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The cloned DNA was cut with the appropriate restriction
endonucleases and was subcloned into the M13 phage vectors
mpl8 and mpl9 (1). The sequence was determined on both
strands of the cDNA by the dideoxynucleotide chain termination
method (2) using modified T7 polymerase sequenase. The PA
gene of A/WSN contained 2233 nucleotides which can code for
716 amino acids and indicated a high homology (97 %) to that
of A/PR/8/34(HIN1) (3).
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AGCGMAGCAGGUACUGAUUCMAAUGGAAGAUUUUGUGCGACMUGCUUCAAUCCGAUGAUUGUCGAGCUU( 72 )

E F VRQC P 1 V. ELAQOE6
GCGGAAAAGGCAAUGAAAGAGUAUGGAGAGGACCUGAAAAUCGAAACAAACAAAUUUGCAGCAAUAUGCACU 144
AEKAMEKE G EDLKTIETNKTFAATITCTI(40)

CACUUGGAAGUGUGCUUCAUGUAUUCAGAUUUUCACUUCAUCGAUGAGCAAGGCGAGUCAAUAGUCGUAGAA 216
HLEVCFMYSDFHFTIDETG QGESTSTIVUVEI(64)

CUUGGCGAUCCAAAUGCACUUUUGAAGCACAGAUUUGAAAUAAUCGAGGGAAGAGAUCGCACAAUAGCCUGG 288
LGD NALLKHRTFETILITIEGRTDR RTTIAWI(8)

ACAGUMUAMCAGUAUUUGCMUCUACAGGGGCUGAGMACCAMGUUUCUACCAGAUUUGUAUGAUUAC 360
TVINSTICNTTGAETIKTPIKTFTLFP LY D Y (2

AAGMGMUAGAUUCAUCGAMUUGGAGUMCMGGAGAGMGUUCACAUAUACUAUCUGGMMGGCCAAU 432
KKNRFITETIGV T TRREVHTIYTYTULET KA ANIQ3F

AAAAUUAAAUCUGAGAAGACACACAUCCACAUUUUCUCAUUCACUGGGGAGGAAAUGGCCACAAAGGCCGAC 504
K I KSEKTHTIHTITFS T GEEMATEKADOI(60)

UACACUCUCGAUGMGMAGCAGGGCUAGGAUCMMCCAGGCUAWCACCAUMGACMGAMUGGCUAGC 576
Y TLDETETSRARI RLF T IR E M A S (184)

AGAGGCCUCUGGGAUUCCUUUCGUCAGUCCGAGAGAGGCGMGAGACAAWGMGAMGAUUUGMAUCACA 648
RGLWDSTFR RGO QSE G EETI1EERTFETT T(208)

GGMCMUGCGCMGCUUGCCGACCMAGUCUCCCGCCAMCUUCUCCAGCCUUGMMUUUUAGAGCCUAU 720
G TMRKLA Q SLPPNFSSLENTFTR RAYI(272)

GUGGAUGGAWCGAACCGMCGGCUACAUUGAGGGCMGCUUUCUCAMUGUCCMAGMGUAAAUGCUAGA 792
VDGFEPNGYTITEGKLSOQMSTEKTETVNARI(256)

AUUGAAccwuuuuswucncucucmcmwumacuuccscaucscccucccusuucucmcccucc 864
1 EPFLKST RPLRLPDGPGPCSQR S(280)

AAAUUCCUGCUGAUGGAUGCCUUAAAAUUMGCAUUGAGGACCCMGUCAUGAGGGAGAGGGGAUACCGCUA 936
KFLLMDALTKTLSTIEDTPSTHTETGTETGTIFPL (308
UAUGAUGCAAUCAAAUGCAUGAGAACAUUCUUUGGAUGGAAGGAACCCAAUGUUGUUAAACCACACGAAAAG 1008
YD AT K MRTFFGWIKETPNVYVKTPHE K(328)
GGAAUAAAUCCAAAUUAUCUUCUGUCAUGGAAGCAAGUACUGGCAGAACUGCAGGACAUUGAGAAUGAGGAG 1080
G I NPNYLLSWKQUVLAETLTO OQTDTITETNEE(352)
AAAAUUCCMGGACUMMAUAUGMGMMCGAGUCAGUUAAAGUGGGCACUUGGUGAGAACAUGGCACCA 1152
K 1T PRTKNMEKK S L KWALGENMAPI(3)
GAAAAGGUAGACUUUGACGAUUGUAMGAUGUAGGCGAUUUGAAGCAAUAUGAUAGUGAUGMCCAGAAUUG 1224
E K DFDDCKDVGDLIK® QYDSTDETFPE L (400)
AGGUCGCUUGCMGUUGGAUUCAGMUGAGUUCMCMGGCAUGLIGMCUGACCGAUUCMGCUGGAUAGAG 1296
SLASWIOQNTETFN ACELTDS S W 1 E(42)
CUCGAUGAGAWGGAGMGAUGCGGCUCCMUUGMCACAUUGCMGCAUGAGMGGMUUAUUUCACAGCA 1368
DEITGEDAAPTIETHTIASMPRRNYTFT A-(448)
GAGGUGUCUCAUUGCAGAGCCACAGAAUACAUAAUGMGGGGGUGUACAUCMUACUGCCUUGCUUAAUGCA 1440
£ S HCRA E Y I K Y I NT AL LN AZ(472)
UCCUGUGCAGCMUGGAUGAUUUCCAAUUMUUCCMUGAUMGCMGUGUAGAACUMGGAGGGMGGCGA 1512
S CAAMDTEDTF LT PMISKT CRTIKTETGR RI(49%)
MGACCAAUUUGUACGGUUUCAUCAUMAAGGAAGAUCCCACUUAAGGAAUGACACCGAUGUGG!JMACUUU 1584
K T N L G F I KGR SHLRNDTODVV NF(50)
GUGAGCAUGGAGUUUUCCCUCACUGACCCMGACUUGMCCACACAAAUGGGAGAAGUACUGUGUUCUUGAG 1656
3 EFSLTDPRLETPHTEKTMWETKTYTCVL E(5)
GUAGGAGAUAUGCUUCUAAGMGUGCCAUAGGCCAUGUGUCMGGCCUAUGUUCUUGUAUGUGAGGACAAAU 1728
V60 ML L S AT GHVSRPMFLYVRTNI(58)
GGAACCUCMMAUUAAMUGAMUGGGGGAUGGMAUGAGGCGUUGCCUCCUUCAGUCACUUCAACAAAUC 1800
G TSKTKMKWGEMEMRRCLLG QSLQ QQ I (592)
GAGAGUAUGAUUGMGCUGAGUCCUCUGUCMGGAGAMGACAUGACCAMGAGUUCUUUGMMCAMUCA 1872
S 1 ESSVKEZKDMTEKETFTFTENEKSI(66)
GMACAUGGCCCGUUGGAGAGUCCCCCMAGGAGUGGAGGMGGUUCCAUUGGGMGGUCUGCAGMCUUUA 1944
ETWPVGESTP G VEEGSTIGEKVCRTLI(680)
uusccAAAsucesm\uucmAscuucuwscwcuccucucucwcmwuuuscusmucuwu 2016
L K S VFNSIL ASPQLEGFSATESR KI(664)
CUGCUUCUUAUCGUUCAGGCUCUUAGGGACAACCUGGMCCUGGGACCUUUGAUCUUGGGGGGCUAUAUGAA 2088
L L1 QA LRDNLETPGTTFTDLTGGITL Y E(688)
scuuusAsGAcueccucwuwcAucccusesuuuuccuunnuscuucuuscuucucuccuuccucncn 2160
1 EECLINDPWVYLLNASTUMWE S F L T(n2
CAUGCAUUGAGAUAGUUGUGGCMUGCUACUAUUUGCUAUCCAUACUGUCCMMAAGUACCUUGUUUCUAC zzaf
A 716
2233

Nucleotide sequence of the PA gene of A/WSN/33 written in the mRNA sense.
The first 12 nucleotides were assumed to be the same as primer used for the
cDNA synthesis.



