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The Escherichia coli chromosomal region extending from the  REFERENCES
end of the Isp gene to the beginning of the dapB gene was
sequenced. The Isp gene is followed by two inverted repeats 1417-1421.

1. Gilson,E., Clement,]. M., Brutlag,D. and Hofnung,M. (1984) EMBO J. 3,

(shown as arrows) which belong to the REP/PU family (1) and 2. Miller,K.W., Bouvier,J., Stragier,P. and Wu,H.C. (1987) J. Biol. Chem.

by two open reading fames, orf149 and orf316, which are part 262, 7391-7397. ‘
of the same operon as Isp (2). A putative transcription termination 3. Mackie,G.A. (1980) J. Biol. Chem. 255, 8928—8935.

4. Bouvier,J., Richaud,C., Richaud,F., Patte,J.C. and Stragier,P. (1984) J.

signal is immediately followed by a third open reading fame, Biol. Chem. 259, 14829— 14834,
orf304, encoding a potentially membrane-bound protein. These
three open reading frames are preceded by good ribosome binding
sites (underlined twice) and could encode proteins of 17K, 36K
and 32k that have been previously described (3). Transcription
of the dapB gene (single arrow) starts 136 bp downstream of

orf304 (4).

TCTAGAGCGAAAAAACAATAATAANCCCTGCCGGATGCGATGC TGACGCATC TTATCCOGCC TACAGAT TGC TGCGAMATCG TAGGCCGGATANGGCG T TTACGCCGCATCCGGCAAAAATCCTTAMATATAMGAGCAAACC TGCATGTC
S R A K K Q **+ ? - L
TGAATCTGTACAGAGCAATAGCGCCGTCCTGGTGCACT TCACGC TAAAAC TCGACGATGGCACCACCGCCGAGTC TACCCGCAACAACGGTAAACCGGCGC TGT TCCGCC TGGG TGATGC TTCTCTTTCIGAAGGGC TGGAGCAACACCT
E S VQSNSAVLVYVHEFTLXKLDTUDGTTAESTRNNGIKTPALTFR RTLGDA ASTLSTEEGTLTES® QEHTL
GTTGGGGCTGAAAGTGGGCGATAAAACCACC TTCTCGTTGGAGCCAGATGCGGCGT T TGGCG TGCCG TCACCGGACC TGATTCAGTAC T TC TCCCGCCGTGAAT T TATGGATGCAGGCGAGCCAGAMATIGGCGCAATCATGCTITTTAC
LGLXVGDXTTTFSLETPDA AMAFGVPSUPODTLTIOQYTFSRRETFMDAGETPETIGAIMLTFT?T
CGCAATGGATGGCAGTGAGATGCC TGGCGTGATCCGCGAAAT TAACGGCGAC TCCATTACCG TTGAT TICAMCCATCCGC TGGCCGGGCAGACCGTTCATTTTGATAT TGARG TGC TGGAARTCGATCCGGCACTGEAGECGTAACATGE
A MDGSEMPGVYTIRETINGDS STITVDFNIBPLAGA QTVHTFUDTITEVTLTETIDTPALTEARA NS Q
AGATCCTGTTGGCCAACCCGCGTGGTTTTIGTGCCGGGGTAGACCGCGCTATCAGCAT IGT TGAAAACGCGC TGGCCAT TTACGGCGCACCGATATATG TCCG TCACGAAGTGG TACATAACCGCTATGTGGTCGATAGC TTGCG TGAGC
I LLANPRGTPFC CAGVDRAISTIVENA ALATIYGAPTIYVRHEETVVYVHNRTYVVYDSTLRTEHR
GTGGGGCTATCTTTAT TGAGCAGATTAGCGAAGTACCGGACGGCGCGATCCTGATTTTCTCCGCACACGG TG TTTC TCAGGCGGTACG TANCGAAGCAAAAAG TCGCGAT TTGACGGTGTT TGATGCCACCIGTCCGC TGG TGACCAAAG
G AIF IEQTISEVPDGATILTITFSAHBEGYSQAVRNEARAMKSRDILTUVFDATCPLVTHKTV
TGCATATGGAAGTCGCCCGCGCCAGTCGCCG TGGCGAAGAATC TAT TC TCATCGG TCACGCCGGGCACCCGGAAG TGGAAGGGACAATGGGCCAG TACAGTAACCCGGAAGGGGGAATGTATC TGGTCGAATCGCCGGACGATGTGTGGA
HMEVARAMSRRGETESTILIGHAGEHTPTEVEGTMGAOQYSNTPETGG GMYTLTVETSTPDTDVUWK
AACTGACGGTCAAAAACGAAGAGAAGC TCTCCTTTATGACCCAGACCACGC TG TCGGTGGATGACACGTC TGATG TGATCGACGCGC TGCG TAAACGC T TCCCGAAAAT TG TCGGTCCGCGCAAMGATGACATCTGC TACGCCACGACTA
L TVKNETEIKLSTFMTOQTTLSVDDTSDVTIDALRIKTRERTFTPIKTIVGTPRTIKDDTICTYA ATTHN
ACCGTCAGGAAGCGGTACGCGCCCTGGCAGAACAGGCGGAAGT TG TGT TGG TGG TCGGTTCGAAARACTCC TCCAAC TCCAACCGTC TGGCGGAGC TGGCCCAGCG TATGGGCAAACGCGCG TTTTIGATIGACGATGCGAAAGACATCC
R QEAVRALAMAEQAEREVVLVYVGS XNSSNSNRTLAETLA AQRMGTI KT RATFTLTIDTUDA AIKDTIG® Q
AGGAAGAGTGGGTGAAAGAGGT TAAATGCG TCGGCGTGAC TGCGGGCGCATCGGC TCCGGATAT TC 166 TGCAGAA TG TGG TGGCACG T T TGCAGC AGC TGGGCGG TGG TGAAGCCATTCCGC TGGAAGGCCGTGAAGAAAACATTGTTT
EEWVXKEVKCVGVTAGASAPDTILVYVYOQNVYVARLO QOQLGGGTEA ATITPTLTEGRTETEHINTIVT
TCGAAGTGCCGAAAGAGC TGCGTGTCGATATICGTGAAGTCGAT TAAG TCAT TAGCAGCCTAAG T TATGCGAAAATGCCGGIC TTGT T, ATTTTTTATGGAGAAAACATGCGTTTACCTATCTICCTCGATACTGACCCCGGCAT
E VP KETLRVYDTIREV D #m M RLPTIFLDTDTPGTI
TGACGATGCCGTCGCCATTGCCGCCGCGATTTTTGCACCCGAACTCGACCTGCAAC TGATGACCACCGTCGCGGG TAATGTCTCGGT TGAGAAAAC TACCCGCAATGCCC TGC AACTGC TGCATTTCTGGAATGCGGAGAT ICCGCTCGC
DDAVAIAAAIl‘AP!LDLQLNT'I‘VAGNVSVIKTTRNALQLLHFINAEIPLA
C TGTGCCACTGGTAC! GCGTGATGCGGCATC TG TGCACGGCGAATCGGGAATGGC TGGC TACGACT T TG T TGAGCACAACCGAAAGCCGC TCGGGATACCGGCGT TTC TIGGCGATTCGGGATGCCCTGATGEG
Q GAAVPLVRAPRDAALSYVHGETSGMAGYDTFU VEZBEHEBNRIEKTPLTGTITPATFTLATIRTDA ALMR R
TGCACCAGAGCCTGTTACCC TGGTGGCCATCGGCCCGTTAACCAATATTGCGC TG TTACT TTCACAATGCCCGGAATGCAAGCCGTATATICGCCG TCTGGTGATCATGGGTGG TTC TGCCGGACGCGGCAAC TGTACGCCAAACGCCGA
APEPVTLVAIGPTLTVNTIALTLTLSUOQCPETCKTPZYTIRRLVUYVTIMGSGSA AGTRTSGINTC CTTPNATE
GTTTAATATTGCTGCCGATCCAGAAGC TGCTGCCTGTGTCTTICCGCAGTGGTATTGAAATCGTCATG TGCGG TT TGGATGTCACCAATCAGGCAATATTAAC TCC TGAC TATC TCTC TACAC TGCCGCAGT TAAACCGTACCGGGAAAAT
F NIAADTPEANAMNMACVFRSGTIETLIVMNCECGLDVTNOAILTZPDTVYTLSTTLTPAOQLTNTRTGTI KM
GCTTCACGCCCTGTTTAGCCACTACCGTAGCGGCAGTATGCAAAGCGGC T TGCGAATGCACGATC TC TGCGCCATCGCC TGGC TGEIGCGCCCEGACC TG TTCAC TC TCAAACCC TG TTT TG TGGCAGTCGAAACTCAGGGCGAATTTAC
LHEALFSHYRSGS MQSGLRMEDTLTC CATIAWLVYRZPDLTFTTLTZEKTPC CTFVAVETO OQGTET?1T
CTCAGGCACGACGGTGGT TGATATCGACGGT TGCCTGGGCAAGCCAGCCAATG TACAGGTGGCATTGGATC TGGATGTGAAAGGCT TCCAGCAGTGGGTGGC TGAGG TGC TGGC TCTGGCG TCGTAACC TG ICACATG T TATIGGCATGC
§ GTTUVVDIDGT CLGIKPANTVOQYV ALDTLTDT VI XKGTEFOQOQTMWVAETUVTLATLA S s
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