KVYWRDFP
GGMTTTCGCATGTTTATCGGCGTACAGTTTACGCTGGTGGT‘I‘ATTTGTACCCTCGTACTGTGGT‘N‘CATM‘I‘GTCTACAGTTCGGCGCTGA‘K‘GACMTTMCCAGGCGTTTTTCCAGGTGGTGTCGATGGCGACMCCGCCGGGTTTAC
E F RMTFI GV QTF L T VL WF HNUVY S S ALMTTING OQATFTFOQUV T T A G F
MCTGACAGCAT‘!‘GCCCGCTGGCCGCTC‘I"I'TTTGCCGGTAC‘I‘GC1‘1‘TTATG‘I’TCAGCCT‘H'ATCGGCGGTTGCGCCGGG‘!‘CMCGGGCGGTGGCC'I‘GAAGGTGATCCGCATCCTGCTGCTGT'H‘MGCAGGGGMCCGTGAGCTGAAACG
T D S I AR WUZPULFULPVULLLCSATFTIGSG A G S TG L vV I R I L L L F KQ G N E
ACTGG'I'GCATCCGMCGCCGTCTATAGCATTMGCTGGGGMTCGCGCACTGCCGGAACGTATCCTCGMGCCG’I'T’I‘GCGGAT‘H‘TTCTCCGCCTA‘I‘GCATTGGTG‘H‘TATTGTCAGTATGCTGGCGATTATCGCACGGGCTGGATGACT
L VHPNA AV Y S I KU LGNNI RALTPETRTITILTEAR G F F s ALV F I VS MULATITIA A G
TTTCTGCCTTTGCGTCGGTTGTTGCGACATTGMTMCCTGGGGCCAGGGCTTGGCGTGGTTGCTGATMCTT’I‘ACCAGTATGMCCCGGTGGCTAMTGGATCCTGAT‘K‘GCCAACA‘I‘GCTGTTTGGTCGTCTCGAGGTCTTTACATTGC
TGGTGCTCTTTACCCCGACT TTCTGGCGTGAATGATGGAGTAATACGTGAAAACATTAATTCTT TTCTCAACAAGGGACGGACAAACGCGCGAGATTGCCTCCTACCTGGCTTCGGAAC TGAAAGAACTGGGGATCCAGGCGGATGTCGC
CAATGTGCACCGCATTGAAGAACCACAGTGGGAAAAC TATGACCGTGTGGTCAT TGGTGCT TCTATTCGCTATGG TCACTACCAT TCAGCGT TCCAGGAATT TGTCAAAAAACATGCGACGCGGCTGAATTCGATGCCGAGCGCCTTTTA
CTCCGTGAATCTGGTGGCGCGCAAACCGGAGAAGCGTACTCCACAGACCAACAGCTACGCGCGCAAGT TTCTGATGAACTCGCAATGGCGTCCCGATCGCTGCGCGGTCATTGCCGGGGCGCTGCETTACCCACGTTATCGCTGGTACGA
CCGm’l‘ATGATCMGCTGA‘M‘A‘RGMGATGTCAGGCGGTGMACGGATACGCGCAAAGAAGTTGTCTATCCGATTGGGAGCAGGTGGCGMTTTCGCCCGAGA‘AATCGCCCA‘I“I‘TMCCGACMACCGACGCTGAMTMGCATMAGA
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