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Liver mRNA from female adult rats which had been maintained
on a cholestyramine diet (4% w/w) was used to construct a
cDNA-library in Agtl1. The library was screened with a 1233
bp BamHI/Xbal fragment of a cDNA-clone for the male-specific
P-450 IIC11 [P-450 M-1, P-450 16«] (1) and many clones
hybridised with the probe. Dot blot analysis with specific probes
for other members of the P-450 IIC family allowed identification
of most of the positive clones as either P-450 PB1, P-450 f, or

IIC family P-450 M-1 (59%), P-450 PB1 (58 %), P-450 f (56%),
P-450 g and P-450 1583 (53 %) and therefore we suggest that this
novel species should be classified as a new member of this family.
A putative heme-binding region can be identified in this sequence
(see figure). In mRNA samples from both male and female adult
rat liver, P-450 cl17 hybridised to a species of apparently 2000
bp and this is consistent with the size of a mRNA for a P-450
species (results not shown).

P-450 158. All these species are considered members of the P-450

IIC family. In addition a clone for P-450 IIE1 (P-450 j) was also

identified. One clone that could not be identified was isolated, REFERENCES

sequenced and designated P-450 cl17. The deduced amino acid I. Yoshioka,H. er al. (1987) J. Biol. Chem. 262, 1706—1711.
sequence has the highest homology with members of the rat P-450 2. Gonzalez,F.J. (1989) Pharmacol. Rev. 40, 243—288.

GAGGGCTARAATGGAGC TGCTGGGATTCACTACGC TTGC T TTGTGGTTTCGGTGAC TTGCCTCAGCCTCC TTTCAGTGTGGACARAAC TGCGCACTAGGGGGAGGCTGCCCCCG 115
MetGluLeuLeuGlyPheThrThrLeuAlaLeuValValServalThrCysLeuSerLeuleuServalTrpThrLy sLeuArgThrArgGlyArgLeuProbro 35

GGGCCEmACCOCCETTE N  ATTATTGGGAATS TAC TGSAACTGRACC TC AAGGACATCC TGCATCGC TT TCCARGCTGGCCARAGAGTACGGGCC TGTTTACACGCTGTACTTTG 230
GlyProHisProbroSerHisTyrTrpGluSerThrAlaThrGluProGlnGlyHisProAlaserLeuSerLysLeuAlalysGluTyrGlyProvalTyrThrileuTyrPheG 74

GAACCTCTOCTATTGTGGT O TGCATGGC TATGATGTGG! GCTTCTCCAGTAAGGGGATGAGTT CTC 'CTCTGTCCATTATCGAAGATACTCATAR 345
1yThrSerProThrvalvalLeuHisGlyTyrAspValvallysGluAlaLeuleuGlnGlnGlyAspGluPheLeuGlyArgGlyProLeuProllelleGluAspThrHisLy 112

GUGATATGSACTCATTTTCAGTARTGGAGAGAGGTGGAAAG T ATGCGACG T TC TCCT TCATGACTC TGAGGAACT TCGGAATGGG! CAG 460
sGlyTyrGlyLouIl.PhasorAsnblyGlquthpLysValH.tArqArgPheSﬁrLeuHﬁtThxL.uA!qA.lnPh.GlyHetGlyLysquSerLﬁuGluulqugValL.ln 150

AGGAAGCCTGGTGCCTT 'TACAAAAAACAAAAGCTCAGCCCTTTGACCCCACCTTCATCCTGGCCTGTGCTCCCTGCAACGTGATCTGCTCCATTCTTTTCARCG 575
GluGluAlaTrpCysLeuValGluGluLeuGlnLysThrLysAlaGlnProPheAspProThrPhelleLeuAlaCyshlaProCysAsnVallleCysSerIleLeuPheAsnA 189

ATCGATTCCAGTACAACGACAAGACGTTCCTCAACCTTATGGATCTT TTAAATARAAATTTTCARCAAGTGAACTCCGTGTGGTGCCAGATGTACAACCTTTGGCCAACGATCAT 690
spAryPheGLnTyrAsnAspLysThrPheLeuAsnLeuMet AspLeuLeuAsnLy sAsnPheGlnGlnValAsnServalTrpCysGlnMet TyrAsnLeuTrpProThrllell 227

AAAGTAT TCCCTGGAAAG T ATATAGAAT TTGCAAAAAGAATTGATGATGTTAAAAACT T AT TC TTGAAAAAGTGAAGGAACACCAGAAGTC U CTGGATCCTG I CAACCCTIGG  8US
oLysTyrLeuProGlyLysHisTlaGluPheAlaLysArglleAspAspVallysAsnPhelleLeuGluLysValLlysGluHisGlnLysSerLeuAspProAlaAsnProArgy 265

GACTACATTGACTGTTTTC TCAGTAAGAT TGAGGAGGAGAAGGATAACCTGAAGT CTGAGT TCCATT TGGAGAACTTGGCTGTCTGTGGGTCTAACTTGTTTACGGTAGGCATTG 920
AspTyrIleAspCysPheLeuSerLysIleGluGluGluLysAspAsnLeulysSerGluPheHisLeuGluAsnLeuAlaValCysGlySerAsnLeuPheThrAlaGlyThiG 304

AGACAACCAGCACCACCCTGAGATTCGGGCTCC TG TCC TTATGARGTATC AGAGG TGCARGC T AAAGTTCATGAGGRAC TTGACCGTGTGATTGGACGCCACCARCCCCCTAG 1035
1uThrThrSerThrThrLeuArgPheGlyLeuLeuLeuLeuMet LysTyrProGluvalGlnAlaLysValHisGluGluLeuAspArgValllaGlyArgHi sGinProProSe 342

~ATGAAGGACAAGATGAAG TGCCTTATACCGATGC TGTATTGCATGAGAT TCARAGATACATCACT . TGG TTGGTTCCAGTC TG C S ATGC TGTGGTCCAGGACACAAAATTC 1150
rMatLysAspLysMetLysLeuProTyrThrAspAlaValLeuHisGlulleGlnArgTyrIleThrLeuvalGlySerSerLeuProiisAlavalValGlnAspThrLysPhe 380

AGAGACTATGTCATCCCCARGGSTACTACTGTACTCCCGATGC TG TCTTCCGTCATG T TGGATCAAA TTGCCAACCC TTGATCCAGGACACTTTCTGGATA 1265
ArgAspTyrvallleProLysGlyThrThrValLeuProMetLeuSerServalMet LauAspGlnLysGluPheAlaAsnProGluly sPheAspProGlyHisPheLeuAspl 419

ARARTGGCTGCTTCARGAAGACAGACTACTTTGTTCCCTTCTCCC TTGGARAGCGRGCC TG TGTTGG TGAGAGTTTGGCCCGGATGGAGCTCTTCCTGTTCTTCACCACCCTTCT 1380
¥3AsnGlyCysPheLysLysThrAspTyrPheValProPheSerLeuGlyLysArgAlaCysvalGlyGluSerLeuAlaArgMetGluLeuPheLeuPhePheThr ThrLeule 457

GTARAAGTTTTCC T TGAAGAC TCTGGTGGAGCCTAAGGATC TTGACATCAAGCCTATTACTAC! TATCAATTTGCCGCCACCTTACAAGCTGTGCCTTGTTCCTAGATAA 1495
uGlnLysPheSerLeulysThrLeuValGluProLysAspLeuAspIleLysProlleThrThrGlyIleIleAsnLeuProProProTyrLysLeuCysLeuValProArg 494

GGGTTTATCCTTTTAATCATTCAAATCAAAGTAATTGTTTCCTTTTTCTATAAATATTCTTTTTATGCTAAGCAC TGCCTAGGCCAGAAACATCATGCATGAARAACCACATGGAC 1610
ATTTATTTCGATTTAAAAATCTAGGTC TTAAAAGT TTCCAGGACACAGGCAGTGTGTCTGTGTCCCTCAACTGCTCTAGAAACCAGGCCCCAAGCACAACTGATACCAGATATGS 1725
AAGATCCTCATCAGACG CACCTACAAGTAGCACTG] GTGC TCTTCTGTAGC TTTGGAAATAGAATTGTTT TCTGTCAT TGTT TCAATAGAGAAATTAATGTAATGGCCTACGTT 1840
CATTTTCCTGTTCACACTTAAAAACAT TTACATGATTTGTGSCACATTCACAARATARATTCTCACCCTGACAATAAAAAAAAAGGAAT TCCTGTTGGCCGAGTTGTCAGTCAGS 1955
GTGAACTCTGCCACCAGT TCCCTARGAAGGGGCAT TGAAGGACCCTTCATAGGTTTT TGGAGG TAATAAAGCCAGGATATCATAGAGCC TTAAGCGGACCATTGCAGCACTAGCT 20710

TTCAGGTGGGGGAAT T "AAAAAAAAAAAAAAAAAAAAAARAAAAAARAAARARARARARARAAAAAAAAAAAAAAAAGGAATT 2153

Figure 1. The conserved amino acids (2) of the putative heme-binding region are underlined.



