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The nucleotide sequences of nine tRNA genes located in the ACKNOWLEDGEMENT

different PstI DNA fragments from Micrococcus luteus were . . .
determined (MLTRO03—MLTRO1 1). Each tRNA gene sequence gu};{)ortedfb}/ grants from the Ministry of Education, Science and
is preceded by a putative promoter and followed by a probable ulture of Japan.

terminator. The 3'-terminal CCA is coded for 4 out of 9 tRNA

genes examined.

(1) MLTROO3 Ala(age)!
CGA'I‘MCCCGCGCGGGGACCGTGMGGTCGAGTTGCCAGCGAGGCGAACGGGCCGGAAACGCGCGTGMCATCGCGGGTGACGCCCACATCT 100

GGGGGTATGGCGCAGT TGGTAGCGCGTCTGCATGGCATGCAGAAGGTCAGGGGTTCGAATCCCCTTACCTCCACCGCACGCACAAGGCTCGAACGCTTGC 200
Ala

(2) MLTROO4 Ala(GGC)2

GGCCGGTMGGTTGTCGCAGGCCGGGWGTTCAU& TGCTCCGGCCGGTCCGCCGGAAACGGAGTCACCACCCACCTGGGGGTATGGCGCAGT 100

TGGTAGCGCATCTGCATGGCATGCAGAAGGTCAGGGGTTCGAATCCCCTTACCTCCACCCGTCAGAAGGCCCGGTCCGTGCGGACCGTCGTCGTCGTGAC 200
Ala

(3) MLTROO5 Arg(ACG)
GAGCGTCGATIIGCACTTCGCCGGAGAGGTCCIGTAGTGTTCTACGAGTTCGAGCCGCTCCGGCGGATCGGATGATGCGCCCATAGCTCAGCTGGATAGA 100

WQCWWCGACCWTWTWGTCATGTCGGCG 200
rg

(4) MLTROO6 Leu(GAG)

GACCATGGTTIIGAGCCTAGCCCGAACCCGTGCTATCTTTCTCGAGTTGCCCGGAGCGGGACGGACCGGACAGGACCGGAACGCGGTGGGCGACGGAGCC 100
MCCQMTCCACCMTngQSW 200
GCGCACCGCTCGTCGAGCAGCAGGACCCCGGTCGTCACGACCGGGGCCCTGCGTGTTCTCCCGTCCGGGGTCCCCTCTAGAGTGGTGTCCGTCGACGGCA 300

(5) MLTROO7T Lys(CUU)
AGATIIGCACGGCGTCTGAAACCCCTGGTAGGGTT TCACCTCGTTGCACGGCGCACCGGAGAGATCCGAGAGGCGGTGCGGCACCTGCACCTCTAGCTCA 100

ACCGGTAGAGCATCTGACTCTTAATCAGCAGGTTCCGGATTCAAGTCCCGGAGGGTGCACCACACGAAGGCCCCGTCTCCACGGAGACGGGGCCTTCCTC 200
Lys

(8) MLTROO8 Pro(UGG)
GTCGCGGCTTIICGCGGGCGCAAGACGGCGCGCTAGGATTCCACAGTCTGCCTCGGGCAGTCCCTCGGGTGTCGGCGAGCCTCCACCGCGTGAGCGCCGG 100

CGTCAGAGACGACGGLOUGATATAGCTCACCTTGATAGAGLACACGCTTTOOUAGCUTAACOCIACAGOTTCAAATCCTGTCACCLLCACTCGACGTCAA - 200
r
GACCATCCACCACCACCAACAGGAGTCATCCGTGGTCAAGTCCACCGCAGAGAACCTCAGCCCGACCCGCGTCAAGCTGACCGTCGAGGCGCCGTTCGAG 300

(7) MLTROO® Pro(CGG)
GCATCCCGGTIIGGCGGCACCCGCTGCAGCTGGIATAGTCGCTCTCTGTTGGATTCAGGTCTGAGACCTCCAACGGGGTGTGGCGCAGCTTGGTAGCGCC 100
M%WQWWGWWCTCGTCTCCGGGTGCTCA 200

(8) MLTR010 Thr(CGU)

GGCCGCGCAGTGGAATCGGGGCCGCGAAACCGGTATGCTCGTCAGCCGTGGCCGTTGACGGTCACGTGCCTCCTTAGCTCAGCTGGCCAGAGCAGCTCCC 100
Iggmmmmmsmmwcccccmmcccmmummuu CGTCTCCGGGCCGGCCCTCCGGG 200

(9) MLTRO11l Trp(CCA)
GCCCAIICGACTCCCGCCGCCCGATGGCGIATCCTGGATCTCCGGTGCCGCGTTCACGGTCGATCCCGCGAGGGTTCGGCCGGCCCCGTCGGTCCGAAGG 100

WWTWCCCGTW 200

Figure 1. Putative promoter and terminator sequences are shown by double underlines and arrows, respectively.
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