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Here we present the cDNA sequence of human beta-galactoside
alpha-2,6-sialyltransferase. The protein mediates the attachment
of sialic acid to glycoprotein sugar chains. The cDNA was

isolated from a human placental lambda gtlO library (1) by
screening with two oligonucleotides generated from the rat liver
cDNA encoding sialyltransferase (2). The human cDNA with
2188 bp (including EcoRI linkers, lower case) encodes the
complete protein with 406 aa (MW 46604) including a typical
hydrophobic signal anchor sequence (aa 11 to 25) and two

potential N-linked glycosylation sites (aa 149 and 161; marked
by asterisks). The protein sequence shows 87.6% similarity to

the rat protein sequence with 403 residues. The human cDNA
encodes three additional residues E-K-K near the amino acid

position 30.
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10 30 50 70 90 110
aa^ttctGCCCGGCGTTAACAGGGAGCCGATACCGACCGGCGTGGGCGCGGaGCGGGCGGCCGCCACCGaGCGTGCTGaGCMACCGCAGCCTCCGCGGCCGaGaGTGCaGCGAGCaAGG

130 1S0 170 190 210 230
GGAGAGCCAGTTGCGCAGAGCCCTGCAACCAGCAGTCCAGGGAGAAGTGGTGRATGTCATGGAGCCCAGCTGMAATGGACTGGCCCCCTTGAGCCTGTCCCAAGCCCTGGTGCCAGGTGT

250 270 290 310 330 350
CCATCCCCGTGCTGAGATGAGTTTTGATCATCCTGAGAAJ^ATGGGCCTTGGCCTGCAGACCCAATAzACCTTCCCTCCCATGGATAATAGTGCTAATTCCTGAGGhCCTGAAGGCCTGC

370 390 410 430 450 470
CGCCCCTGGGGGATTAGCCAGAAGCAGGCTTGT-T-TcCTGCTCAGAACAaAGTGacTTCCCTGAaACAATCTTCATTATGATTCACACCAACCTGRAaGaaAGTTCAGCTGCTGCGTCC

R I H T N L K K K F S C C V L
490 510 530 550 570 590

TGGTCTTCTTCTGTTTGCAGTCATCTGTGTGTGGGAAGAGACAAGGAGTTACTATGATTCCTTAATGAACCAAGGAATTCCAGGTGTTAAAGAGTCTGAATTGG
V F L L F A V I C V W K t K K K G S Y Y D S F K L Q T KI F Q V L K S L G K L A

610 630 650 670 690 710
CCAsTGGGGTCTGATTCCCAGTCTGTATCCTCAAGCAGCACCCAGGACCCCCACA,GGGGCCGCCAGACCCTCGGCGTCTCAGhGSCCTAGCCAAGGCCMAACCAGAGGCCTCCTTCCAGG

M G S D S Q S V S S S S T Q D P H R G R Q T L G S L R G L A K A K P C A S F Q V
730 750 770 790 810 830

TGTGGAACAAGGACAGCTCTTCCMAAAACCTTATCCCTAGGCTGCAGTCTGGAAGAATTACCTMAGCATGRACAAGTACMAAGTGTCCTACAAGGGGCCAGGACCAGCATCAAGT
n N K D S SS N L I P R L Q K I W K N Y L S R N K Y K V S Y K G P G P G I K F

850 870 890 910 930 950
TCAGTGCAGAGGCCCTGCGCTGCCACCTCCGGGACCATGTGAATGTATCCATGGTAGAGGTCACAGATTTTCCCTTCAATACCTCTGAA GGGGTTTGCCCAAGGhGAGCATTA

S A E A L R C H L R D H V N* V S N V E V T D F P F N* T S K N E G Y L P K 3 $ I R
970 990 1010 1030 1050 1070

GGACCAAGGCTGGGCCTTGGGGCAGGTGTGCTGTTGTGTCGTCAGCGGGATCTCTGAAGTCCTCCCAACTAGGCAGAGA AaTCGATGA TCATGACGCAGTCCTGGTTAATGGGCAC
T K A G P W G R C A V V S S A G S L K S S Q L G R E I D D H D A V L R F N G A P

1090 1110 1130 1150 1170 1190
CCACAGCCAACTTCCAACAAGATGTGGGCACAAACTACCATTCGCCTGATGAACTCTCAGTTGGTTACCACAGAGhAGCGCTTCCTCAMAGACAGTTTGTACAAT>GAAGATCCTAA

T A N F Q Q D V G T K T T I R L M N S Q L V T T L K R F L K D S L Y N t G I L I
1210 1230 1250 1270 1290 1310

TTGTATGINGACCCATCTGTATACCACTCAGATATCCCMAAGTGGTACCAGAATCCGGATTATAATTCTTAACAACTACAAGACTTATCGTAAGCTGCACCCCAATCAGCCCTTTTACA
V W D P S V Y H S D I P K W Y Q N P D Y N Fr N N Y K T Y R K L H P N Q P F Y I

1330 1350 1370 1390 1410 1430
TCCTCAAGCCCCAGATGCCTTGGGAGCTATGGGACATTCTTCAAGAAATCTCCCCAGAAGAGATTCAGCCaAACCCCCCATCCTCTGGGATGCTTGGTATCATCATCATGTGACGCTGT

L K P Q N P W E L W D I L Q C I S P E E I Q P N P P S S G N L G I III 1 T L C
1450 1470 1490 1510 1530 1550

GTGACCAGGTGGATATATGAGTTCCTCCCATCCAAGCGCAAGACTGACGTGTGCTACTACTACCAGAAGTTCTTCGATAGTGCCTGCACGATGGGTGCCTACCACCCGCTGCTCTATG
D Q V D I Y E F L P S K R K T D V C Y Y Y Q 1F F D S A C T N G A Y H P L L Y t

1570 1590 1610 1630 1650 1670
AGAAGAATTTGGTGAAGCATCTCAACCAGGGCACAGATGAGGACATCTACCTGCT GCCACACTGCCTGGCTTCCGGhCCATTCACTGCTAAGCACAGGCTCCTCACTCTTCTC

K N L V K H L N Q G T D E D I Y L L G K A T L P G F R T I H C
1690 1710 1730 1750 1770 1790

CATCAGGCATTAAATGAATGGTCTCTTGGCCACCCCAGCCTGGGAAGAACATTTTCCTGzACAATTCCAGCCTGCTCCTTTTACTCTAGGGGCCTCTGTCAGCAAGACCATGGGCTTCA
1810 1830 1850 1870 1890 1910

AGAGCCTGTGGTCAGGAAATCAGGTCCAGCCTTCCCTGTAGCCAGACAGTATGAGCCCAGAGCCTCCTGCCACACACATGCACACATATCTAGCATTCTCCAAGACAGCATCCTCC
1930 1950 1970 1990 2010 2030

CCGCCTTCCACCTTGTAGATGCAAGGTCTATCTCTCCCATCAGGGCTGCCAzAGCTGGGCTTTGTTTTTCCCAGCAGAATGATGCCATTCTCACAAACCAATGCTATATTGCTTG
2050 2070 2090 2110 2130 2150

TCTGCATCTAAATATTGATTTCACGTTTAAAGAAATTCTCTTAAATTACAATTGTGCCCAATGCAGGGTGGCTCTGGGGGGCAAGTAGGTGGTACAGGGGATTGGAAACAATCGTCCGC
2170 2188

GCCTCCAGAGAAAAGTTGCTCCCGAGag
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