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cDNA clones spanning the genome of the GDVII strain of TMEV
were produced, and the complete nucleotide sequence determined
(fig. 1).

Strains of TMEV cause a neurological disease in mice; the
type of disease depends upon to which of the two subgroups of
TMEYV the strain used belongs. Sequence comparisons of strains
representative of each subgroup e.g. GDVII and BeAn, are used
to identify regions of the genome which may be involved in
governing the different neurovirulence of members of the two
subgroups. The genomes of GDVII and BeAn are, however, 90%

sequence is 8101 bases in length rather than 8105. Both the 5’
and 3’ non-coding regions are shorter; consisting of 1067 not
1068, and 122 not 125 nucleotides, respectively. Of the seven
changes detected in the nucleotides of the open reading frame,
four result in amino acid substitutions, and it is interesting to
note that three of these result in the amino acid present being
identical to that found in the BeAn (2) rather than the GDVII
(1) sequence of Pevear et al.
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identical (1): it is therefore important to consider the degree of
divergence which may occur within a population of a given strain
of virus.

The sequence of GDVII presented here was determined from
virus kindly provided by Dr. H. Lipton (see ref. 1), but variations
exist between it and that previously published (1). Briefly, this
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ttgaaagggggcccgggggatctcececcgeggtaactggtcacagttgccgeggacggagatcatccceeggttacceecctttcgacgecgggtactgegatagtgeccaccecagtectte 120

ctactcccgactcecgaccccaacccaggttecttggaacaggaacaccaatttattcatcccttggatgectgactaatcagaggaacgtcagcattttccggeccaggctaagagaagt 240

agataagttagaatctaaattatttatcatccccttgacgaattcgegttggaaaagcacctctcacttgecgetettcacacccatcattctaattecggecectgtgttgagececttg 360

ttgaagtgtttccctccatcgecgacgtggttggagatctaagttaaccgactccgacgaaactaccatcatgectccccgattatgtgatgetttctgecctgetgggtggagcatccte 480

gggttgagaaatctttcttcecttttaccttggactccggtccecccggtctaagecgcttggaataagacagggttatcttcactectettettttctacttcacagtgttctatgetgtg 600

aaagggtatgtgtcgccccttecttcttcggagaacacgegtggeggttttttcegtctetcgacaagecgegtgtgcgacatgcagagtctcgecgaagaaageagttcteggtetagett 720

tagtgcccacaagaaaacagctgtagcgaccacacaaaggcagcggaacccccctcectggtaacaggagectctgecggccaaaagccacgtggataagatccacctttgtgtgeggtgea 840

accccagcaccctgttttcttggtgacactctagtgaacccctgaatggegatcttaagegectctgtagggaagccaggaatgtccaggaggtaccecttccgectcggaagggatctga 960

cctggagacacatcacatgtgctttacacctgtgcttgtgtttaaaaattgtcgecagecttccccaaaccaagtggtcttggttttctetttttattatattgtcaat ATGGCTTGCAAAC 1080
ACGGATACCCAGACGTGTGCCCTATTTGCACAGCCGTTGACGCTACTCCCGACTTTGAATATTTGCTCATGGCAGACGGAGAATGGTTCCCTACGGACCTTCTTTGTGTGGACTTGGACG 1200
ATGACGTCTTCTGGCCTTCGGACACGAGCAC TCAACCTCAAACAATGGAATGGACTGATGTACCGCTCGTATGCGATACTGTCATGGAACCCCAGGGAAATGCCTCGTCATCTGATAAGA 1320
GTAACTCCCAGTCCTCAGGAAATGAGGGGGTTATCATTAATAACTTCTATTCCAATCAATACCAGAACTCAATTGATTTGTCTGCCAGTGGTGGCAACGCTGGCGATGCTCCCCAGAACA 1440
ATGGACAACTGTCCAGCATTCTGGGTGGAGCTGCAAATGCTTTTGCTACTATGGCACCTCTCCTCATGGACCAGAACACAGAGGAGATGGAAAACCTCTCTGACAGAGTAGCTTCTGACA 1560
AAGCAGGGAATTCGGCCACAAACACACAGTCTACTGTTGGCCGGCTCTGTGGCTATGGAAAGTCCCACCACGGAGAACACCCAACCTCTTGTGCCGATGCCGCGACTGACAAGGTCCTCG 1680
CGGCTGAACGTTACTACACTATCGATCTGGCTAGTTGGACCACTTCCCAAGAAGC TTTCTCTCACATCAGGATTCCTCTCCCTCACGTCCTTGCTGGCGAGGACGGAGGGGTTTTTGGAG 1800
CTACCTTAAGGAGACACTACCTCTGCAAGACTGGATGGCGCGTACAAGTCCAATGCAACGCCTCCCAGTTTCATGCTGGCTCCCTTCTTGTCTTCATGGCTCCAGAATTCTATACTGGTA 1920
AAGGAACAAAATCAGGCACTATGGAGCCTTCAGACCCATTTACCATGGACACCACCTGGCGCAGCCCGCAAAGTGCGCCCACAGGCTACCGCTATGACAGACAAGCCGGCTTTTTCGCCA 2040
TGAACCACCAGAACCAATGGCAATGGACTGTCTACCCTCACCAGATTTTGAATTTGCGCACAAACACCACCGTTGACTTGGAAGTTCCCTATGTCAATGTGGCACCCTCCAGCTCTTGGA 2160
CTCAACATGCAAACTGGACTCTCGTTGTTGCTGTGCTCAGCCCTCTTCAGTACGCCACCGGTTCTTCACCGGACGTTCAAGTCACAGCCTCCCTGCAACCTGTTAATCCCGTGTTTAATG 2280
GTTTGAGACACGAAACTGTGCTTGCGCAAAGTCCTATTCCAGTCACGGTGCGTGAGCACCAGGGCTGTTTCTACTCCACTAACCCTGACACCACTGTTCCCATCTATGGAAAAACCATTT 2400
CCACCCCGAGTGACTACATGTGTGGTGAGTTTTCTGATCTTCTTGAATTGTGCAAGCTCCCCACATTCCTTGGCAACCCCAGCACCGACAACAAGCGTTACCCTTATTTCTCTGCCACCA 2520
ACTCCGTGCCAGCCACTTCCCTGGTTGACTACCAAGTTGCTCTCTCATGCTC T TG TACGGCCAACTCAATGCTTGCTGCTGTTGCTCGTAACTTTAATCAGTACCGTGGTTCACTGAATT 2640
TTCTTTTCGTTTTCACTGGTGCTGCAATGGTTAAGGGCAAGTTTCTCATAGCCTACACCCCGCCTGGTGCGGGAAAGCCCACCACCCGGGACCAAGCTATGCAGGCTACCTACGCCATTT 2760
GGGACTTGGGCTTGAATTCCAGCTTCAACTTCACTGCCCCTTTTATATCTCCAACTCATTACCGTCAGACTAGCTATACTAGCCCCACCATCACATCTGTTGACGGTTGGGTCACTGTTT 2880
GGCAGCTGACCCCCCTGACCTACCCTTCTGGAACCCCCACCCATTCTGATATTCTCACCCTTGTCTCCGCCGGCGATGACTTCACGCTCAGGATGCCAATTTCACCCACCAAATGGGTTC 3000
CASAGGGAATTGACAATGCTGAGAAGGGAAAGGTCTCCAACGATGACGCTTCGGTCGATTTCGTTGCCGAGCCAGTCAAGCTACCCGAGAACCAAACCCGGGTGGCCTTCTTTTACGACA 3120
GAGCTGTCCCCATAGGAATGTTGAGACCCGGCCAAAATATGGAAACCACCTTTAGCTACCAAGAGAATGATTTCCGCCTCAATTGTCTTCTGTTGACCCCTCTTCCTTCTTATTGTCCCG 3240
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ACAGTTCCTCCGGTCCTGTCAGAACGAAGGCTCCCGTCCAGTGGCGATGGGTGCGGTCTGGTGGCGCCAATGGTGCCAACTTCCCACTCATGACCAAACAGGACTACGCCTTCCTCTGCT 3360
TTTCCCCTTTCACCTACTACAAGTGTGACCTTGAAGTTACCGTTAGTGCTATGGGAGCAGGCACCGTTTCTTCTGTTCTGCGCTGGGCACCCACCGGGGCGCCCGCGGATGTCACTGACC 3480
AGCTGATCGGCTATACTCCTAGTCTTGGTGAAACACGTAACCCCCACATGTGGATCGTTGGCTCTGGAAATTCTCAAATTTCTTTTGTCGTACCTTACAATTCCCCTCTGTCCGTCTTAC 3600
CCGCTGCTTGGTTCAATGGATGGTCCGACTTTGGAAACACCAAGGATTTTGGAGTTGCTCCTACGTCGGATTTTGGGCGCATTTGGATACAGGGTAACAGCTCTGCCTCAGTTCGAATCA 3720
GGTACAAGAAGATGAAGGTCTTCTGCCCCCGCCCGACCCTCTTTTTCCCCTGGCCAACGCCCACCACCACCAAGATCAATGCTGACAATCCAGTCCCCATTCTTGAGCTTGAGAATCCCG 3840
CTTCTCTCTACCGCATTGATCTTTTCATCACCTTTACTGATGAGCTCATAACTTTTGACTACAAGGTCCACGGACGTCCTGTGCTCACCTTCCGGATTCCAGGCTTCGGTCTGACACCGG 3960
CAGGCAGAATGCTCGTGTGCATGGGCGAGAAGCCCGCACACAGTCCGTTCACCTCGTCTAAATCTCTATACCATGTTATCTTCACTTCCACTTGCAATTCCTTCAGCTTTACCATCTATA 4080
AAGGACGCTACCGCTCCTGGAAGAAGCCCATCCACGATGAGCTTGTGGATCGTGGTTACACCACTTTCCGCGAGTTCTTCAAGGCTGTGCGCGGATACCATGCTGACTACTACAAACAGA 4200
GACTCATACATGATGTAGAAATGAACCCAGGCCCTGTGCAGTCGGTTTTTCAGCCACAAGGTGCGGTGCTAACTAAATCCCTAGCACCCCAGGCAGGAATTCAAAACATCCTTCTACGCC 4320
TCCTTGGCATAGAAGGTGACTGTTCAGAAGTTAGTAAAGCAATCACAGTTGTCACTGACTTGGTTGCTGCATGGGAAAAAGCAAAAACCACTCTGGTCTCTCCTGAATTTTGGTCAGAAC 4440
TTATATTAAAAACTACCAAGTTCATTGCTGCTTCCGTGCTCTACCTTCACAACCCTGACTTCACTACCACTGTTTGTCTCTCATTGATGACTGGTGTAGACCTCCTCACCAATGATTCTG 4560
TTTTTGATTGGCTTAAGAGCAAATTGTCCTCCTTCTTTCGTACTCCTCCCCCAGCTTGCCCCAATGTCATGCAACCTCAGGGGCCTCTACGCGAGGCCAATGAGGGTTTTACCTTTGCCA 4680
AGAATATTGAATGGGCCACGAAAACCATCCAGTCCATTGTCAATTGGCTTACTAGCTGGTTCAAGCAGGAAGAGGACCACCCCCAATCAAAATTAGACAAATTGCTTATGGAATTCCCTG 4800
ATCATTGTAGGAACATTATGGATATGAGGAACGGTCGAAAGGCCTATTGTGAATGCACTGCTTCCTTTAAGTATTTTGATGATCTTTACAATCTTGCTGTTACTTGCAAAAGAATTCCAT 4920
TAGCCTCCCTTTGTGAGAAATTTAAGAATAGACACGACCACTCTGTCACCAGACCCGAGCCGGTGGTTGTCGTCCTGCGCGGCGCCGCTGGGCAAGGCAAATCTGTGACCAGCCAAATCA 5040
TTGCCCAATCTGTTTCTAAGATGGCCTTTGGCCGTCAGTCTGTTTATTCTATGCCCCCCGATTCGGAATATTTTGATGGCTATGAAAATCAATTTTCTGTGATTATGGATGATCTAGGAC 5160
AAAATCCCGATGGTGAAGATTTCACCGTCTTTTGTCAAATGGTTTCTAGCACAAATTTTCTCCCGAATATGGC TCACCTGGAAAGAAAAGGCACCCCTTTCACCTCTAGCTTTATTGTTG 5280
CCACAACAAATTTGCCCAAATTCCGCCCCGTTACGGTAGCCCATTACCCTGC TGTTGATAGGCGAATCACCTTTGACTTCACCGTTACTGCTGGACCCCACTGTAAAACACCCGCTGGAA 5400
TGTTGGACATTGAGAAGGCTTTTGATGAAATACCTGGCTCCAAACCTCAGCTTGCCTGCTTTAGTGCTGATTGTCCCCTCCTACACAAGAGAGGAGTTATGTTCACCTGCAATCGCACCA 5520
AAACTGTCTACAACCTTCAACAGGTTGTGAAAATGGTCAACGACACTATCACTCGCAAGACTGAAAACGTTAAGAAAATGAACAGCTTGGTTGCCCAGTCCCCACCAGACTGGCAACACT 5640
TTGAGAATATCCTCACTTGCCTCCGTCAGAATAATGCTGCTCTTCAGGATCAAGTTGATGAATTGCAAGAAGCGTTCACCCAAGCCCGCGAGCGTTCTGATTTTCTTTCTGATTGGTTGA 5760
AGGTTTCTGCTATCATTTTTGCTGGTATTGTCTCACTTTCTGCTGTCATAAAACTAGCCTCCAAATTTAAAGAATCAATTTGGCCCACGCCCGTGAGAGTTGAGCTCTCTGAGGGCGAAC 5880
AGGCCGCGTATGCTGGTCGTGCGCGCGC TCAAAAACAAGCCCTTCAGGTCCTAGATATTCAAGGAGGCGGGAAGGTTCTAGCCCAGGCCGGTAACCCCGTCATGGACTTTGAGCTTTTCT 6000
GTGCCAAAAACATGGTTTCCCCGATTACCTTCTACTATCCTGACAAGGC TGAAGTGACCCAGAGCTGCTTGCTGCTCCGTGCCCACCTCTTCGTGGTCAACCGCCACGTCGCTGAAACGG 6120
AATGGACAGCTTTCAAGCTTAGGGATGTGAGGCACGAACGTGACACTGTTGTCATGCGTTCCGTTAACCGC TCAGGAGC TGAAACGGACCTTACATTCGTGAAGGTTACTAAAGGACCAC 6240
TCTTCAAGGACAATGTGAACAAGTTTTGCTCAAACAAGGACGATTTTCCTGCTAGGAATGACACTGTTACCGGGATAATGAACACTGGATTGGCCTTCGTGTATTCCGGTAACTTTCTGA 6360
TTGGCAATCAACCTGTGAACACAACAACTGGAGCCTGCTTCAACCACTGCCTCCACTATCGAGC TCAAACTCGACGTGGTTGGTGTGGTTCTGCCATCATCTGCAATGTTAACGGCAAAA 6480
AAGCTGTTTACGGAATGCACTCTGCTGGAGGCGGAGGCCTTGCCGCCGCTACCATCATCACCAGAGAGTTGATTGAAGCAGC TGAGAAGTC TATGTTGGCGCTGGAACCGCAAGGTGCCA 6600
TCGTGGACATTTCCACAGGATCTGTCGTACATGTCCCCAGAAAGACCAAACTGAGGACAACAGTCGCTCATGACGTTTTCCAACCCAAATTCGAACCTGCAGTTCTGTCCCGTTATGACC 6720
CTCGGACCGACAAGGATGTAGATGTTGTAGCCTTCTCCAAACACACTACTAACATGGAAAGCTTGCCTCCAATCTTTGACATTGTC TGCGGTGAATACGCTAACCGTGTTTTCACCATCC 6840
TTGGTAAAGACAACGGTCTCTTAACCGTTGAACAGGCTGTGCTTGGCTTGTCGGGCATGGACCCCATGGAGAAGGACACCTCCCCTGGATTGCCCTACACTCAACAAGGACTCAGACGAA 6960
CTGACCTTCTGGATTTCAACACTGCCAAAATGACACCCCAATTGGACTATGCCCATTCCAAACTGGTACTCGGCGTTTATGACGACGTTGTCTACCAATCATTTTTGAAAGATGAAATTC 7080
GGCCCTTGGAGAAGATCCACGAAGCAAAAACCCGGATTGTTGATGTGCCCCCGTTTGCCCACTGCATTTGGGGAAGACAGCTTTTGGGACGCTTCGCTTCCAAATTTCAAACTAAACCTG 7200
GACTTGAACTTGGATCTGCAATTGGAACTGACCCGGATGTTGATTGGACGCGCTATGCCGCCGAGCTGAGCGGGTTCAACTACGTCTATGATGTAGATTACTCCAACTTTGATGCTTCCC 7320
ATTCTACTGCAATGTTTGAATGTTTGATTAACAATTTCTTTACAGAGCAAAATGGATTTCACAGACGCATTGCCGAGTACCTTAGATC TCTGGCTGTGTCGCGACATGCTTATGAGGACC 7440
GCCGTGTCCTCATACGTGGGGGCCTGCCTTCGGGCTGTGCTGC TACCAGCATGTTAAACACCATCATGAACAATGCTCATAATTCGTGCTGCCCTGTACCTTACTTATTCAAATTTTGAAT 7560
TTGATGATATTAAGGTCCTTTCCTACGGAGACGACCTTTTAATTGGAACTAATTACCAAATTGATTTTAATCTTGTTAAAGAAAGATTAGCCCCCTTCGGTTATAAGATTACTCCTGCCA 7680
ACAAGACCACTACTTTTCCTCTGACCTCCCATTTGCAAGATGTTACCTTTCTAAAGAGAAGATTTGTGAGATTTAATTCTTACCTGTTCAGACCTCAAATGGATGCTGTCAATTTGAAAG 7800
CAATGGTTAGCTACTGTAAACCAGGAACACTTAAGGAGAAACTAATGTCCATTGCTCTTCTGGCCGTTCATTCTGGACCAGATATTTATGATGAGATTTTCCTTCCTTTTAGGAATGTTG 7920
GAATAGTTGTCCCCACCTATGATTCTATGCTTTACAGATGGCTTAGCTTATTTAGATGAacatcctctcgatcggat cgcaacgctttaccctagaagecactagggtgtacgeggecgt 8040

tctgacgttggaattcttttaggcaaaaqgttgtgtagatgcttataattggaaatgagaacaaaaaaaaaaaaaaa 8101

Figure 1. Nucleotide sequence of GDVII. Lower case letters represent non-coding regions.



