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cDNA clones spanning the genome of the GDVII strain ofTMEV
were produced, and the complete nucleotide sequence determined
(fig. 1).

Strains of TMEV cause a neurological disease in mice; the
type of disease depends upon to which of the two subgroups of
TMEV the strain used belongs. Sequence comparisons of strains
representative of each subgroup e.g. GDVII and BeAn, are used
to identify regions of the genome which may be involved in
governing the different neurovirulence of members of the two
subgroups. The genomes of GDVII and BeAn are, however, 90%
identical (1): it is therefore important to consider the degree of
divergence which may occur within a population of a given strain
of virus.

The sequence of GDVII presented here was determined from
virus kindly provided by Dr. H. Lipton (see ref. 1), but variations
exist between it and that previously published (1). Briefly, this

sequence is 8101 bases in length rather than 8105. Both the 5'
and 3' non-coding regions are shorter; consisting of 1067 not
1068, and 122 not 125 nucleotides, respectively. Of the seven

changes detected in the nucleotides of the open reading frame,
four result in amino acid substitutions, and it is interesting to
note that three of these result in the amino acid present being
identical to that found in the BeAn (2) rather than the GDVII
(1) sequence of Pevear et al.
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ttgaaagggggcccgggggatctcccccgcggtaactggtcacagttgccgcggacggagatcatcccccggttaccccctttcgacgcgggtactgcgatagtgccaccccagtccttc 120

ctactcccgactcccgaccccaacccaggttccttggaacaggaacaccaatttattcatcccttggatgctgactaatcagaggaacgtcagcattttccggcccaggctaagagaagt 240

agataagttagaatctaaattatttatcatccccttgacgaattcgcgttggaaaagcacctctcacttgccgctcttcacacccatcattctaattcggcccctgtgttgagccccttg 360

ttgaagtgtttccctccatcgcgacgtggttggagatctaagttaaccgactccgacgaaactaccatcatgcctccccgattatgtgatgctttctgccctgctgggtggagcatcctc 480

gggttgagaaatctttcttccttttaccttggactccggtcccccggtctaagccgcttggaataagacagggttatcttcactcctcttcttttctacttcacagtgttctatgctgtg 600

aaagggtatgtgtcgccccttccttcttcggagaacacgcgtggcggttttttccgtctctcgacaagcgcgtgtgcgacatgcagagtctcgcgaagaaagcagttctcggtctagctt 720

tagtgcccacaagaaaacagctgtagcgaccacacaaaggcagcggaacccccctcctggtaacaggagcctctgcggccaaaagccacgtggataagatccacctttgtgtgcggtgca 840

accccagcaccctgttttcttggtgacactctagtgaacccctgaatggcgatcttaagcgcctctgtagggaagccaggaatgtccaggaggtaccccttccgctcggaagggatctga 960

cctggagacacatcacatgtgctttacacctgtgcttgtgtttaaaaattgtcgcagcttccccaaaccaagtggtcttggttttctctttttattatattgtcaatATGGCTTGCAAAC 1080

ACGGATACCCAGACGTGTGCCCTATTTGCACAGCCGTTGACGCTACTCCCGACTTTGAATATTTGCTCATGGCAGACGGAGAATGGTTCCCTACGGACCTTCTTTGTGTGGACTTGGACG 1200

ATGACGTCTTCTGGCCTTCGGACACGAGCACTCAACCTCAAACAATGGAATGGACTGATGTACCGCTCGTATGCGATACTGTCATGGAACCCCAGGGAAATGCCTCGTCATCTGATAAGA 1320

GTAACTCCCAGTCCTCAGGAAATGAGGGGGTTATCATTAATAACTTCTATTCCAMATCAATACCAGAACTCAATTGATTTGTCTGCCAGTGGTGGCAACGCTGGCGATGCTCCCCAGAACA 1440

ATGGACAACTGTCCAGCATTCTGGGTGGAGCTGCAAATGCTTTTGCTACTATGGCACCTCTCCTCATGGACCAGAACACAGAGGAGATGGAAAACCTCTCTGACAGAGTAGCTTCTGACA 1560

AAGCAGGGAATTCGGCCACAAACACACAGTCTACTGTTGGCCGGCTCTGTGGCTATGGAAAGTCCCACCACGGAGAACACCCAACCTCTTGTGCCGATGCCGCGACTGACAAGGTCCTCG 1680

CGGCTGAACGTTACTACACTATCGATCTGGCTAGTTGGACCACTTCCCAAGAAGCTTTCTCTCACATCAGGATTCCTCTCCCTCACGTCCTTGCTGGCGAGGACGGAGGGGTTTTTGGAG 1800

CTACCTTAAGGAGACACTACCTCTGCAAGACTGGATGGCGCGTACAAGTCCAATGCAACGCCTCCCAGTTTCATGCTGGCTCCCTTCTTGTCTTCATGGCTCCAGAATTCTATACTGGTA 1920

AAGGAACAAAATCAGGCACTATGGAGCCTTCAGACCCATTTACCATGGACACCACCTGGCGCAGCCCGCAAAGTGCGCCCACAGGCTACCGCTATGACAGACAAGCCGGCTTTTTCGCCA 2040

TGAACCACCAGAACCAATGGCAATGGACTGTCTACCCTCACCAGATTTTGAATTTGCGCACAAACACCACCGTTGACTTGGAAGTTCCCTATGTCAATGTGGCACCCTCCAGCTCTTGGA 2160

CTCAACATGCAAACTGGACTCTCGTTGTTGCTGTGCTCAGCCCTCTTCAGTACGCCACCGGTTCTTCACCGGACGTTCAAGTCACAGCCTCCCTGCAACCTGTTAATCCCGTGTTTAATG 2280

GTTTGAGACACGAAACTGTGCTTGCGCAAAGTCCTATTCCAGTCACGGTGCGTGAGCACCACGGCTGTTTCTACTCCACTAACCCTGACACCACTGTTCCCATCTATGGAAAAACCATTT 2400

CCACCCCGAGTGACTACATGTGTGGTGAGTTTTCTGATCTTCTTGAATTGTGCAAGCTCCCCACATTCccrTGGCAACCCCAGCACCGACAACAAGCGTTACCCTTATTTCTCTGCCACCA 2520

ACTCCGTGCCAGCCACTTCCCTGGTTGACTACCAAGTTGCTCTCTCA'rGCTCTrG,rACGGCCAAC'rcAATGCTTGCTGCTGTTGCTCGTAACTTTAATCAGTACCGTGGTTCACTGAATT 2640

TTCTTTTCGTTTTCACTGGTGCTGCAATGGTTAAGGGCAAGTTT'CTCATAGCCTACACCCCGCCTGGTrGCGGGAAAGCCCACCACCCGGGACCAAGCTATGCAGGCTACCTACGCCATTT 2760

GGGACTTGGGCTTGAATTCCAGCTTCAACTTCACTGCCCCTTTTATATrCTCCAACTCATTACCGTCAGACTAGCTATACTAGCCCCACCATCACATCTGTTGACGGTTGGGTCACTGTTT 2880

GGCAGCTGACCCCCCTGACCTACCCTTCTGGAACCCCCACCCATTCTGATATTCTrCACCCTTGTCTCCGCCGGCGATGACTTCACGCTCAGGATGCCAATTTCACCCACCAAATGGGTTC 3000

CACAGGGAATTGACAATGCTGAGAAGGGAAAGGTCTCCAACGATGACGCTTCGGTCGATTTCGTrTGCCGAGCCAGTCAAGCTACCCGAGAACCAAACCCGGGTGGCCTTCTTTTACGACA 3120

GAGCTGTCCCCATAGGAATGTTGAGACCCGGCCAAAATATGGAAACCACCTTTAGCTACCAAGAGAATGATTTCCGCCTCAATTGTCTTCTGTTGACCCCTCTTCCTTCTTATTGTCCCG 3240
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ACAGTTCCTCCGGTCCTGTCAGAACGAAGGCTCCCGTCCAGTGGCGATGGGTGCGGTCTGGTGGCGCCAATGGTGCCAACTTCCCACTCATGACCAAACAGGACTACGCCTTCCTCTGCT 3360

TTTCCCCTTTCACCTACTACAAGTGTGACCTTGAAGTTACCGTTAGTGCTATGGGAGCAGGCACCGTTTCTTCTGTTCTGCGCTGGGCACCCACCGGGGCGCCCGCGGATGTCACTGACC 3480

AGCTGATCGGCTATACTCCTAGTCTTGGTGAAACACGTAACCCCCACATGTGGATCGTTGGCTCTGGAAATTCTCAAATTTCTTTTGTCGTACCTTACAATTCCCCTCTGTCCGTCTTAC 3600

CCGCTGCTTGGTTCAATGGATGGTCCGACTTTGGAAACACCAAGGATTTTGGAGTTGCTCCTACGTCGGATTTTGGGCGCATTTGGATACAGGGTAACAGCTCTGCCTCAGTTCGAATCA 3720

GGTACAAGAAGATGAAGGTCTTCTGCCCCCGCCCGACCCTCTTTTTCCCCTGGCCAACGCCCACCACCACCAAGATC M TGCTGACAATCCAGTCCCCATTCTTGAGCTTGAGAATCCCG 3840

CTTCTCTCTACCGCATTGATCTTTTCATCACCTTTACTGATGAGCTCATAACTTTTGACTACAMAGGTCCACGGACGTCCTGTGCTCACCTTCCGGATTCCAGGCTTCGGTCTGACACCGG 3960

CAGGCAGAATGCTCGTGTGCATGGGCGAGAAGCCCGCACACAGTCCGTI'CACC'rcGTCTAAATCTCTATACCATGTTATCTTCACTTCCACTTGCAATTCCTTCAGCTTTACCATCTATA 4080

AAGGACGCTACCGCTCCTGGAAGAAGCCCATCCACGATGAGCTTGTGGAT'CGTGGTTACACCAC'rTTCCGCGAGTTCTTCAAGGCTGTGCGCGGATACCATGCTGACTACTACAAACAGA 4200

GACTCATACATGATGTAGAAATGAMACCCAGGCCCTGTGCAGTCGGTI'TTTCAGCCACAAGGTGCGGTGCTAACTAAATCCCTAGCACCCCAGGCAGGAATTCAAAACATCCTTCTACGCC 4320

TCCTTGGCATAGAAGGTGACTGTTCAGAAGTTAGTAAAGCAATCACAGTTGTCACTGACl'TGGTFTGCTGCATGGGAAAAAGCAAAAACCACTCTGGTCTCTCCTGAATTTTGGTCAGAAC 4440

TTATATTAAAAACTACCAAGTTCATTGCTGCTTCCGTGCTCTACCTTCACAMACCCTGACTTCACl'ACCACTGTTTGTCTCTCATTGATGACTGGTGTAGACCTCCTCACCAATGATTCTG 4560

TTTTTGATTGGCTTAAGAGCAAATTGTCCTCCTTCTTTCGTrAC rcc rcc c ccAGCTTGCCCCAATGTCATGCAACCTCAGGGGCCTCTACGCGAGGCCAATGAGGGTTTTACCTTTGCCA 4680

AGAATATTGAATGGGCCACGAAAACCATCCAGTCCATTGTCAATTGGCTTACTAGCTGGTTCAAGCAGGAAGAGGACCACCCCCAATCAAAATTAGACAAATTGCTTATGGAATTCCCTG 4800

ATCATTGTAGGAACATTATGGATATGAGGAACGGTCGAAAGGCCTATTGTGAMATGCACTGCTTCCTTTAAGTATTTTGATGATCTTTACAATCTTGCTGTTACTTGCAAAAGAATTCCAT 4920

TAGCCTCCCTTTGTGAGAAATTTAAGAMATAGACACGACCACTCTGTCACCAGACCCGAGCCGGTGGl'l'GTCGTCCTGCGCGGCGCCGCTGGGCAAGGCAAATCTGTGACCAGCCAAATCA 5040

TTGCCCAATCTGTTTCTAAGATGGCCTTTGGCCGTCAGTCTGTTTATTCTATGCCCCCCGATTCGGAATATTTTGATGGCTATGAAAATCAMATTTTCTGTGATTATGGATGATCTAGGAC 5160

AAAATCCCGATGGTGAAGATTTCACCGTCTTTTGTCAAM5TGGTTTCTAGCACAAATTTTCTCCCGAATATGGCTCACCTGGAAAGAAAAGGCACCCCTTTCACCTCTAGCTTTATTGTTG5280
CCACAACAAATTTGCCCAAATTCCGCCCCGTTACGGTAGCCCATTACCCTGCTrGTTGATAGGCGAATCACCTTTGACTTCACCGTTACTGCTGGACCCCACTGTAAAACACCCGCTGGAA 5400

TGTTGGACATTGAGAAGGCTTTTGATGAAATACCTGGCTCCAAACCTCAGCTTGCCTGCTTTAGTGCTGATTGTCCCCTCCTACACAAGAGAGGAGTTATGTTCACCTGCAATCGCACCA 5520

AAACTGTCTACAACCTTCAACAGGTTGTGAAAATGGTCAACGACACTATCACTCGCAAGACTGAAAACGTTAAGAAAATGAACAGCTTGGTTGCCCAGTCCCCACCAGACTGGCAACACT 5640

TTGAGAATATCCTCACTTGCCTCCGTCAGAATAATGCTGCTCTTCAGGATCAAGTll'GATGAATTGCAAGAAGCGTTCACCCAAGCCCGCGAGCGTTCTGATTTTCTTTCTGATTGGTTGA 5760

AGGTTTCTGCTATCATTTTTGCTGGTATTGTCTCACTTTCTGCTrGTCATAAAACTAGCCTCCAAATTTAAAGAATCAATTTGGCCCACGCCCGTGAGAGTTGAGCTCTCTGAGGGCGAAC 5880

AGGCCGCGTATGCTGGTCGTGCGCGCGCTCAAAAACAAGCCCTTCAGGTCCTAGATATTCAMAGGAGGCGGGAAGGTTCTAGCCCAGGCCGGTAACCCCGTCATGGACTTTGAGCTTTTCT 6000

GTGCCAAAAACATGGTTTCCCCGATTACCTTCTACTATCCTGACAAGGCTGAAGTGACCCAGAGCTGCTTGCTGCTCCGTGCCCACCTCTTCGTGGTCAACCGCCACGTCGCTGAAACGG 6120

AATGGACAGCTTTCAAGCTTAGGGATGTGAGGCACGAACGTGACACTGTTGTCATGCGTTCCGTTAACCGCTCAGGAGCTGAAACGGACCTTACATTCGTGAMAGGTTACTAAAGGACCAC 6240

TCTTCAAGGACAATGTGAACAAGTTTTGCTCAAACAAGGACGATTTTCCTGCTAGGAATGACACTGTTACCGGGATAATGAACACTGGATTGGCCTTCGTGTATTCCGGTAACTTTCTGA 6360

TTGGCAATCAACCTGTGAACACAACAACTGGAGCCTGCTTCAACCACTGCCTCCACTATCGAGCTCAAACTCGACGTGGTTGGTGTGGTTCTGCCATCATCTGCAATGTTAACGGCAAAA 6480

AAGCTGTTTACGGAATGCACTCTGCTGGAGGCGGAGGCCTTGCCGCCGCTACCATCATCACCAGAGAGTTGATTGAAGCAGCTGAGAAGTCTATGTTGGCGCTGGAACCGCAAGGTGCCA 6600

TCGTGGACATTTCCACAGGATCTGTCGTACATGTCCCCAGAAAGACCAAACTGAGGAGAACAGTCGCTCATGACGTTTTCCAMACCCAAMATTCGAACCTGCAGTTCTGTCCCGTTATGACC 6720

CTCGGACCGACAAGGATGTAGATGTTGTAGCCTTCTCCAAACACACTACTAACATGGAAAGCTTGCCTCCAATCTTTGACATTGTCTGCGGTGAATACGCTAACCGTGTTTTCACCATCC 6840

TTGGTAAAGACAACGGTCTCTTAAC CGTTGAACAGGCTGTGCTTGGCTTGTCGGGCATGGACCCCATGGAGAAGGACACCTCCCCTGGATTGCCCTACACTCAACAAGGACTCAGACGAA 6960

CTGACCTTCTGGATTTCAACACTGCCAAMATGACACCCCAATTGGACTATGCCCAT'TCCAPAACTGGTACTCGGCGTTTATGACGACGTTGTCTACCAATCATTTTTGAAAGATGAAATTC 7080

GGCCCTTGGAGAAGATCCACGAAGCAAAAACCCGGATTGT1'GATGTGCCCCCG(;1'TTGCCCACTGCATTTGGGGAAGACAGCTTTTGGGACGCTTCGCTTCCAAATTTCAAACTAAACCTG 7200

GACTTGAACTTGGATCTGCAATTGGAACTGACC CGGATGTTGATTIGGAC GCG CTA'I'GC CGCCGAGCTGAGCGGGTTCAACTACGTCTATGATGTAGATTACTCCAACTTTGATGCTTCCC 7320

ATTCTACTGCAATGTTTGAATGTTTGATTAACAATTTCTTTAC At;GAGCARAAATGA"P'IACAGACGCATTGCCGAGTACCTTAGATCTCTGGCTGTGTCGCGACATGCTTATGAGGACC 774 4 0
GCCGTGTCCTCATACGTGGGGGCCTGCCTTCGGGCTGTGCTGCTACCAGCATCTTAAACACCATCATGAACAATrG1'CATAATTCGTGCTGCCCTGTACCTTACTTATTCAAATTTTGAAT 77560
TTGATGATATTAAGGTCCTTTCCTACGGAGACGACCTT1'TAATTGGAACTAATTACCAAAl'l'GATTl'TAATCTTGTTAAAGAAAGATTAGCCCCCTTCGGTTATAAGATTACTCCTGCCA 7 680

ACAAGACCACTACTTTTCCTCTGACCTCCCATTTGCAAGATGTTACCT'TTCTAAAGAGAAGATTTGT(;AGATTTAATTCTTACCTGTTCAGACCTCAAATGGATGCTGTCAATTTGAAAG 7800

CAATGGTTAGCTACTGTAAACCAGGAACACTTAAGGAGAAMCTAAI'GTCCAT'TGC TCTTCTI'GGCCGTTCATTCTGGACCAGATATTTATGATGAGATTTTCCTTCCTTTTAGGAATGTTG 7 920

GAATAGTTGTCCCCACCTATGATTCTATGCTTTACAGATGGCT'TAGCTTATTTAGATGAac at cctctcg atcg qat cgcaacgct ttaccctagaagccactagggtgtacgcggccgt 8 040

tctgacgttggaattcttttaggcaaaagttgtgtagatqcttataattqqaaatgagaacaaac3aaaaaaaaaaa 8101

Figure 1. Nucleotide sequence of GDVII. Lower case letters represent non-coding regions.


