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Abstract
Here we present a highly efficient protocol for on-the-resin coupling of fluorescent dyes or other
functional groups to the N-termini of synthetic peptides prior to cleavage and deprotection. The
protocol avoids expensive pre-activated dyes and instead employs carboxylated dyes activated by
large amounts of coupling reagents. The protocol was used to label peptides with low reactivity
such as long hydrophobic peptides and peptides with strong tendencies to form sterically-shielding
structures or aggregates in solution. In all cases, the yields far exceeded those from commercially
available pre-activated compounds.
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The ability to introduce specific chemical moieties into proteins or peptides is critical for
basic biophysical studies and for a variety of biotechnological applications. Examples
include fluorophore incorporation for bioimaging [1] and structural analysis [2], PEGylation
for solubility and bioavailability modulation [3], glycosylation for synthetic vaccine and
drug development [4], or immobilization for bioseparations and biosensing [5;6]. One of the
most commonly used strategies for such modifications involves labeling amino acid side
chains [7]. There are many published protocols for labeling various amino acid side chains
using well-documented chemical reactions in solution (see [7] for a review). One such
widely used strategy is the chemical modification of cysteine residues with maleimide-
containing fluorescent dyes for FRET-based applications [7]. In the past, we have used this
approach to conjugate FRET dyes such as fluorescein and rhodamine to long hydrophobic
peptides with a single cysteine near the N or the C terminus, with coupling efficiencies
higher than 80%, and sometimes as high as 100% [8–10]. Such high labeling yields are
critical for quantitative FRET characterization of interactions between long hydrophobic
peptides, as the labeled and unlabeled hydrophobic peptides are difficult to separate by
HPLC [10–14].
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The main limitation of this labeling approach is the availability of a suitable single cysteine
residue in the sequence of the peptides, as this approach cannot be used to label peptides
with no cysteines or peptides containing multiple cysteines in their sequences. For instance,
the transmembrane (TM) domains of two receptor tyrosine kinases that we are studying,
FGFR1 (sequence: TSPLYLEIIIYCTGAFLISCMVGSVIVYKMK) and FGRF2 (sequence
TASPDYLEIAIYCIGVFLIACMVVTVILCRMKNTTK), have multiple cysteine residues in
the middle of their sequences.

As an alternative to labeling cysteine side chains in solution, we sought to label the N-
terminus on-the-resin prior to cleaving the peptides. Potential advantages of N-terminal on-
the-resin labeling include easy purification of the products, and commercial availability of
pre-activated and ready-to-use derivatives with the desired chemical functionality.
Therefore, we attempted to conjugate the commercially available N-hydroxysuccinimide
(NHS) ester derivatives of fluorescein and rhodamine to the N-termini of FGFR1 and
FGFR2 TM peptides. As discussed below, however, the yields of the conventional N-
terminal modification methods were very low for the long hydrophobic peptides. We
therefore present here a highly efficient protocol for N-terminal on-the-resin modification of
such peptides that employs large amounts of carboxylated dyes activated by coupling
reagents.

FGFR1 and FGFR2 TM peptides were synthesized on a 433A peptide synthesizer (Applied
Biosystems) using 9-fluorenylmethoxy-carbonyl (Fmoc) chemistry and a triple coupling
protocol. The peptides were produced on a CLEAR-amide resin with a substitution level of
0.4 mmol/g on a 0.1 mmol scale as previously described [15]. After the synthesis, the solid
phase coupling to the N-terminus was attempted with two fluorescent dyes: fluorescein-5-
EX, succinimidyl ester and 6-[tetramethylrhodamine-5-(and-6)-carboxamido]hexanoic acid,
succinimidyl ester [5(6)-TAMRA-X, SE] (Invitrogen, Eugene, OR). The reactions were
conducted in a mixture of N,N-dimethylformamide (DMF) (ACS grade, EMD chemicals
Inc., Gibbstown, NJ), 100 mM sodium phosphate buffer (pH 7.0) and 6 equivalents of the
dye, at 4°C under 4 h of vigorous agitation. The labeling yields determined after cleavage
(detailed cleavage protocol given in [15]) were less than 10% when the pre-activated dyes
were used. This yield was too low for quantitative biophysical characterization of the
peptides.

To improve the yields, we tried several other reaction media, including 2,2,2-
trifluoroethanol (Sigma-Aldrich, St. Louis, MO), methanol (Fisher Scientific, Fair Lawn,
NJ), and N-methyl-2-pyrrolidone (NMP) (Advanced ChemTech, Louisville, KY). However,
these substitutions did not increase the reaction efficiency. Furthermore, changing the buffer
and solvent ratios, lengthening the reaction time, and adding more dye did not improve the
reaction yield (data not shown).

Previously, Fernández-Carneado and Giralt [16] have proposed an alternative protocol for
solid phase coupling of 5(6)-carboxyfluorescein to the N-terminus via activation of the
carboxylic group without the use of the commercially available pre-activated derivatives of
the fluorescent dyes. Their protocol yielded labeling efficiencies higher than 80% for
peptides with up to 12 residues, but only 60% for 18 residue long peptides. With this
approach, both FGFR1 and FGFR2 (over 30 residues each) were expected to have labeling
efficiencies below 50%. Thus, we had to modify the protocol in order to increase the
labeling efficiencies.

In the first step of the new protocol (Fig. 1A), 12 equivalents of the carboxy-derivative of
the fluorescent dye [either carboxyfluorescein (CF) or carboxytetramethylrhodamine
(CTAMRA)] were dissolved in DMF under vigorous agitation. This differs from the
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protocol of Fernández-Carneado and Giralt [16], which uses only 6 equivalents of the dye.
The large excess of dye in the new protocol introduced solubility problems (see Fig. S1 in
Supplementary Information), which were solved by adding more NMP dropwise until a
homogeneous, saturated solution was formed. The carboxylic group of the fluorescent dyes
was activated by the addition of 12 equivalents of either 7-
Azabenzotriazolyoxytris(pyrrolidino)phosphonium hexafluorophosphate (PyAOP) (Sigma-
Aldrich, St. Louis, MO) or benzotriazol-1-yl-oxytripyrrolidinophosphonium
hexafluorophosphate (PyBOP) (Sigma-Aldrich, St. Louis, MO).

Slow addition of DIPEA to the reaction mixture turned out to be critical for high reaction
yield. In the original protocol, DIPEA is mixed together with PyAOP (or PyBOP); however,
this resulted in phase separation with the heavy phase exhibiting gel-type consistency (Fig.
S2 in Supplementary Information). Such phase separation limits mass transfer during the
coupling reaction. To overcome this problem, we modified the protocol by adding DIPEA
dropwise over a period of 1 h to an agitating mixture that contained the peptide-resin and the
pre-mixed carboxy-derivative (Fig. 1B). The reaction was carried out for 48 h at room
temperature (in the presence of PyAOP) or longer (with PyBOP), since PyBOP is known to
generate a less active intermediate than PyAOP [17;18].

Due to the large excess of dyes and activators, a concern arose that single peptides may be
labeled with multiple dyes through a phenolic ester formation mechanism that has been
reported in the literature [19]. Therefore, the peptide-resin was treated with piperidine/DMF
(1:4, v/v) for 30 minutes to remove ester-bound dyes. After the piperidine treatment, the
resin was filtered out and washed with DMF. The peptide was subsequently cleaved and
purified via reverse-phase HPLC. The molecular weights of the peptides were confirmed by
MALDI-TOF mass spectrometry (Voyager DE-STR, Applied Biosystems, Foster City, CA).
The labeling efficiencies were determined by assessing the peptide and dye concentrations
using circular dichroism and absorbance measurements, respectively, as described
previously [11]. For both CF and CTAMRA labeling of FGFR1 and FGFR2, the coupling
efficiencies were higher than 85% (Table 1).

After developing the new protocol for long hydrophobic peptide modification, we assessed
its utility to modify soluble peptides with strong tendencies to associate and form secondary
structures. Collagen mimetic peptides (CMPs) contain X-Y-glycine amino acid repeat
sequences (X and Y are typically proline or hydroxyproline) that induce three CMP strands
to intertwine into a collagen-like triple helix [20]. The strong propensity to form this CMP
triple helix in a wide range of solvent conditions presents a steric hindrance for N-terminal
modification in solution. Yet, high yield of these functionalized peptides are important for
work employing fluorescently labeled CMPs for facile modification of collagen tissue
scaffolds and for fabrication of CMP-hybridized PEG hydrogels [21–24].

G3-(GPP)9, a 30-residue CMP was labeled with CF on-the-resin using PyAOP and the
newly developed protocol. The efficiency of the labeling reached 94% after 24 h, confirming
the success of the protocol for labeling the mimetic peptides with fluorescent tags. The on-
the-resin labeling was also highly effective in coupling CMP to other functional chemical
species, such as a PEG oligomer (dPEG4) (Advanced ChemTech). Near 100% efficiency
was achieved for coupling CMPs to dPEG4 using the described on-the-resin coupling
strategy employing PyBOP activation. This on-the-resin coupling strategy far exceeded the
reaction efficiency (about 10%) of attempts to couple NHS-activated PEG to the peptide’s
N-terminus. Thus, the presented labeling protocol is highly efficient and versatile, and we
hope that it will enable the biophysical characterization and technological applications of
long, hydrophobic, or strongly associating peptides.
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Supplementary Material
Refer to Web version on PubMed Central for supplementary material.
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Fig. 1.
Protocol for the on-the-resin N-terminal modification of long synthetic hydrophobic and
self-associating peptides. (A) Mix 12 equivalents (compared to peptide) of a carboxy-
derivative of the compound to be conjugated with 12 equivalents of the activating reagent
(PyAOP or PyBOP). Resuspend this powder mixture under vigorous agitation in DMF. Add
NMP dropwise as needed to ensure that a homogeneous solution is formed. This is typically
achieved in about 30 minutes. (B) Transfer the activated compound from (A) to a container
with the pre-swelled peptide-resin (swelling is achieved by agitating the peptide-resin in
DMF for about 10 minutes). Under vigorous agitation, add DIPEA dropwise, allowing
complete homogenization between additions. This process usually lasts for 30–60 min
depending on the amount to be conjugated. The reaction is then carried out for 48 h. Wash
the peptide-resin several times with DMF and centrifuge between washes to avoid the loss
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of peptide-resin. Finally, add piperidine in DMF [1:4 (v/v)] to the peptide-resin and agitate
the mixture for 30 minutes. Wash the peptide-resin before proceeding to cleavage.
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Table 1

On-the-resin peptide labeling protocol and yields

Peptidyl-Resin* Fluorescent Label Activators Product Yield

FGRF1-resin

Fluorescein-5-EX, SE or 5(6)-TAMRA-X, SE -
Fluorescein-FGRF1 <10%a

TAMRA-FGRF1 <10%a

CF or CTAMRA PyAOP, DIPEA
CF-FGRF1 86%b

CTAMRA-FGRF1 87%b

FGRF2-resin

Fluorescein-5-EX, SE or 5(6)-TAMRA-X, SE -
Fluorescein-FGRF2 <10%a

TAMRA-FGRF2 <10%a

CF or CTAMRA PyAOP, DIPEA CF-FGRF2 ~100%b

CTAMRA-FGRF2 ~100%b

CMP9-resin CF PyAOP, DIPEA CF-CMP9 94%a

CMP8-resin dPEG4 PyBOP, DIPEA dPEG-CMP8 ~100%a

*
Sequences:

FGRF1: TSPLYLEIIIYCTGAFLISCMVGSVIVYKMK

FGRF2: TASPDYLEIAIYCIGVFLIACMVVTVILCRMKNTTK

CMP9: G3-(GPP)9

CMP8: G3-(POG)8, O: hydroxyproline

a
Yield obtained by MALDI-TOF and HPLC

b
Yield obtained by CD and UV-Vis absorbance
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